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Gene 
Target 

dsRNA Size Oligonucleotide Sequences (5’-3’) 

*oligonucleotide sequence were designed by using siDirect sequences (http://genomics.jp/sidirect/) and the sRNA 
duplex produced exogenously by HiScribe RNAi Transcription Kit. **oligonucleotide sequence to produce endogenous 
siRNA: 10 μl of both strands were combined and incubated at 95°C in a 200-ml water bath. After 5 min, the water bath 
was allowed to gradually cool to room temperature over a period of 1 h. ***oligonucleotide sequence to produce 
endogenous dsRNA: oligonucleotides were used to amplify the 5’ sequences of specific genes from genomic Giardia 
DNA using the High Fidelity Taq polymerase (Invitrogen). Restriction sites are denoted in italics. All oligonucleotides 
were designed to target the 5’ sequence of the selected genes. 
 
 

95/115 nt* 
246/266 nt* 

CCGGCCAAGTGGAGATCATCC/GGATGATCTCCACTTGGCCGG 
CCTTATCGGGCGCAAGTTTGA/TCAAACTTGCGCCCGATAAGG 

 

823/847 nt** CAGGATCCACCAACACAGGAGATAAGGCAAAGG/ 
TCGCATGCCCTTTGCCTTATCTCCTGTGTTGGT 

 
BiP 

CAGGATCCAATCATGTCCCCAGAGGAGATTTCCG/ 1/760 nt*** 
TCGCATGCGAGCTGACGAATCTTCGGTATAC 

114/168 nt* 
1283/1307 nt* 

GTTCAACACGTTCTTCTCGGAGACG/CGTCTCCGAGAAGAACGTGTTGAAC 
TCGAGAAGGACTACGAGGAGATCGG/CCGATCTCCTCGTAGTCCTTCTCGA 

 

1283/1307 nt** CAGGATCCTCGAGAAGGACTACGAGGAGATCGG/ 
TCGCATGCCCGATCTCCTCGTAGTCCTTCTCGA 

 
α-

Tubulin 
1/1000 nt*** CACGGGATCCAGCACGACGGCCAGATGCCGTCC/ 

GTATGCATGCGTAGGCGTCGTCCTCCTCCATGTC 
177/201 nt* 
1305/1329  nt* 

CAAGCATACAGACTGTTATTTGGTG/CACCAAATAACAGTCTGTATGCTTG 
GTCACTGACTGGAATGGTTGTCATA/TATGACAACCATTCCAGTCAGTGAC 

 

1305/1329 nt** CAGGATCCCAAGCATACAGACTGTTATTTGGTG/ 
GTATGCATGCCACCAAATAACAGTCTGTATGCTTGTC 

 
µ1 

1/1000 nt*** CACGGATCCATGATAAGCTCTCTGCTAATCATTCAC/ 
CCAGCATGCCTTGACAACTTGCTCATGAGGGCAATA 

26/48 nt* 
519/539  nt* 

ATGATGTAGGTGAGCTTATCTTG/CAAGATAAGCTCACCTACATCAT 
CGTCGTTGAGTCTGTCAATGC/ GCATTGACAGACTCAACGACG 

 

519/539 nt** GTTGGATCCATGATGTAGGTGAGCTTATCTTG/ 
GGTGCATGCCAAGATAAGCTCACCTACATCAT 

 
µ2 

GTTGGATCCATGATCAAGGCGGTCATTCTTTTGGAT/ 1/1000 nt*** 
GGTGCATGCCCACCTAATCTGATAAGTCCCCGCGCT 

74/96 nt* 
1334/1354 nt*  

GTGCCTTAGTCTTCAAAGTTATC/GATAACTTTGAAGACTAAGGCAC 
GCGTTCCGGATGATGTCTTTC/GAAAGACATCATCCGGAACGC 

 

85/107 nt** CACGGATCCTTCAAAGTTATCATAGTCATAAT/ 
CCAGCATGCATTATGACTATGATAACTTTGAA 

 
RdRP 

CACGGATCCATGTCTGGCCCCCACATCCACTCGCCT / 
CCAGCATGCGGCTACAGATTTAGAGTGGTAAATTAT 

1/3420 nt*** 

101/125 nt* 
264/288  nt* 

AGAAGCGCGATCACATGGTCC/GGACCATGTGATCGCGCTTCT 
CCGGGGTGGTGCCCATCCTG/CAGGATGGGCACCACCCCGG 

 

641/665 nt** CACGGATCCAGAAGCGCGATCACATGGTCCTGCT/ 
CCTGCATGCAGCAGGACCATGTGATCGCGCTTCT 

 
eGFP 

CACGGATCCGTGAGCAAGGGCGAGGAGCTGTTCA/ 1/1000 nt*** 
CCTGCATGCGTGGTTGTCGGGCAGCAGCACGGGG 

101/125 nt* 
264/288 nt* 

GTGCTAATTGGAAGTCGAATAACTG/CAGTTATTCGACTTCCAATTAGCACC 
GTCGCTGTACCTTAATAATAATGAC/GTCATTATTATTAAGGTACAGCGAC 

 

824/848 nt** CACGGATCCAGAGGAAATGCAACATGCCAAACAG/ 
CCTGCATGCCTGTTTGGCATGTTGCATTTCCTCT 

 
CWP2 

GACAGGATCCAATTGGAAGTCGAATAACTGGCTT/ 1/1000 nt*** 
GTAGCATGCTTTCCTCTGCGCATTGTGTGCACTG 

http://genomics.jp/sidirect/


 


