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Corynebacterium glutamicum
Corynebacterium_efficiens
Corynebacterium pseudogenitalium
Corynebacterium_accolens
Corynebacterium_striatum
Corynebacterium aurimucosum
Corynebacterium_kroppenstedtii
Corynebacterium diphtheriae
Corynebacterium glucuronalyticum
Corynebacterium_jeikeium
Corynebacterium urealyticum
Corynebacterium_amycolatum
Brachybacterium_faecium
Corynebacterium matruchotii
Bifidobacterium_pseudocatenulatum
Bifidobacterium_adolescentis
Bifidobacterium_ dentium
Bifidobacterium_breve
Bifidobacterium_angulatum
Bifidobacterium_gallicum
Micrococcus_luteus
Actinomyces_urogenitalis
Actinomyces_odontolyticus
Arthrobacter_sp._FB24
Renibacterium_salmoninarum
Kineococcus_radiotoleran
Cellulomonas_flavigena
Xylanimonas_cellulosilytica
Janibacter_sp._HTCC2649
Beutenbergia_cavernae
Brevibacterium_linens
Kocuria_rhizophila
Mycobacterium_tuberculosis_H37Rv
Mycobacterium_smegmatis
Rhodococcus_erythropolis
Nakamurella multipartita
Tsukamurella paurometabola
Actinosynnema_mirum
Saccharopolyspora_erythraea
Stackebrandtia_nassauensis
Geodermatophilus_obscurus
Salinispora_tropica
Streptosporangium_ roseum
Thermomonospora_curvata
Nocardiopsis_dassonvillei
Thermobifida_fusca
Acidothermus_cellulolyticus
Frankia_sp._CcI3

Frankia_alni
Frankia_sp._EANlpec
Streptomyces_sp._Mgl 11
Streptomyces_albus_J1074
Catenulispora_acidiphila
Nocardioides_sp._JS614
Kribbella_flavida
Acidimicrobium_ferrooxidans
Leptospirillum sp._Group_II
Corynebacterium lipophiloflavum
Mobiluncus_curtisii

Sequence conservation (ClustalX)

Secondary structure prediction
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