
Table S1. Bacterial strains used in this study. 

Bacterial strain 

or plasmid 
Genotype/phenotype 

Reference 

or source 

Strains   

E. coli   

JM109 F´[traD36 proAB+ lacIq 

lacZ ΔM15] recA1 supE44 

endA1 hsdR17 gyrA96 relA1 

thi Δ(lac-proAB)  

(2) 

 

TOP10 F- mcrA Δ (mrr-hsdRMS-

mcrBC) 80lacZΔM15 

ΔlacX74 recA1 araD139 

Δ(ara-leu)7697 galU galK 

rpsL (StrR) endA1 nupG 

Invitrogen 

M. xanthus   

DZF1 Wild type (1) 

JMCA ΔcopA, Galr, Kms This study 

JMCB ΔcopB, Galr, Kms This study 

JMCC ΔcopC, Galr, Kms This study 

JMCAB ΔcopA-ΔcopB, Galr, Kms This study 

JMCAC ΔcopA-ΔcopC, Galr, Kms This study 

JMCBC ΔcopB-ΔcopC, Galr, Kms This study 

JMCABC ΔcopAΔcopBΔcopC,GalrKms  This study 

JMCAlac copA-lacZ, Kmr This study 

JMCBlac copB-lacZ, Kmr This study 

JMCClac1 copC-lacZ, Kmr This study 

JMCClac2 copC-lacZ, Kmr This study 

JMCClac3 copC-lacZ, Kmr This study 

JMCABlac copB-lacZ ΔcopA, Kmr This study 

JMCBAlac copA-lacZ ΔcopB, Kmr This study 

JMCAClac1 copC-lacZ ΔcopA, Kmr This study 

JMCBClac1 copC-lacZ ΔcopB, Kmr This study 

JMCCAlac1 copA-lacZ copC, Kmr This study 

JMCCBlac1 copB-lacZ copC, Kmr This study 

JMCABCus1lac ΔcopAΔcopB, cus1-lacZ This study 

JMCABCus2lac ΔcopAΔcopB, cus2-lacZ This study 

JMCABCus3lac ΔcopAΔcopB, cus3-lacZ This study 
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Table S2. Plasmids used in this study. 

Plasmids Features 
Reference 

or source 

pBJ113 galK, Kmr (2) 

pKY481 lacZY, Kmr (1) 

pAELCA ΔcopA, Kmr This study 

pAELCB ΔcopB, Kmr This study 

pAELCC ΔcopC, Kmr This study 

pAELCAlac copA-lacZ, Kmr This study 

pAELCBlac copB-lacZ, Kmr This study 

pAELCClac1 copC-lacZ, Kmr This study 

pAELCClac2 copC-lacZ, Kmr This study 

pAELCClac3 copC-lacZ, Kmr This study 

pAELCus1lac cus1-lacZ, Kmr (3) 

pAELCus2lac cus2-lacZ, Kmr  (3) 

pAELCus3lac cus3-lacZ, Kmr (3) 
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Table S3. Oligonucleotides used in this study. 

Oligonucleotide For amplification of Sequence (5’→3’)a 

3415Kpn Upstream of copA (pAELCA and pAELCAlac) GAGGGTACCGCGCTGGCCACGAAAATGAT 

3415Bam1 Upstream of copA (pAELCA and pAELCAlac) CCTGGGGATCCACGAACATG 

3415Bam2 Downstream of copA (pAELCA) CGCGGATCCGAGCATCTCGTCCGTCTCCG 

3415Hin Downstream of copA (pAELCA) CCAAAGCTTGAGTCAACAGGGCGAGGGTC 

3422Kpn Upstream of copB (pAELCB and pAELCBlac) CGAGGTACCTGATGTGGTCCATCGCGCAG 

3422Bam1 Upstream of copB (pAELCB and pAELCBlac) ACGGGATCCATGGGGCTTCCTCCTGCCC 

3422Bam2 Downstream of copB (pAELCB) GTCGGATCCGCTCAACAGCCTGCGTCTGC 

3422Hin Downstream of copB (pAELCB) GCAAAGCTTGAAGTGGGCGACGTGGAATC 

0979Kpn Upstream of copC (pAELCC and pAELCClac1) CCGGGTACCAGGCAGTACGCCAGCTTCC 

0979Bam1 Upstream of copC (pAELCC and pAELCClac1) TGTGGATCCATGGCGCTTCGAGGCTCCT 

0979Bam2 Downstream of copC (pAELCC) GTCGGATCCCGTCATCGGCAATGCGCTC 

0979Hin Downstream of copC (pAELCC) CAGAAGCTTGTCTCCCAGCTCACTC 

0979Bam3 Upstream of copC (pAELCClac2) TTCGGATCCACCTTCATGCCGCAGAC 

0979Kpn2 Upstream of copC (pAELCClac3) CACGGTACCCAGATGAGCACCGTGCCCAG 

0979Bam4 Upstream of copC (pAELCClac3) TGTGGATCCGCCCGCGGCAGCAGTGTGGC 

CopCcDNA Synthesis of cDNA including copC ATTGCCGATGACGGACACCG 

CopCF Inside copC GAATGGGAGAGGACGGTCAC 

CopCR Inside copC  CACAGGGGCAGGCAATGATG 

a
The restriction sites used for cloning are underlined. 

 


