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Supplemental Table 1 Magnaporthe oryzae strains used in this study. 

Strain Genotype Reference 

H1:eRFP grg(p):H1:eRFP Saunders et al., 2010 

Guy-11  Leung et al., 1988 

DF51 ΔcpkA Xu et al., 1997 

MK23 Δmst12 Park et al., 2002 

nn95 Δpmk1 Xu and Hamer, 1996 
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Supplemental Table 2 Magnaporthe oryzae strains generated in this study. 
 

Strain 
background 

Generated 
strains 

Description 

H1:eRFP tpmA:eGFP H1:RFP strain expressing tpmA:eGFP fusion protein; 
tpmA from Aspergillus nidulans (strain denoted 
tpmA:GFP) 

H1:eRFP SEP4:eGFP H1:RFP strain expressing SEP4:eGFP fusion protein 
(strain denoted SEP4:GFP). 

H1:eRFP SEP5:eGFP H1:RFP strain expressing SEP5:eGFP fusion protein 
(strain denoted SEP5:GFP). 

DF51 ΔcpkA; H1:RFP; 

tpmA:eGFP 

ΔcpkA strain expressing H1:RFP and tpmA:eGFP fusion 

proteins; H1 from N. crassa and tpmA from A. nidulans 

MK23 Δmst12; H1:RFP; 

tpmA:eGFP 

Δmst12 strain expressing H1:RFP and tpmA:eGFP 

fusion proteins; H1 from N. crassa and tpmA from A. 

nidulans 

Δpmk1 Δpmk1; H1:RFP; 

tpmA:eGFP 

Δpmk1 strain expressing H1:RFP and tpmA:eGFP 

fusion proteins; H1 from N. crassa and tpmA from A. 

nidulans 

Guy-11 sep1G849R +/-  

H1:RFP 

Strain expressing the Mosep1G849R
 temperature 

sensitive allele; the H1:RFP fusion protein was added 

post-transformation 

H1:eRFP H1:RFP; ICL1(p): 

sep1 

H1:RFP strain expressing SEP1 under acetate inducible 

expression (strain denoted SEP1) 
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Supplemental Table 3. Detailed information of the primers used in this study. 
 

Primer 
name 

Primer sequence1 Strand Annealing 
Temp. (ºC) 

Template 

5SU 5'T CGA CGT GCC AAC GCC ACA G3' + 62 pCB1532 

(Sweigard et al., 
1997) 

3SU 5'T CGA CGT GAG AGC ATG CAA TTC3' - 62 pCB1532  

SEP4-F 5’GATTATTGCACGGGAATTGCATGCTC
TCACCTAGTTACTGGACTAGCCTAGAC
G3’ 

+ 62 Guy-11 genomic 
DNA 

SEP4-R 5’GGTGAACAGCTCCTCGCCCTTGCTC
ACCATGTAGCCATTCATAGTCATCCTT
TG3’ 

- 62 Guy-11 genomic 
DNA 

SEP5-F 5’GATTATTGCACGGGAATTGCATGCTC
TCACCGGTCTGCGCACCAGCGTTACC
AG3’ 

+ 62 Guy-11 genomic 
DNA 

SEP5-R 5’GGTGAACAGCTCCTCGCCCTTGCTC
ACCATGTTGCCGTCTTCCCCGTTTGCC
TC3’ 

- 62 Guy-11 genomic 
DNA 

5SepH-ts1-
KpnI 

5'AAg gta ccA TGA CAC CCC CGG GAG 
GCT TTG3' 

+ 65 Guy-11 genomic 
DNA 

3SepH-KpnI 5'AAg gta ccG TGG AGT CGA AAG GAT 
TGC C3' 

- 65 Guy-11 genomic 
DNA 

3SepH-ts1-
NotI 

5'AAg cgg ccg cGT GGA GTC GAA AGG 
ATT GCC3' 

- 65 Guy-11 genomic 
DNA 

5SU-ts-NotI 5'AAg cgg ccg cGT CGA CGT GCC AAC 
GCC ACA G3' 

+ 65 pCB1532  

3SU-ts-NotI 5'AAg cgg ccg cGT CGA CGT GAG AGC 
ATG CAA TTC3' 

- 65 pCB1532  

5SepH-ts2-
NotI 

5'AAg cgg ccg cTT TAG CGG GAA ATA 
GCT CCG3' 

+ 65 Guy-11 genomic 
DNA 

3SepH-ts2-
XbaI 

5'AAt cta gaC GGA CAT GGA GAG CGT 
CCA GG3' 

- 65 Guy-11 genomic 
DNA 

5SepH-ts3-
NdeI 

5'AAc ata tgA TCT TGC AGC TGC TC3' + 65 Guy-11 genomic 
DNA 

5SepH-
mutant 

5'GTT CGT CAG CGC TGG TCG ACT 
GAA CGT CCT TG3' 

+ - Guy-11 genomic 
DNA 

5ICL1P-NotI 5'AAg cgg ccg cGA ATT CGT CCA GTA 

ATC AAA G3' 

+ 65 ICL1(p):sGFP 

gene fusion 
(Wang et al., 
2003) 

3ICL1P-SepH 5'CAA AGC CTC CCG GGG GTG TCA 
TCT CGG GAA TAT GGT TCT TAC G3' 

- 65 ICL1(p):sGFP  

5SepH-ICL1P 5'CGT AAG AAC CAT ATT CCC GAG 
ATG ACA CCC CCG GGA GGC TTT G3' 

+ 62 Guy-11 genomic 
DNA 

3SepH-NotI 5'AAg cgg ccg cTC CTC ATC TAC CCC 

AGA ATT C3' 

- 62 Guy-11 genomic 

DNA 
1
Lowercase denotes restriction endonuclease recognition sequences and bold font signifies nucleotide 

substitutions. 
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