A

Identities = 2377528 (44%), Positives = 316/528 (59%), Gaps = 277528 (5%)
Query 63

HpaZc LDVSTEHNPVETVHENFLSLOQLDP SITHDG -WLDFLE SKRTVTLARGLSPAFLREFGGKRTD 121
iIr» T+ P+ W+ +FLE+ +D ++ D +L L § +L TLARGLEPA+IPFGG +TD

Hpal 4] ILDFFTQEPLHLVSPSFLEVTIDANLATDPRFLIILGSPEIRTLARGLESPAYIRFGGTETD 100

HpaZc 122 FLOFOQNLENPAKSEGGPGPDYYLENYEDDIVESDVALDEQEGCEIAQHPDVMLELQREKA 181
FL F +P K ¥+ DI CEK P+ E E +
Hpal 101 FLIF----DPKKESTFEERSYWQSQVHQDI---——--—---—-——- CKYGSIPPDVEEKLRIEW 144

Hpa2c 182 AQMHLYILKEQFSHTYSHLILTARSIDFLYNFADCSGLHLIFATHAYXNYY¥NNNNYINYVY 241
+LL+E + + H + 5+D LY FA+HZSGL ILTF LHAL R + WHSS+A
Hpal 145 PYQEQLLLREHYQKEFKHSTYSPESSVDVLYTFAHNCSGLDLIFGLHALLRTADLOQWHSSHA 204

HpaZc 242 XXX yyyINISWELGHEPHHYRTMHGRAVHGSQLGKDYIQLESLIQPIRIYSEAST 301
ITL ¥ +5K YHISWELGHEPH++ +HGEQLG+D+I0L LL+ + 4L

Hpal 205/ QLLIDYCSSEKGYHISWELGHEPHSFLEKADIFINGSQLGEDFIQLHKLIPE-STFEHAKT 263

HpaZc 302 YGPHIGRPREHNVIALIDGFMEVAGSTVDAVIWOHCY IDGEVVEVMDFLETELLDTLSDOI 361
YGP++G+PE+ + L F+K &G +D+VTW H Y++GR DEFL +LD +
Hpal 264 ¥GPDVGQPRPKTAKMIKSFLEAGGEVIDSVIWHHY YLHGRETATREDFLHPDVLDIFISSY 323

HpaZc 362 REIQKVVHTYTPGEEIWLEGVVITSAGGTHHLESDSYAAGFIWLHTLGHMLANQGIDVVIEH 421
+K+ +VV + PGEEHAL + GG LSD+H+AAGF+HWL+ LG+ A GI+HYVVHR
Hpal 324 QEVFQVVESTRPGKEVWLGETSSAYGGGAPLLSDTFAAGFMWLDELGLSAPMGIEVVMEG 383

HpaZc 422 SFFDHGYNHLVDOHFHPLPDYWLSLLYKRLIGPEVLAVHVAGLOPREPRPGEVIRDKELRIY 481
FF G HLVD+HF+PLPDYWLSLL+E+L+s EVL ¥V G +R+ ELR+Y

Hpal 384 VFFGAGHYHLVDENFDPLPDYWLSLLFEELVGTEVIMASWVOGSKRR——-———-———— ELRVY 434

HpaZc 482 AHCTHHHHHHNYVEGSITLFIIHLHESEEEIKELAGTLEDELVHOYLIQPYGQEGLESKESYVD 541
HCTH H ¥ & +TL+ IHLH K ++L +K ¥ +YLI+P & GL SKESVO
Hpal 435 LHCTHTDHPRYKEGDLTLYAINLHHVIEYLPRLPYPFSHEQVDEYLIFPIGPHGLLSKSVQ 404

HpaZc 542 LAGOPLVHMVDDGTLPELKPRPIRAGRETIVIPPVIMGFFYVENVHALAC 580
I L HMvVvDD TILP L. +PILE & +L +P + FEV++H AC
Hpal 405F IHGILTLEMVDDOTIPPIMEKPIRPGSSIGLPAFSYSFFVIRHNAKVALAC 542
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