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Figure S1. Analysis of the size of SNC4 ¢cDNA and SNC4-GFP fusion protein.
(A) RT-PCR analysis of SNC4 cDNA using primers
5'-cggggatccgagcetcatgaattcccagcaaagtac-3’ and
S'-acgcacgcegtegactccttctgtgtagacagagac-3'.

(B) Western blot analysis of the SNC4-GFP fusion proteins in transgenic plants

expressing the GFP-tagged SNC4 or snc4-1D.
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Figure S2. Localization of SNC4-GFP and snc4-1D-GFP fusion protein.
Arabidopsis mesophyll protoplasts were transfected with constructs expressing
SNC4-GFP and snc4-1D-GFP fusion proteins under the 35S promoter and examined
by confocal microscopy 16 hr later. A 35S-GFP construct and untransformed
protoplasts were used as negative control. Epifluorescence(I); chloroplast

autofluorescence (II), bright field (III) and merged (IV).

Figure S2



Figure S3

Figure S3. Trypan blue staining (upper panel) and DAB staining (lower panel) of

true leaves of wild type, snc4-1D, WT::SNC4 line #1 and WT::snc4-1D line #1.



SNC4

AT1G66970.
AT4G26690.
AT5G55480.
AT3G20520.
AT5G58050.
AT5G58170.

SNC4

AT1G66970.
AT4G26690.
AT5G55480.
AT3G20520.
AT5G58050.
AT5G58170.

SNC4

AT1G66970.
AT4G26690.
AT5G55480.
AT3G20520.
AT5G58050.
AT5G58170.

SNC4

AT1G66970.
AT4G26690.
AT5G55480.
AT3G20520.
AT5G58050.
AT5G58170.

SNC4

AT1G66970.
AT4G26690.
AT5G55480.
AT3G20520.
AT5G58050.
AT5G58170.

SNC4

AT1G66970.
AT4G26690.
AT5G55480.
AT3G20520.
AT5G58050.
AT5G58170.

SNC4

AT1G66970.
AT4G26690.
AT5G55480.
AT3G20520.
AT5G58050.
AT5G58170.

SNC4

AT1G66970.
AT4G26690.
AT5G55480.
AT3G20520.
AT5G58050.
AT5G58170.

N [ e e S el R el e N [ S S el

Rl e =

MNSQQSTRTKQVI#QQSETHRLCEW
MNSRPSNPTKL|IR-SHTLMEC H
\Y

MINMRDNPTMHAHO-ASKEFIETL

LIQLIBAAQ H‘QSKKPKSPWETL GDIFPLVIARGG

LIILRAAQEIEA OSEEERNS
———————— MRGIHHR-ARSTITL.C E

——————————————— MACPRVIF ———-

———————— MLRFFILFGLF@HSS
________ MLRFHIFF§LEMHLC

119
118
112
118
101
109
109

179
176
170
176
146
167
167

FDGNENT S THEDVY
EKIINENS N PV

S FWLNVOHDAFYROHNLSMSSFEL
IHEFWLNVOHDAFYIROHNLSMSSFEL
AFYERNNHNTL SMEWS] RIEK\/NEESISIZC L SIHLINS VKN SVK P TV TSy

G FWLNVOMDAEY MINHINT S 128 T NS ININERI TINY T S S PE L€ FINKS T GIUIBXN
L QFRG-INVEESISIZN G LIN Sy EMD.

IS FWILNVOMDAE Y IMERHINT SN

KTFASGILVPKSY IMPEDINOY LEPHTSLVQDAH]

LS KTFASGILVPKSYIMP PHTSLVQDAH
LS KTFASGILVPKSYIMP PHTSLVQDAH
AG KTFASGELVPKSYIWP
AK] TFESGILVPKSYIWP

KIFASGHMLVPKBY IWP

KQVDFLVISKNGASG
KQVDFLVISKBGASGDYPGCTDLAY#MKATIKDGADVIDCSVQMSSDE
KQVDFLVIEKGASGDYPGCTDLAYRKAIKDGADVIDCSVOlSSDGIPFCHESS
BoVDFLVISKNGASGDYPGCTDLAYKATIKDGADVIDCSHOMSSDGIPFCHSS
PSR T SKNGASGDEPGCTDLAY(® ‘DGAD’DCVQMSDI;FC SS
I

IZOME NI — T AjNEE OIN
IHOMENRY— T AEF O

©AIETFSLTWRETQ
FSLEWSETOEL
(VEE TN T ¥ T F'S L TIURI8 T O L

Figure S4



SNC4

AT1G66970.
AT4G26690.
AT5G55480.
AT3G20520.
AT5G58050.
AT5G58170.

SNC4

AT1G66970.
AT4G26690.
AT5G55480.
AT3G20520.
AT5G58050.
AT5G58170.

SNC4

AT1G66970.
AT4G26690.
AT5G55480.
AT3G20520.
AT5G58050.
AT5G58170.

SNC4

AT1G66970.
AT4G26690.
AT5G55480.
AT3G20520.
AT5G58050.
AT5G58170.

SNC4

AT1G66970.
AT4G26690.
AT5G55480.
AT3G20520.
AT5G58050.
AT5G58170.

R el e N [ S S el

el

476
473
467
473
445
461
461

535
532
526
532
505
519
519

590
589
582
589
565
575
575

650
648
641
648
625
634
634

709
707
700
707
678
694
694

Figure S4
continued

INPROKNAGK|

PRI

INPRN|

SSVLEDFKEEE
DS A TRDIKYFAEEE
1IN 1 EE T KKFADA V]

SFHTHOTN
BIKIAS VF PR SIas FIiiT G
S v KGF Tl LEKE TNRA S IK SNGHIR
fols PR T Gl T NV v E sl AN

PYM@P‘QPGALLTLVSPTAFPPAEAPN
PPYMEP\WYOPAGCLLTENMSP

ﬁPYMLP‘NPGGLLNVMF

——EFGLTTTGELITFANP i¥ . P PAIKA P)¢

MLINS Pi®S DL NPl
Y| ) KE@® E

Figure S4. Sequence alignment of the extracellular domain of SNC4 and six

GDPD domain-containing proteins in Arabidopsis.
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Figure S5. Western blot analysis of SNC4 protein levels in wild type (WT),
snc4-1D and snc4-4 using a polyclonal Anti-SNC4 antibody generated against a

fragment of the SNC4 kinase domain.
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Figure S6. A working model for SNC4-mediated resistance.

Perception of an unidentified PAMP/DAMP signal leads to activation of SNC4
and multiple downstream defense pathways that are dependent on NDR1, OPR3
and MKS1. The proposed relationships between NDR 1, OPR3 and MKSI1

are based on their effects on defense gene expression in snc4-1D.

Figure S6
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