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Table S2 Instruction of ADMSC program in Matlab 

README.txt  in  ADMSC.zip 

 

Execute the ADMSC.m file in MATLAB 

>>ADMSC 

 

 

Input for ADMSC.m 

line 46: nc=33; % Number of clusters 

line 47: B=1.4; % Beta factor 

*You decide the number of clusters and the value of the beta factor. 

 

line 52 : [nodea nodeb] = textread('Scere.txt','%s%s');  % input your network 

*The file of default is the yeast PPI network that consists of the binary relation between proteins. 

 

line 97 : outputdata(nodes,cidx,modu,cv,nnode,nedge); % output data 

*The result is output as ‘output.txt’. 

 


