
VELHLNPRQFLCPVCKYAASKKCNLQYHIKSRHAGCN-VAMDISKVKLRVKKAG----PNGAEENSSVHKRSDTREDFEV
VELHVNPRQFNCPVCDYAASKKCNLQYHFKSKHPTCPSKTMDVSKVKLKKTKRREADLHRDAAAAATEQTDTEQAKTKGV

MAAQTMFS----------AGPLGMSLMDNSPTLCDLHENAPPPPQLVMLANVAAVTAADG---DGGALDEKEMMELKTVG
MATQVMGQSSGGGSLFNNSGNMGMALPNDMYDLHDLSKAELAAPQLIMLANVALTGEVNGSCCDYLVGEERQMAELMPVG

SSYLDSDEDNGSRYTDDNQNCKEFCIIEYPESPDPTVQVNPVVTGSGEDDRNKAETPPAGARPRPLASTKPSEQDGKVNE
DNHFSDSEGEGLEESAELK------------G-DPSGLDNMELRSLELSVVEPQPVFEASAAPEVYSSNKDPAPEAPVAE

GPSGTKKKKPFYCKPCHFQAQNEQQFVEHLRTHSASKMMVVNHVEGRSRNKTRDADAAASGEAENSGGDTGDSKGLIRCE
DKCKNLKAKPFRCKPCQYEAESEEQFVHHIRVHSAKKFFVEESAEKQAKARESGASPSEEGEFS---------KGPIRCD

PETPTAELPTPTELKGHMCIFCDRCFPLEAAYRRHLNRHLVNVYYMDTAAGAQR
-KSGKEGLAVKVTEGEFVCIFCDRSFRKEKDYSKHLNRHLVNVYFLEEAAEEQE

RCGYNTNRFDHYIAHLKHHSKEGDDHRVFKCTLCPYTTVSQYHWRKHLRNHFPSKLHTCSQCSYFSDRKSNYIQHIRTHT
RCGYNTNRYDHYTAHLKHHLRAGDNERVYKCIICTYTTVSEYHWRKHLRNHFPRKVYTCSKCNYFSDRKNNYVQHVRTHT

GVRPFQCLYCDYSSSQKTHLTRHMRTHSGERPFKCESCNYLAANQHEVTRHARQVHNGPKPLSCPYCDYKTADRSNYKKH
GERPYKCELCPYSSSQKTHLTRHMRTHSGEKPFKCDQCNYVASNQHEVTRHARQVHNGPKPLNCPHCDYKTADRSNFKKH

DRDNRDKGTDANPINLSIRRSSRPGNSQSAQTEAPDKVQDKTSRSE------REKFGKVKEQEKRITTRQKVKRAHEKVP
DASARRSERPVKGVGKDVPKEKKPCSNASVVQVTTRTRKSAVETKAAEGKHTDGQTGNNAEKSSKAKKSKRKMDAEAHPS

EEEIHPGSTTATKIGDGKAKTKVRKLQAEEQNPTEPNQTLKPDQRQSEDKRKMRPDKDKENQSSRKKKKGLNKSRK----
AEPVTEGPVTKKKKTESKPKTSGEVPKGSRVEDRKADKQQSASIKKGGKKTALKTKTAKKGSKLAPKWVGHTEPSSEMAQ

----------------SGSQHSEKCS----RHADDSQQNLSG--------------FQQTPEKKVAKEKAPKRRSAEAPG
GGESPVPALTQAVVTPSGSTQTELSSPMDIAQTEPAQMDVSQTGPPQVQRPLPVEPAQLEPSPPQEPPQVEPPACVEPPP

PTKSLFDMPPKTRR--------------------------------------------------TKGAEKLHPIPEGPGK
PVEPPCPMEPAEMEPSPPMEPSQVEPPPHLEPPLPMELPQVELPPVEDCQKELPSVEHAQTKVAQTGPTQVGAVQEEPLS

IGDTGSTFTTKQKRSRNVSVNEDNLAVNKISGGPAQPQGSTENPDTEP---NSSATKEDSPGALGLDPRGAQDAPPNPTE
VSEPPQVKLTRRSSPRKDRAKEKLSVLSEMARQEQVLIEVGLVPVRDSQLLKASKSAPDLPAPPSPLPKGHLRREETPKD

PQLSSDSSLTRVCVTDPQNTVEKVPDPSRLPPPEPPPHRPSRPAAPAVPAQPVHG---------------PAEKVADGRL
QEMFSDGEGNKVSPLEKGGTEEAGESRAELAAPMESTSALSSEQSSNAPDGETLHSECQADSTAVCEMEVDTEQKTDRVP

DEDASLMFSHPTSP----------PTLVLPVDLAKPADPEDDEGIHSSHEGGSDISDSASEGSEDSGLNSNGGSGKLAND
LKDSAVEPVSPLNPRVDPEAAAPAVVASPPITLAESQEIDEDEGIHSHD--GSDLSDNMSEGSDDSGLHGARPAPQEATS
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Figure S1.  Amino acid sequence comparison of fugu and rat NRSF/REST
Identical residues between fugu and rat are shaded. The C2H2 zinc finger motifs are highlighted by single 
underlineand labeled as zf1 to zf9. The two repressor domain sequences at the N-terminal and C-terminal 
are highlighted by double under line. 


