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for all subsequent hybrid and complex-type glycosylation in the Golgi apparatus. The tissue-
specific expression of post-GnT I glycosidases and glycosyltransferases ensures that cell 
type, not protein structure, is the dominant factor determining glycoforms at a given 
glycosylation site. For this reason, glycoproteins from the same cell will usually display 
similar glycosylation. The position of the terminal D1, D2 and D3 mannoses of the three 
arms of Man9GlcNAc2 are indicated. 
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Table S1. Compositions and masses of the N-linked glycans released from recombinant 
gp120JRCSF (R-gp120) expressed in HEK 293T and from shed gp120JRCSF (S-gp120), isolated 
from culture supernatant, both as obtained after desialylation. Symbols refer to the following 
monosaccharides:   = GlcNAc;   = Man;  = Gal;   = GalNAc;   = Fuc. 
 

MALDI, m/z ([M+Na]+) Composition Proposed structureb Founda Calculateda Hex HexNAc dHex 
R-gp120 S-gp120      
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