Table S6. Prediction of GO biological processes based on the coexpression network CoExp?r,,. Refer to
Table S3 for more details.
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Tb927.5.4120 ** Hypothetical protein
Tb09.160.2400 * Hypothetical protein
Tb927.2.4700 * Hypothetical protein
Tb927.10.12330 * Hypothetical protein
Tb11.18.0014 * Hypothetical protein
Tb927.4.3660 ** Hypothetical protein
Tb927.5.2520 * Hypothetical protein
Tb927.6.2330 || RGG protein
Tb09.211.3300 * Peroxin 19
Tb11.02.0445 * Hypothetical protein
Tb927.4.1340 ** Cleavage and polyadenylation specificity factor subunit
Tb11.01.8690 * Hypothetical protein
Tb927.4.5030 ** Protein phosphatase 1
Tb927.6.2210 * Hypothetical protein
Tb09.160.3160 * Hypothetical protein
Tb927.7.640 * Hypothetical protein
Tb927.8.5990 * Hypothetical protein
Tb11.01.7730 * Hypothetical protein
Tb927.7.4120 * Hypothetical protein

Tb927.3.1370

408 ribosomal protein S25

Tb927.10.12310

Helicase-like protein

Tb09.211.1270

Hypothetical protein

Tb11.02.3880

Hypothetical protein

Tb11.02.4120
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Hypothetical protein

Tb927.3.2180
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Hypothetical protein

Tb09.142.0310

Expression site-associated gene (ESAG) protein

Tb09.211.4820

Hypothetical protein

Tb927.10.8980

Hypothetical protein

Tb09.160.1440

Hypothetical protein

Tb11.02.1470

Hypothetical protein

Tb927.4.990 ** | Hypothetical protein
Tb11.38.0003 *** | Variant surface glycoprotein (VSG)
Tb927.3.5830 *** | Expression site-associated gene (ESAG) protein

Tb927.1.5030

Leucine-rich repeat protein (LRRP)

Tb09.244.1950

Hypothetical protein

Tb927.5.750

Hypothetical protein

Tb927.3.2520

Expression site-associated gene (ESAG) protein

Tb927.10.5700

Hypothetical protein

Tb927.5.390

75 kDa invariant surface glycoprotein

Tb11.01.7860

Hypothetical protein

Tb927.3.1870

Hypothetical protein

Tb927.6.540

Gene related to expression site-associated gene 2 (GRESAG2)

1x10™ < p-value < 0.01
1x107 < p-value < 1x10™
1x10™ < p-value < 1x107
1x10 < p-value < 1x10™

p-value < 1x10%




