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Stereo images of the electron density (level=1.2) of the ubiquitin moiety. The
backbone of ubiquitin in position 1 is shown in red, and the backbone of ubiquitin
in position 2 is shown in green. The bottom set of stereo images is rotated 180°
relative to the top set of stereo images.
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SUPPLEMENTARY TABLES

Supplementary Table 1. Steady state kinetic parameters of nucleotide incorporation opposite an

abasic site by pol .

Proteins Vimax Km Vinad Km Relative
(nM/min) (uM) efficiency
Pol n alone 0.26 +0.01 225 0.012 1.0
Pol 1 + non-split PCNA 0.36 £ 0.01 12+2 0.030 2.5
Pol n + split PCNA 0.21+0.01 6.6 2 0.032 2.7
Pol 1 + “YIPCNA 0.28 +0.01 6.1+1 0.046 3.8




