Gene Forward Primer Sequence Reverse Primer Sequence Probe Sequence (5'FAM, 3 TAMRA)
TRER17EA, TGTGCTGETACGTGTTGOTAGA, GTCAGGGAACCAGAGAACATICTS  |CCATGACGCAGGTGACCTAACCAGTCC
FARITTA TGACACTCAAGTCTTGGTCCTTTG CCCAGUAACATTCCTTCAGT AATCTCATCAAAAACAGAGTCAAGGAG
CA3 GUTTGCCGEEACTATTGGAL AGCTCACTGTCATGGGCTCTITC AGTAGCAGCCACACAATGCACTCCTCG
Fnased TCACGAAGGCATAGTGAGGETC ACAGGCAATGACAACTCECC CCTACAGTTGTGGEEGECACAGAGCTCCT
RGD1565398 predicted [GGTCAAGGCCAGCAACAGT COTCGTTGATGAAATCCATGE TCGAGCGTCTCTTCAGTTCCAGCAGAS
1392736 at GGUCTCCTGGTTTAGCTGTGT GEGATEETGAGAAAACAAGAGAL |AAATGCTGTTTGLCCTCTTCGETAGACTCT
RICS predicted CCTATGTGCCCTCTGGCTTTG GEATGTGEUAAGGACAGCTC ATCCACAGAGCAGGACATACGCCACAG
ILF3 CCGAAACATGLTGEEAAGALG GETTGTAAGGTTGCTGCTGGE ACCCTCCTACAGCTCGGGUTACCAGTC
Pexllh GGCTTCTTCCTTGEGTCTGE GAAGAGGUCAGACACAGCATC TCAGACAGACGCTCCTCTGGETCTTCCA
mssd GAAGAAGCCGEATCTGGTGE AAAGCCCACGTTCTCAAAGATG TCCTCGAGGACATCACCATCAGGATTG
1383058 at TCAAGGTTGGGUTCCGATTC AGCGGTGTGETGTCTCTTGE CTGCATCTTGGGATCTAGGCCCGTGE
AAF56052 CAGAAGCATACTGCTTGTTCCAATG  |GGTCATGCCTGLCTTCTETG TGTGCATGACTAAACAGTGCCATCTAGT
A7 236 TETTAGGTETGUACCAGCAG GETEEAGGCGTCCTAGATGE TITGGAGTTCAAACTCTTTTGGETGOA
Chrna? CTTETCAGCACAAGCCTCGE GELCTCGGAAGCCAATGTAG CAGTGTGGAGCTGAGTGCAGGTGCTG
Chrm?2 CCTACCCAGTTAAGCGGACCAL TGCCAGAAGAGAATGGCTGE CTGCGTGGGETCCTITCCTTCATCCTCT
Htrla TGGCTCTGGTCCTGCCTTTC GEATTGAGCAGGGAGTTGGAG TTAATTATGGCACCCAACAMCGCAGGE
Htra TGACCTCAGCACTCGAGCCA TGTGGATGGACCETTGGEAAG AGCCTCCTTCAGCTTCCTCCCTCAGAG
Zabhr2 GUCTCCCATGAGAAGCAAG GEACCACAGGATAGGCCAGC TCCAAGTCCTACATCAGGCATCAAGCTET
iZabhr3 CATGGGELGETACATGGEEA GUGAAGACCTCCTCCETAGE ACAGAAGCATCCCGCACAAGALGALG
=APDH CAAGGTCATCCATGACAACTITG GEGCCATCCACAGTCTTCTG ACCACAGTCCATGCCATCACTGCCA,
PPIA, TTATCTGCACTGCCAAGACTGA, CCACAATGCTCATGCCTTCTITC CCARAGACCACATGCTTGCCATCOA
HPRET TTECTCGAGATGTCAT GAAGGAG ATGTAATCCAGCAGGTCAGCAAAG  |ATCACATTGTGGCCCTCTGTGTGLTG
ACTH GAGCTATGAGCTGCCTGACG AGTTTCATGGATGCCACAGGA, CATCACTATCGGUAATGAGCGGTTCD
WRFAF1 CATCTGGGACTGTGGATGEG CCAACALACTCATCAGGCAGD ACACGGCTAGGACTGATGACCTEGGEAG
RizD1310230 CTTGCAGAATGCAGGGAAGS CAAMGGAGCGTGTGTAGGCG AGAGTEGAGAGCTGACCTETCGUTGAL
FHPT1 predicted TTCCTGATGTGGACATTGATTCAG TITCCTTGCACTCCCTCGE TTCGAGTCCACTTAGCAGAGCCTTCCG
COIPT CAAAGETGETTGGCTCCTCC TGEUCAGCCAGGACATAGAG ATTCCAGTGACCTCAGAGAGGCCTCGA




