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SUPPLEMENTAL DATA 1: Primers successfully used for amplification of the 

genome of the group D rotavirus 05V0049 (Ch-49).   

 
Segment number Designation  Sequence

#
  

(encoded protein)    (5’-3’) 
 

Segment 1 (VP1) D-VP1-cms  CACGAATGAATGCTAAAGTNAAAGC 
   D1-2800as  CTGATCTTGCAGCAGATTCTTCAATTTG 
   D-VP1-2000as CATCTCTAATCCTGTCGTAGCAGT 
   D-VP1-800s  GCAAAATTAGTGTCATCACCWATGWC 
   D-S1-800as  GAATACAAATCCAGCTTCGATGTTAG 
   D-S1-230as  GACACTATTTCATAGTCAAAGTTACA 
   D-VP1-10s  GGCTATTAAAGCTRTACRATGGGGA 
 
Segment 2 (VP2) D-VP2-vorns  GTTAGATATACCATCTGTTTCGCC 
   D-VP2c-mas  TTGTGGCATTCCAAANGCTGGATA 
   D-VP2-mitte- s ATATCTCTACAGCTAGCAATTGT 
   D-VP2-3end-as ACTGCATTTATTGGSTCWACWGT 
   D-S2-3end  GATCAGATAATTCATGCATCTGAT 
 
Segment 3 (VP4) D-S4-mas2  GCTTTCCACTGGGGCAGCATGGTAGTGT 
 
Segment 4 (VP3) D-S4mas  GTAGTGTAATTTCTGTATCGTAG 
   D-VP3-mas2  CTGGCTCTATATGTTAAAATACCTCTCC 

D-VP3c-ms  CACTTATGACTGTGAGCATAAATAATAC  
D-S3-200s  ATTTGCTGTGTGGACACTAGAGGT 
D-3-1400as  AGTGTCTGACTAGACGATCACACCATTC 

 
Segment 5 (NSP1) D-NSP1-5end-s TTGTCTTACGTGTGGATGCTTTCACA 
   NSP-600s  TTCTTATCTTTGGACATTATGAACCA 
   NSP1-1150as  ATGTCCTGCAAATTGTCCARCACATC 
   NSP1-1000s  GAAATGTTCATTGCAAGATTAGTGAA 
   D-NSP1-1700s GATACGTAACATGTGTAATTGGTCCA 
 
Segment 7 (NSP3) D-Sx-as  CTTAGTTCGGCTGATATGTCTCTA 
   D-NSP3-s  GAACTAAGTGATGCAGCATCACA 
   D-NSP3-as  CTTCATTGAAATGTCATGCAA 
 
Segment 10 (NSP4) D-S10s  ATTAGTTGAATCCATCGAGARG 
   D-S10as  TAGTTTCCACGCACAGGTAAAC 
 
 
 
#
 N=A+C+G+T, R=A+G, S=G+C, W=A+T  
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SUPPLEMENTAL DATA 2: GenBank accession numbers of nucleotide sequences 

used for primer design and phylogenetic analysis of deduced amino acid sequences. 

The data of the group D rotavirus 05V0049, which have been generated in this study, 

are printed in italics.  

 
Strain designation Rotavirus group Host species Gene Accession number 
       

 
AU-1   A   Human VP1 DQ490533 
Bang 373       B                       Human VP1     ACD39821 
Bristol   C   Human VP1 AJ304859 
Cowden  C   Porcine    VP1  P26190 
IDIR                            B                                Rat              VP1   P35942 
J19                                 Human  VP1 YP_392490 
PO-13   A   Pigeon  VP1 AB009629 
Wa   A   Human VP1 DQ490539 
WC3   A   Cattle   VP1 F560615 
02V0002G3  A   Chicken VP1 FJ169853 
05V0049  D   Chicken VP1 GU733443 
 
AU-1   A   Human VP2 DQ490536 
Bang 373       B            Human VP2  AAQ18654 
Bristol    C   Human VP2 AJ303139 
Cowden                C   Porcine  VP2  P26191 
IDIR                        B             Rat    VP2 Q86108 
J19                                Human   VP2 YP_392491 
PO-13   A   Pigeon  VP2 AB009630 
Wa   A   Human VP2 X14942 
WC3   A   Cattle   VP2 EF560616 
02V0002G3  A   Chicken VP2 FJ169854 
05V0049  D   Chicken VP2 GU733444 
 
AU-1   A   Human VP3 DQ490537 
Bang 373       B          Human  VP3  ACD39824 
Bristol    C   Human VP3 X96697 
Cowden                     C                            Porcine          VP3    P26192 
IDIR        B           Rat    VP3  U03556 
J19                                  Human VP3 YP_392493 
PO-13   A   Pigeon  VP3 AB009631 
Wa   A   Human VP3 AY267335 
WC3   A   Cattle   VP3 EF560617 
02V0002G3  A   Chicken VP3 FJ169855 
05V0049  D   Chicken VP3  GU733446 
 
AU-1   A   Human VP4 D10970 
Bang 373       B        Human VP4    AAQ18652 
Bristol    C   Human VP4 X79442 
Cowden                     C                          Porcine          VP4    P26193 
IDIR        B               Rat     VP4  P15155 
J19                                  Human VP4 YP_392492 
PO-13   A   Pigeon  VP4 D16329   
Wa   A   Human VP4 L34161 
WC3   A   Cattle  VP4 AY050271 
02V0002G3  A   Chicken VP4 FJ169856 
05V0049  D   Chicken VP4 GU733445 
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AU-1   A   Human VP6 DQ4900538 
Bang 373       B         Human VP6   AAQ18653     
Bristol    C   Human VP6 X59843 
Cowden                   C                        Porcine        VP6   P14162 
IDIR        B           Rat     VP6 Q01754 
J19                                   Human       VP6 YP_392495 
PO-13   A   Pigeon  VP6 AB009632  
Wa   A   Human VP6 K02086 
WC3   A   Cattle   VP6 AF411322 
02V0002G3  A   Chicken VP6 FJ169858 
05V0049  D   Chicken VP6 GU733448 
 
AU-1   A   Human VP7 D86271 
Bang 373       B          Human VP7   AAQ18649 
Bristol    C   Human VP7 X77257 
Cowden                   C                             Porcine        VP7   P30217 
IDIR        B        Rat  VP7 P30889 
J19                                  Human  VP7  YP_392498 
PO-13   A   Pigeon  VP7 D82979  
Wa   A   Human VP7 M21843 
WC3   A   Cattle  VP7 AY050272 
02V0002G3  A   Chicken VP7 FJ169861 
05V0049  D   Chicken VP7 GU733451 
 
AU-1   A   Human NSP1 D45244 
Bang 373       B                  Human NSP1 AAQ18656 
Bristol    C   Human NSP1 AJ132204 
Cowden                 C                           Porcine       NSP1 Q00033 
IDIR        B           Rat     NSP1 Q86517 
J19                                  Human NSP1  YP_392494 
PO-13   A   Pigeon  NSP1  AB009633 
Wa   A   Human NSP1 L18943 
WC3   A   Cattle   NSP1 EF990699 
02V0002G3  A   Chicken NSP1 FJ169857 
05V0049  D   Chicken NSP1 GU733447 
 
AU-1   A   Human NSP2 DQ490534 
Bang 373       B         Human        NSP2  AAQ18659 
Bristol    C   Human NSP2 AJ132205 
Cowden                  C                             Porcine        NSP2  Q86484 
IDIR        B         Rat     NSP2 U03558 
J19                                  Human         NSP2  YP_392496 
PO-13   A   Pigeon  NSP2  AB009625 
Wa   A   Human NSP2 L04534 
WC3   A   Cattle   NSP2 EF990700 
02V0002G3  A   Chicken NSP2 FJ169860 
05V0049  D   Chicken NSP2 GU733450 
 
AU-1   A   Human NSP3 DQ490535 
Bang 373       B          Human  NSP3  AAQ18658 
Bristol    C   Human NSP3 AJ132203 
Cowden          C                               Porcine           NSP3   P27586 
IDIR        B             Rat     NSP3 L09722 
J19                                    Human NSP3  YP_392497 
PO-13   A   Pigeon  NSP3  AB009626 
Wa   A   Human NSP3 X81434 
WC3   A   Cattle   NSP3 EF990701 
02V0002G3  A   Chicken NSP3 FJ169859 
05V0049  D   Chicken NSP3 GU733449 
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AU-1   A   Human NSP4 D89873 
Bang 373       B          Human NSP4  AAQ18648 
Bristol    C   Human NSP4 X83967 
Cowden           C                              Porcine           NSP4   Q9YS17 
IDIR         B             Rat     NSP4 U03557 
J19                                              Human NSP4  YP_392499 
PO-13   A   Pigeon  NSP4  AB009627 
Wa   A   Human NSP4 AF200224 
WC3   A   Cattle   NSP4 AY050273 
02V0002G3  A   Chicken NSP4 FJ169862 
05V0049  D   Chicken NSP4 GU733452 
  
 
AU-1   A   Human NSP5 AB008656 
Bang 373       B          Human NSP5 AAQ18660 
Bristol    C   Human NSP5 M81388 
Cowden                   C                           Porcine        NSP5 P36358 
IDIR        B         Rat      NSP5 P30890 
J19                                  Human        NSP5 YP_392500 
PO-13   A   Pigeon  NSP5 AB009628 
Wa   A   Human  NSP5 AF306494 
WC3   A   Cattle  NSP5 EF990702 
02V0002G3  A   Chicken NSP5 FJ169863 
05V0049  D   Chicken NSP5 GU733453 
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SUPPLEMENTAL DATA 3: : Phylogenetic relationship of group A, B, C and D 
rotaviruses based on the deduced amino acid sequences of the structural proteins 
VP1 (A), VP2 (B), VP3 (C), VP4 (D), VP6 (E) and VP7 (F). The branches are labelled 
with the strain abbreviations and their rotavirus group is indicated. The specific hosts 
of the strains and their GenBank accession numbers are listed in Supplemental Data 
2. The trees are scaled in amino acid substitution units and were constructed using 
MEGALIGN software (CLUSTAL W method, Identity residue weight table, 1000 trials 
and 111 random seeds in bootstrap analysis, boostrap values of >50% are indicated 
at the knots of the branches). 
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SUPPLEMENTAL DATA 4: Phylogenetic relationship of group A, B, C and D 
rotaviruses based on the deduced amino acid sequences of the non-structural 
proteins NSP1 (A), NSP2 (B), NSP3 (C), NSP4 (D) and NSP5 (E). Labelling and 
construction parameters of the trees are as in Supplemental Data 3.
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SUPPLEMENTAL DATA 5: Alignment of the amino acid sequences encoded by the 
group A, C and D rotavirus genome segments. The sequences were retrieved from 
the group A rotavirus (RVA) strain Wa, the group C rotavirus (RVC) strain Bristol and 
the group D rotavirus (RVD) strain 05V0049. The amino acid numbering is indicated 
left. Amino acid positions, which are identical in all groups are indicated in bold face 
above the sequences.  
 
5A: Alignment of the VP1 sequences. The motifs A, B, C, D and F are boxed. Amino 
acid residues, which are involved in recognition of the 3’-terminal genome segment 
sequence UGUGACC in the group A rotavirus are shaded in grey. 
 
5B: Alignment of the VP2 sequences.  
 
5C: Alignment of the VP3 sequences. The KXTAMD and KX[P/N]G motifs are boxed. 
 
5D: Alignment of the VP4 sequences. The region of trypsin cleavage of VP4 into 
VP8* and VP5* in group A rotaviruses is boxed and amino acids potentially serving 
as cleavage sites are shaded grey.   
 
5E: Alignment of the VP6 sequences. The histidine residue at position 153, which is 
involved in zinc binding in group A rotaviruses, is shaded grey. The group-specific 
antigenic regions identified in group A rotaviruses are boxed. 
 
5F: Alignment of the VP7 sequences. Regions A, B and C implicated in neutralization 
of group A rotaviruses are boxed. The glycosylation site NST present in group A and 
C rotaviruses is shaded grey. Conserved cysteine residues are marked with an 
asterisk. 
 
5G: Alignment of the NSP1 sequences. The NSP1 sequence of the avian group A 
rotavirus strain 02V0002G3 is included and identical amino acids in this sequence 
and the group D rotavirus NSP1 sequence are marked with an asterisk. The region 
with limited sequence identity to TFA-1 in the avian rotavirus NSP1 is boxed. 
Conserved amino acid residues of the RING finger domain are shaded grey.  
 
5H: Alignment of the NSP2 sequences. The NTPase domain is boxed and 
functionally important conserved amino acid residues are shaded grey. The proposed 
catalytically active histidine residue is marked with an arrow. 
  
5I: Alignment of the NSP3 sequences. The RNA-binding domain is boxed. The amino 
acid residues proposed to be involved in group-specific recognition of the mRNA 3’-
terminal ends in group A and C rotaviruses are marked with an asterisk. 
   
5K: Alignment of the NSP4 sequences. Potential glycosylation sites in group A and D 
are shaded grey. The NSP4 sequence of the group B rotavirus strain Bang373 is 
included and identical amino acids in this sequence and the group D rotavirus NSP4 
sequence are marked with an asterisk. 
    
5L: Alignment of the NSP5 sequences. Serine residues, which are phosphorylated in 
group A rotavirus NSP5, are shaded grey.
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SUPPLEMENTAL DATA 5A – Alignment VP1 (see page 7 for Legend). 
 

      ........G.Y......YL...Y........................I....K......K..........  

    1 -------MGKYNLILSEYLSFVYNSQSAVQIPIYYSS--NSELEKRCIEFHAKCVDSSKKGLSLKPLFEE RVA-Wa-VP1 

    1 MAQSIVVDGDYDALASRYLKFVYDFENVTYQNNYFAT----DKFKKDIEQYLKSIHDGEK-ITQSKIDEK RVC-Bristol-VP1 

    1 -------MGTYNLLLQKYLRWLYG-KDATVIPIFITNDQNNQEILNSIVDYAKQLAIDDK-YDYKLIEDK RVD-05V0049-VP1 

 

      ................S.......K...VE.KL..Y......L..........YENN.IT.........Y  

   62 YKDVID-----NATLLSILSYSYDKYNAVERKLVNYA-KGKPLEADLTANEIDYENNKITSELFQSAEEY RVA-Wa-VP1 

   66 EKILLDRVPAEERCLISKLVFAYGKHGNVENKLVKYG-VKDALSHAPQKDAKPYENNIITSEIFKEKSEY RVC-Bristol-VP1 

   62 LSKCNF-----DYEIVSFFTYSDQKYDNVEQKLLKYVNKKKVLVADLTRNKLKYENNYITKDLYT-EDDY RVD-05V0049-VP1 

 

      TD..MDP.I.TS..SN..A.MF.............K...R...LF...A.T...YG.P.HN..YRY....  

  126 TDSLMDPAILTSLSSNLNAVMFWLERHSNDVADANKIYKRRLDLFTIVASTINKYGVPRHNEKYRYEYEV RVA-Wa-VP1 

  135 TDIYMDPSINTSCQSNCQAMMFTISEMK---LNNIKNAARLEKLFTIIAATINKYGMPRHNTRYRYEWET RVC-Bristol-VP1 

  126 TDTLMDPSINTSLRSNLNAAMFVIEN-----IEDKKIQSRYRHLFEYVASTVSHYGIPVHNQKYRYDYKE RVD-05V0049-VP1 

 

      M..KPY.L..W.NSSIEM...V..H..Y..A.ELI..S..NR..LAKL.SSPM..L...........T.E  

  196 MKDKPYYLVTWANSSIEMLMSVFSHEDYLIAKELIILSYSNRSTLAKLVSSPMSILVALIDINGTFITNE RVA-Wa-VP1 

  202 MKNKPYHLAAWINSSIEMIACVVDHHTYMIARELIVKSFTNRTSLAKLVSSPMTVLTAMLPIRGTFITTE RVC-Bristol-VP1 

  191 MYNKPYYLVPWANSSIEMIFAVSSHELYLVAEELIINSFSNRSTLAKLTSSPMTTLTSKLDLYSCYMTTE RVD-05V0049-VP1 

 

      .LELE.S.K.................I...R.............W........F.....IYS.SFHVG.R  

  266 ELELEFSDKYVKAIVPDQIFDELQEMIDNMRKAGLVDIPRMIQEWLVDCSLEKFTLMSKIYSWSFHVGFR RVA-Wa-VP1 

  272 NLELEYSNKSINYLISKEMAEDFMQAIKQLRDEGLEYIPDYYEKWFKSPDPLTFPNIALIYSFSFHVGYR RVC-Bristol-VP1 

  261 DLELEYSDKIVKSYITDEAQLELDEQIAELRKEKMTKTADIIDEWQRNPSIDTFPLMAQIYSFSFHVGYR RVD-05V0049-VP1 

 

      KQ...DA..DQ....Y.......MY..Y...I...I...L.......D..L...E...LLSMSSASNG..  

  336 KQKMIDAALDQLKTEYTEDVDGEMYNEYTMLIRDEIVKMLEVPVKHDDHLLRDSELAGLLSMSSASNGES RVA-Wa-VP1 

  342 KQALSDAVYDQITVTYSDNVNMEMYKEYSERIENEIFTILKDKIIHEDKRLEEYELSALLSMSSASNGIL RVC-Bristol-VP1 

  331 KQMMLDAVTDQLSIEYSDTFDKDMYNMYTNNIIKIIDDMLRDHIKKEDKMLLNAEIAGLLSMSSASNGES RVD-05V0049-VP1 

 

      R...FG.....STKKNMHV.DDI....Y.....P.V....PIPLGRRDVPGRRTR.IFILPY.YFIAQH.  

  406 RQLKFGRKTIFSTKKNMHVMDDIAHGRYTPGVIPPVNVDRPIPLGRRDVPGRRTRIIFILPYEYFIAQHA RVA-Wa-VP1 

  412 REINFGGQKVRSTKKNMHVIDDIYHKKYTT-DIPPVDARNPIPLGRRDVPGRRTRAIFILPYQYFIAQHS RVC-Bristol-VP1 

  401 RVIKFGRRTVRSTKKNMHVMDDIFNKQYDL-DVPDVNENNPIPLGRRDVPGRRTRVIFILPYPYFIAQHS RVD-05V0049-VP1 

 

      ..E..L...K...E..EFYSQ..Q.LSYGD..R.L.........DVSQWD.S.HNT...R..I......L  

  476 VVEKMLSYAKHTREYAEFYSQSNQLLSYGDVTRFLSSNSMVLYTDVSQWDSSQHNTQPFRKGIIMGLDML RVA-Wa-VP1 

  481 FAEIMLNYAKREREYSEFYSQANQVLSYGDVTRYLDSNSILCFTDVSQWDASQHNTKVLRRSIIRAMKRL RVC-Bristol-VP1 

  470 VVELYLRESKHIKEFSEFYSQSSQLLSYGDTNRYLNQSTIIVYADVSQWDSSKHNTTPLRNAILKAIEQL RVD-05V0049-VP1 

 

      ...T.........N.Y...Q..L..S.V.I......K..QYGA.ASGEKQTK..NSIAN.ALI.TV....  

  546 SNMTNDPKVVQTLNLYKQTQINLMDSYVQIPDGNVIKKIQYGAVASGEKQTKAANSIANLALIKTVLSRI RVA-Wa-VP1 

  551 KQLTHNINIHKAINIYIQSQENLENSYVLIDK----KAIQYGATASGEKQTKIMNSIANKALIQTVLGKL RVC-Bristol-VP1 

  540 KSYTTNEKVITALNNYALTQMKLKNSFVTIGN----KVLQYGAVASGEKQTKLMNSIANLALITTVINYL RVD-05V0049-VP1 

 

      ........K.IRVDGDDNY....F...................Y..M..KVKAL....G.E.AKRY.AGG  

  616 ANKYSFITKIIRVDGDDNYAVLQFNTDVTKQMVQDVSNDVRYIYSRMNAKVKALVSTVGIEIAKRYIAGG RVA-Wa-VP1 

  617 MTDYTFDVKMIRVDGDDNYAIVRFPIAITEKLLSEFTSKLRSYYSEMNVKVKALASLTGCEIAKRYVAGG RVC-Bristol-VP1 

  606 NVGESYRIKIIRVDGDDNYFIMEFDRKVDKQLVTVVSNAVKDTYGRMDVKVKALTATTGLEMAKRYIAGG RVD-05V0049-VP1 

 

      ..FFRAG.N.L..EKR......D.AA..Y.NY.VN..RG....R.FIL.KI.QMTS..ITG..RLFP...  

  686 KIFFRAGINLLNNEKRGQSTQWDQAAILYSNYIVNKLRGFETDREFILTKIIQMTSVAITGSLRLFPSER RVA-Wa-VP1 

  687 MLFFRAGVNILHHEKRNQDSAYDMAATLYANYIVNALRGLTMSRTFILTKICQMTSIKITGTLRLFPMKS RVC-Bristol-VP1 

  676 RLFFRAGVNILNNEKRTHTTTYDQAAIIYANYLVNKMRGYNMERIFILCKIMQMTSVKITGSIRLFPASL RVD-05V0049-VP1 

 

      .L..NS..KVFD..D....Y.........Q....S....KS..AD.IA.S..F..YV..L...L....N.  

  756 VLTTNSTFKVFDSEDFIIEYGTTNDEVYIQRAFMSLSSQKSGIADEIASSQTFKNYVNKLSDQLLISKNV RVA-Wa-VP1 

  757 ILALNSAFKVFDEVDYVINYPISNLFIQLQRKLSSIK-AKSKIADNIAKSPQFKSYVELLNKSLTTDENP RVC-Bristol-VP1 

  746 MLTTNSPYKVFDDVDFVQTYNSSTIAIHLQKMLISVSQVKSNLADDIAKSEKFTNYVQFLTKKLLVHNNK RVD-05V0049-VP1 

 

      IV..GI..TEKAKLNSY.P...EKR..Q.......LQ.P....S....TIND....I.............  

  826 IVSKGIAVTEKAKLNSYAPVYLEKRRAQISALLTMLQKPVSFKSN-KITINDILRDIKPFFITSEANLPI RVA-Wa-VP1 

  826 IVSDGIRLTEKAKLNSYAPIALEKRRDQFSIMVSFLQNPTTFKSETVVTINDVLYFISGFIKIDSSTVLP RVC-Bristol-VP1 

  816 IVEMGIARTEKAKLNSYPPIANEKRNNQLKTLMTFLQTPTYKMST-DVTINDMMKIINEYTNYTIITDKY RVD-05V0049-VP1 

 

      ......MP.LP..........G.R..........S..SK.I..Y.VY.P...ELY............Y..  

  895 QYR-KFMPTLPNNVQYVIQCIGSRTYQIEDSGSKSSISKLISKYSVYKPSIEELYKVISLREQEIQLYLV RVA-Wa-VP1 

  896 KEENNTMPLLPAIIKRTLSYFGLRTHDYDIKGSSSTVSKIIKQYSVYTPGIEELYEIVNKSVDTIRGYFA RVC-Bristol-VP1 

  885 GIQPNPMPLLPENIQFAMSHVGARVYQIEESAARSAISKLISNYTVYKPSVDELYKVINSNERILFEYVT RVD-05V0049-VP1 

 

      S..VP..D...Y.....Y..D...IL..Y.Y...S.NY..YQL...NS.............K.P...F..  

  964 SLGVPPVDAGTYVGSRIYSQDKYKILESYVYNLLSINYGCYQLFNFNSPDLEKLIRIPFKGKIPAVTFIL RVA-Wa-VP1 

  966 SFNVPKADVDTYISTQMYKHDRFKILQAYIYNLLSVNYGMYQLVDLNSARFFDHVIHTPMAKTPTAVFMI RVC-Bristol-VP1 

  955 SFGVPTRDVTAYLSAKLYKKDRNLILESYIYQIMSVNYNAYQLFNLNSELFDKYINIVTYMKIPSVNFII RVD-05V0049-VP1 

 

      .....L.I.N................K.....LW....N.....SPY.....F..                

 1034 HLYAKLEIINYAIKNGAWISLFCNYPKSEMIKLWKKMWNITALRSPYTSANFFQD                RVA-Wa-VP1 

 1036 DLALRLKIINHCIEKGEIITVSVHANKTDYLKLWRMLWNVKTMNSPYSKNSMFDE                RVC-Bristol-VP1 

 1025 FTYLKLVILNKMLQERKLYKAYCQIPKHLLHILWKMSINLATISSPYTIANFFQE                RVD-05V0049-VP1 

motif F 

motif A 

motif B 

motif C motif D 
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SUPPLEMENTAL DATA 5B – Alignment VP2 (see page 7 for Legend). 
 

     ...........R...........E.................................K............  

   1 ------MAYRKRGAKRENLPQQNER---------LQEKEIEKDVDV-------TMENKNNNRKQQ----- RVA-WA-VP2 

   1 ------MISRNRRRNNQQKNIEKEK---------QLETIINKEVK----------ENKDSMKEDK----- RVC-Bristol-VP2 

   1 MRKNKLIQDKEREKSKSKDETRTERGKTDRNTTNSLKNGVETDCNDGNCVDNVNVDSKNDKKEERTKKDY RVD-05V0049-VP2 

 

     ......S.......................K.........L.T.....K....EI..K.IP.......I.  

  44 LSDKVLSQKEEIITDAQDDIKIAGEIKKSSKEESKQLLEILKTKEDHQKEIQYEILQKTIPTFESKESIL RVA-WA-VP2 

  41 LVVTEES-NGDVTTAKEQSNNINLQKNDLVKEVMNIQNQTLNTVVTENKVEIEEIVKKYIPSYNTDSLIV RVC-Bristol-VP2 

  71 IKSEKKSDGASDTKEKENGSKDKVVSNEENKKNEKELAEILKTKEEVTKDLDKEIFYKYIPTFDVNIDIV RVD-05V0049-VP2 

 

     KK...I.....K....LFR.F.......Y.......L..RW.WKL.KD.LP...Y.VR..F..LY...L.  

 114 KKLEDIRPEQAKKQMKLFRIFEPKQLPIYRANGEKELRNRWYWKLKKDTLPDGDYDVREYFLNLYDQILI RVA-WA-VP2 

 110 KKLTEIQESSAKTYNTLFRLFTPVKSYLYDINGEKKLSTRWYWKLLKDDLPAGDYSVRQFFLSLYLNVLE RVC-Bristol-VP2 

 141 KKMLDIPSVSPKDEKTLFRLFDLKNLPLYDTSAVRTLETRWVWKLKKDDLPDDSYSVREYFQGLYEHILS RVD-05V0049-VP2 

 

     ..PDY..L..MAV.N..S...GK.VD.....I......D.......R..............N...YP.I.  

 184 EMPDYLLLKDMAVENKNSRDAGKVVDSETANICDAIFQDEETEGVVRRFIADMRQQVQADRNIVNYPSIL RVA-WA-VP2 

 180 EMPDYIMLRDMAVDNPYSAEAGKIVDGKSKEILIELYQDQMTEGYIRRYMSELRHKISGETNTAKYPAIL RVC-Bristol-VP2 

 211 IIPDYIMLRNMAVDNTRSRYNGKIVDKESLDIVNKLFVDDQIDNQIRLYISDMNHTTIARTNTIIYPAIM RVD-05V0049-VP2 

 

     .P.D...N.YFL..QL...L....I...IP.....D.NY............R.....L.QDR...H....  

 254 HPIDHAFNEYFLNHQLVEPLNNEIIFNYIPERIRNDVNYILNMDMNLPSTARYIRPNLLQDRLNLHDNFE RVA-WA-VP2 

 250 HPVDNELNQYFLEHQLIQPLTTRNIAELIPTQLYHDPNYVFNIDAAFLTNSRFVPPYLTQDRIGLHDGFE RVC-Bristol-VP2 

 281 NPIDHEFNEYFLNAQLIEELNTGVIMNMIPRQLRADSNYNFALENSFNHTARYLPQLLMQDRIAIHE-IS RVD-05V0049-VP2 

 

     S.WD..T...Y..AR...PDL....L.....QI..M...L.LEA.T.Q.E...L.GI....AN..FK..I  

 324 SLWDTITTSNYILARSVVPDLKEKELVSTEAQIQKMSQDLQLEALTIQSETQFLAGINSQAANDCFKTLI RVA-WA-VP2 

 320 SIWDSKTHADYVSARRFIPDLT--ELVDAEKQIKEMAAHLQLEAITVQVESQFLAGISAAAANEAFKFII RVC-Bristol-VP2 

 350 SLWDSMTTANYVLARSVIPDLK--DLLPADVQITEMAANLNLEALTTQVETAYLSGITTESANECFKIII RVD-05V0049-VP2 

 

     ...LS.RT........NY.SL.S.M.L....P....LRES.....LAI.N...YPA.G.....Y......  

 394 AAMLSQRTMSLDFVTTNYMSLISGMWLLTVIPNDMFLRESLVACELAIINTIVYPAFGMQRMHYRNGDPQ RVA-WA-VP2 

 388 GSVLSTRTIAVEFITSNYMSLASCMYLMTIMPSEIFLRESLVAMQLAIINTLIYPALGLAQMHYQAGEVR RVC-Bristol-VP2 

 418 ASLLSTRTISMSYSGNNYVSLFSGMYLLSIIPFNSMLRESVISLQLAIVNSILYPAFGLPQLTYTYLDQD RVD-05V0049-VP2 

 

     TPF..A.....N.....WL...N...F......G.........I..G...N........L..Q.F.T...  

 464 TPFQIAEQQIQNFQVANWLHFINNNRFRQVVIDGVLNQTLNDNIRNGQVINQLMEALMQLSRQQFPTMPV RVA-WA-VP2 

 458 TPFELAEMQVANRSIRQWLHHCNTLQFGRQITEGIIHLRFTNDIMTGRIVNLFSTMLVALSSQPFATYPL RVC-Bristol-VP2 

 488 TPFMIAQQTISNRRVREWLQHVNNFDFPRVNRDGVFVYTVPDRIRYGNIVNLFSETVTELANQQFRTYTL RVD-05V0049-VP2 

 

     .Y.R...R...L...R..Q..DLTRL..YNY..L.....M......TLT.E....T..TSL..LI.N..V  

 534 DYKRSIQRGILLLSNRLGQLVDLTRLVSYNYETLMACVTMNMQHVQTLTTEKLQLTSVTSLCMLIGNTTV RVA-WA-VP2 

 528 DYKRSVQRALQLLSNRTAQIADLTRLIVYNYTTLSACIVMNMHLVGTLTVERIQATSLTSLMMLISNKTV RVC-Bristol-VP2 

 558 EYQRAIKRAIQLFVRRVPQILDLTRLMFYNYEVLLRMIVMSQQRMITLTTEKLDLTRVTSLLFLISNTVV RVD-05V0049-VP2 

 

     .P.P..L..Y...N.NF..NYNE.I...VA...A..RLNLY..K....V..F...L.IF.....P.DQMY  

 604 IPSPQTLFHYYNINVNFHSNYNERINDAVAIITAANRLNLYQKKMKSIVEDFLKRLQIFDVPRVPDDQMY RVA-WA-VP2 

 598 IPEPSSLFSYFSSNINFLTNYNEQIDNVVAEIMAAYRLNLYQQKMLMLVTRFVSKLYIFDAPKIPPDQMY RVC-Bristol-VP2 

 628 FPDPQSLMRYYSANRNFLNNYNERIDDTVARLYASNRLNLYRKKVLSIVTDFVRNLYIFEATKVPADQMY RVD-05V0049-VP2 

 

     .LR.RLR..P.E.RR...F.....N...I...S..I..GV........L...E..G..N...........  

 674 RLRDRLRLLPVERRRLDIFNLILMNMEQIERASDKIAQGVIIAYRDMQLERDEMYGYVNIARNLDGYQQI RVA-WA-VP2 

 668 RLRNRLRNIPVERRRADVFRIIMNNRDLIEKTSERICQGVLLSYTPMPLTYVEDVGLTNVINDTNSFQII RVC-Bristol-VP2 

 698 NLRDRLRRLPLENRRQRVFDIMMNNQDQIIHASDKIAHGVVLFRNERELINDEYEGLTNVVRNIDG-NAL RVD-05V0049-VP2 

 

     ..EE....GDY......LL......L.G..P..T.........K.D...FA...K.R....LKP....IN  

 744 NLEELMRTGDYGQITNMLLNNQPVALVGALPFVTDSSVISLIAKLDATVFAQIVKLRKVDTLKPILYKIN RVA-WA-VP2 

 738 NIEEIEKTGDYSAITNALLRDTPIILKGAIPYVTNSSVIDVLSKVDTTVFASIVKDRDISKLKPIKFIIN RVC-Bristol-VP2 

 767 SIEEIRNRGDYQPLIDSLLQTNSVALKGVIPFNTTHNPFELIAKVDVSIFAPVLKDRDINKLKPVKYAIN RVD-05V0049-VP2 

 

     SDS...Y.V.N..W.PT..T.VYK.....FD...S...L.S.L.F.V..D........TV.PI.AV..D.  

 814 SDSNDFYLVANYDWIPTSTTKVYKQVPQPFDFRASMHMLTSNLTFTVYSDLLSFVSADTVEPINAVAFDN RVA-WA-VP2 

 808 SDSSEYYLVHNNKWTPTTTTAVYKARSQQFDIQHSVSMLESNLFFVVYNDLFKYIKTTTVLPINAVSYDG RVC-Bristol-VP2 

 837 SDSQSFYIVANNNWKPTSSTAVYKLQPRQFDFTQSLFQLTSRLFFQVFKDPLTFLTIRTVDPIIAVASDN RVD-05V0049-VP2 

 

     .RI....                                                                

 884 MRIMNEL                                                                RVA-WA-VP2 

 878 ARIMQET                                                                RVC-Bristol-VP2 

 907 RRIILSV                                                                RVD-05V0049-VP2 
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SUPPLEMENTAL DATA 5C – Alignment VP3 (see page 7 for Legend). 

 
     M...................Y.........ENAFL..N......IL...........K........GI..  

   1 MKVLALR-HSVAQVYADTQTYLHDDSKDEYENAFLISN-LTTHNILYLN-----YSLKTLKILNKSGIAA RVA-WA-VP3 

   1 MRVLGLFERGNNLNFADTYVYTWNQQYSYHENAFLISNQVATTIILYLDGININEVNKAFELLNSNGIPA RVC-Bristol-VP3 

   1 MRLVVCSDEQSKTPLVNATLYRYRSNVHPAENAFLACN-QIAEIILVIN---CSNFDKFSENVRSNGICC RVD-05V0049-VP3 

 

     ...................D.....V.........N..................................  

  64 VEVQSPDELFALIRCNFTYDYEDNIVYLHDYSYYTNNEIRTDQHWITKTDIIDYLLPGWKLTYVGYNGKN RVA-WA-VP3 

  71 LIIK-PDHIGIFTSSNFTYDWQYKIVYFHEYTYYKNNEFIVSDEFWLYTNINELLP--YKILYYERGMRE RVC-Bristol-VP3 

  67 VDTR-------GN------DDLFKSVVSGNCLFNENEVITIDYGYYRYKTLRTMFTYIFSFPKTEFKWES RVD-05V0049-VP3 

 

     ................DDDI...Y.Y......................F.......R............R  

 134 TRGHYNFSFICQNAATDDDIIIEYIYSN--------------ELDFQNFLLRKIKERMTTSLPIARLSNR RVA-WA-VP3 

 138 LYAGR--EYTLYNTATDDDILYKYIYEKDSIMNGTDYKKLYDTNSVKNFVHFMRLLRMRFAVPFDQLSNR RVC-Bristol-VP3 

 124 VPPSE--------LCNDDDILTNYLYRSD------------KSVKFEEFIQQKILERLSFALRHEKYESR RVD-05V0049-VP3 

 

     ..R..............I..G.RNES....L.................................F..GQ.  

 190 VFRDKLFPSIVNIHKKVINVGPRNESMFTFLNFPTIKQFSNGAYIVKHTIKLKQEKWLGKRVSQFDIGQY RVA-WA-VP3 

 206 ITRSRVFS------KSRIHIGLRNESIPQALDNIHSQWINYSANGIVISELKGLGSYSEKKISEFGIGQF RVC-Bristol-VP3 

 174 LLRTKVYN--LYKNEKPIVIGPRNESMFELLS-LNFTYYSANEFTVKDLSSLQSSRFREITLNEFDVGQY RVD-05V0049-VP3 

 

     KN..N......Y..N...........G..P..W................D....................  

 260 KNMLNVVTTIYYYYNLYYSKPIIYMLGSAPSYWIYDIKQYSD-FTFETWDPLDT------PYSTTHHKEL RVA-WA-VP3 

 270 KNYMNFLTLMFYIKNMKK-KPSCTIIGAAPGYWISSMKKY---FTIVTYDNKE-------VDSTEHHNRY RVC-Bristol-VP3 

 241 KNMLNFLSLYYYHVNHYGLPNRIVIIGSYPSKWLILLRNSGLNCEIILYDVKLDDSQKDIREFVFRNKFY RVD-05V0049-VP3 

 

     ..D........N...Y.D.R...........RK..E..T.....................K.TAM.....  

 323 FFDKDVNKLKDNSVLYIDIRTDRGNMDWKEWRKIVEQQTVSNLNIAYKYLSTGKAKVCCVKLTAMDLELP RVA-WA-VP3 

 329 FTDDDIVNVKTN-GVYIDVRSEFKTNDWRQRRKLIEEETIKWLEISYKLLENKRVEAILLKMTAMDGEIP RVC-Bristol-VP3 

 311 TFDDSYTDIIDNSIVYLDARIEYSRDSEIDRRKKIELDTKIYFEWCDRLVRHFNKVTIMCKYTAMNGNLY RVD-05V0049-VP3 

 

     ..........T...SE.Y...........K....K...Y..I......NVFI............T....A  

 393 ITAKLLHHPTTEVRSEFYAILDVWDIITIKRFIPKGVFYAFINNVTTENVFIQPPFKLKTS--PTDYIVA RVA-WA-VP3 

 398 -DGYCVHSPTTYRKSEYYLLIDKHIIKRQKIKVTKSLMYNAINTIYSDNVFISGKYSLRG---KTEGVLA RVC-Bristol-VP3 

 381 KNIKLVNHIRTSIRSEVYLLFNIDDVSSEKVYIDKGKIYSFIQNHITDNVFIGKTFKVTKINKSTRPVVA RVD-05V0049-VP3 

 

     LY.LSN..N.........N.......T.R..N..............D...L..........I.TS..G..  

 461 LYALSNDLNSRQDVINLINKQKQSLITVRINNTFKDEPKVNFKNIYDWTFLPTDFELKD-SIITSYDGCL RVA-WA-VP3 

 464 LYCLSNTINQKEKVIQYANSFSGTCMTVRLNNTYEVDKIIDFKTNSDHTFLPSDFTCSLNTILTSYRGYA RVC-Bristol-VP3 

 451 LYSLSNTLNDRKLCLSYINTTRRGILTYRARNNFTNEDLISYDKFKDYSCLRTELKSSDNSIVTSLSGAL RVD-05V0049-VP3 

 

     G.FG.......K..GN.H...I.........D....H...SR.S...RF.E.AT..SGY.FRD.......  

 530 GIFGLSISLSSKPTGNNHLFIINGTDKYDKLDQYANHMGVSRRSHQIRFSESATSYSGYIFRDLSNN--N RVA-WA-VP3 

 534 GIFGYAITKDLKSNGNNHIYIIPNARDENNFDTFGSHLGLSRYSHSKRFSESATTMSGYIFRDMVSG--K RVC-Bristol-VP3 

 521 GVFGCQTTFNDKADGNVHFHVIKGIERTN-IDKYALHLQISRRSQFLRFTETATSLSGYLFRDLASEGFS RVD-05V0049-VP3 

 

     .....T...N..SGHV.NA....R.....D...W...H............Y..H...E...A...A....  

 598 FNLIGTNVENSVSGHVYNALIYYRYNYAFDLKRWIYLHSIG-KVAVEGGRYYEHAPIELIYACRSAKEFA RVA-WA-VP3 

 602 ENMQDTDKDNYASGHVFNAIAHYRFDYTYDIVGWLRLHKTG-QFKVKSDIYKEHTDSEIRNAIESAYVYY RVC-Bristol-VP3 

 590 NDLSETDSNNAASGHVYNALIYFRYNWRFDLIYWMEKHINSNQIQSVGTNYYKHSIREIVNAINAAKKYA RVD-05V0049-VP3 

 

     .L..D.....Y...........................................................  

 667 ILQDDLTVLRYANEIEGYINKVYSITYADDPNYFIGIKFNSIPYEYDVKIPHLTLGVLFISDNMIHDVIT RVA-WA-VP3 

 671 LLDGDKVGEKYS------------------------------------------------------KKMM RVC-Bristol-VP3 

 660 ELQNDETLINYIN------------------------------------------------------TLI RVD-05V0049-VP3 

 

     ......................................................................  

 737 VLKKMKTELFKMEISTSYTYMLSDNTYVANASGVLSTYFKLYNMFYRNHITFGQSRMFIPHITLSFSNKQ RVA-WA-VP3 

 687 EIWEVQV                                                                RVC-Bristol-VP3 

 676 QLYPTNLLRR                                                             RVD-05V0049-VP3 

 

     .............................                                          

 807 TVRIESTKLRINSIYLRKIKGETVFDMSE                                          RVA-WA-VP3 

 694                                                                        RVC-Bristol-VP3 

 686                                                                        RVD-05V0049-VP3 

 

KX[D/N]G 

KXTAMD
N]G 
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SUPPLEMENTAL DATA 5D – Alignment VP4 (see page 7 for Legend). 

 
 

     MAS.....L......................................P..W..G....S...........  

   1 MASLIYRQLLTNSYSVDLHDEIEQIGSEKTQN-VTINPSPFAQTRYAPVNWGHGEINDSTTVEPMLDGPY RVA-Wa-VP4 

   1 MASSLYAQLISQNYYSLGNEILSDQQTNKVVS-DYVDAGNYTYAQLPPTTWGSGSILKSAFSTPEITGPH RVC-Bristol-VP4 

   1 MASSLWTSLNASLQDLDIYNRLDKKENHETKNQNIVNTTMLGTASLGPVKWSSGPTFNSSLTEGMLGPNS RVD-05V0049-VP4 

 

     ...........................N........................................G.  

  70 QPTTFTPPNDYWILINSNTNGVVYESTNNSD-----------FWTA-VVAIEPHVNPVDRQYT---IFGE RVA-Wa-VP4 

  70 TNTVIEWSN----LINTNTWLLYQKPLNSVR-----------LLKHGPDTYNSNLAAFELWYG---KSGT RVC-Bristol-VP4 

  71 QQSMNTSQLVQLFSSYGSPFYVYFDYSNTSTNNLAHQLVRFQTLKNDQSTREEGIFLCESQCNGITFAGH RVD-05V0049-VP4 

 

     ............................N.........................................  

 125 SKQFNVSNDSNKWKFLEMFRSSSQNEFYNRRTLTSDTRFVGILKYGGRVWTFHGETPRATTDSSSTANLN RVA-Wa-VP4 

 122 TITSVYYNTINNQNKTHDANSDCLILFWNEGSTQLEKQVVTFNWNVGGILIKPINSSRMRICMSGMENFN RVC-Bristol-VP4 

 141 TLNLTTGTVKIVKVWENDTATALGSMYYNYPAGYVLSASLKLEHTANNTITVKLYNPTARLYGDENVHQA RVD-05V0049-VP4 

 

     ........................................Y......P......................  

 195 NISITIHSEFYIIPRSQ-----------------ESKCNEYINNGLPPIQNTRNVVPLPLSSRSIQYKRA RVA-Wa-VP4 

 192 NDSFNWENWNHEFPRSNPG---ININMYTEYFLASSDPYTYLKNLQQPTAKTVDMKMMKKMNDNSKLGDG RVC-Bristol-VP4 

 211 GQQIFAITSAYYVSKVDPGDLITTPASAPQLYAFEVEENLYNIVRQQPNCRSRKLNGLANINMQMTTYDA RVD-05V0049-VP4 

 

     ........SK.SLW.E..Y..DI.........I....G.GY.......K.....Y.Y.R..E.V.A..T.  

 248 QVNEDIIVSKTSLWKEMQYNRDIIIRFKFGNSIVKMGGLGYKWSEISYKAANYQYNYLRDGEQVTAHTTC RVA-Wa-VP4 

 259 PINVSNIISKDSLWQEVQYVRDITLQCKILSEIVKGGGWGYDYTSVTFKTVNHTYSYTRAGENVNAHVTI RVC-Bristol-VP4 

 281 DVSVEEVISKESLWKEVRYANDIELKLVLKSVITRASGLGYKFASAVFKPHSYDYNYMRGTERVNAYVTS RVD-05V0049-VP4 

 

     S.N........G..LPTDF.I...........VY.DY.DDS..F.NMVYVR...A..............Y  

 318 SVNGVNNFSYNGGFLPTDFGISRYEVIKENSYVYVDYWDDSKAFRNMVYVRSLAANLNSVKCTGG---SY RVA-Wa-VP4 

 329 SFNNVKERAYGG-SLPTDFKIGRFDILDTDSYVYIDYWDDSEIFKNMVYVRDVRADIGGFQYSYSSEMSY RVC-Bristol-VP4 

 351 SVNNIFVTSENG-PLPTDFGIDELQYIGVDTLVYLDYYDDSNAFKNMVYVRSLDAQFNDILLRKPHNTGY RVD-05V0049-VP4 

 

     ...I.....P..............L......LS.Q.TD....NSLRF.F.....................  

 385 NFSIPVGAWP------VMNGGAVSLHFAGVTLSTQFTDFVSLNSLRFRFSLTVDEPPFSILRTRTVNLYG RVA-Wa-VP4 

 398 YFQIPVGSYP------GLHSSRLQLVYDRCLLSQQFTDYAALNSLRFVFRVVSTSGWFITTGDINTRRVA RVC-Bristol-VP4 

 420 DTEITLPCCPSGKHLYSNSPRNLTLSYQGVMLSTQYTDTYAVNSLRFIFKCTAADR-AVFDRMVYNGIEA RVD-05V0049-VP4 

 

     ................G..S.I.L.P.N..YQTPI..S.TVR.DL......LR..FN.L....A......  

 449 LPAANPNNGNEYYEISGRFSLIYLVPTNDDYQTPIMNSVTVRQDLERQLTDLREEFNSLSQEIAMAQLID RVA-Wa-VP4 

 462 SGTGFAYSDGHVANTVGTISFISLIPSNPNYQTPIASSSTVRMDLERKINDLRDDFNALASSVALSDILS RVC-Bristol-VP4 

 489 SAITTLYMNSSGPTTTGRFSFISLIPSNDAYQTPIQSSVTVRQDLDKDIAKLREEFNALSQEIAVNQLIE RVD-05V0049-VP4 

 

     .A..PL......................V.K.F..................A..................  

 519 LALLPLDMFSMFSGIKSTIDLTKSMATSVMKKFRKSKLATSISEMTNSLSDAASSASRNVSIRSNLSAIS RVA-Wa-VP4 

 532 LAMSPLTFSNLLESVPAITSSVKDVAASVMKKFRS----------TKMFKKAAKQNYREFVIGDLLEDVT RVC-Bristol-VP4 

 559 TAMLPLDVMSTSGAVASGASTISTSIKNVSKQFSK--------------SKASITLTSFKNLSDIVDSVP RVD-05V0049-VP4 

 

     .............N...............................DI..A....................  

 589 NWTNVSNDVSNVTNSLNDISTQTSTISKKFRLKEMITQTEGMSFDDISAAVLKTKIDMSTQIGKNTLPDI RVA-Wa-VP4 

 592 ------N-VARNNNSLN--------------------------YSDITSAMMVSTTNRLQITDVDTFSEI RVC-Bristol-VP4 

 615 -----TDQLAKNLNHVS-------------------KRSIGTQFEDITAAVVKKTMDKG--IGTDDMAEL RVD-05V0049-VP4 

 

     ........I..R.YR........V.E.........Y.........FD..KF..L...SPVISAI.DF.T.  

 659 VTEASEKFIPKRSYRILK--DDEVMEINTEGKFFAYKINTFDEVPFDVNKFAELVTDSPVISAIIDFKTL RVA-Wa-VP4 

 629 VSRSADNFISNRSYRMIE--NNTVHEITPT-RRFSYDIKTLQQRNFDIDKFSKLASQSPVISAIVDFATI RVC-Bristol-VP4 

 659 ITDIADSAIPVRAYRVIDKSENAVYEVSSIGKAIKYDT-ELTQLPFDEIKFKKLISESPVISAIIDFQTL RVD-05V0049-VP4 

 

     K......G.I..........S.........N..NP.I..RI..LI.QC..                     

 727 KNLNDNYG-ITRTEALNLIKSNPNMLRNFINQNNPIIRNRIEQLILQCKL                     RVA-Wa-VP4 

 696 KAIRDTYG-ISDDIIYKLVASDAPTILSFINQNNPLIRNRITNLINQCKL                     RVC-Bristol-VP4 

 728 KLYNQTFGKIDANVLDNFLASNPEILLKMVNEKNPIITDRIKTLIEQCRI                     RVD-05V0049-VP4 

 

 
 

VP8*/VP5* 



 12 

SUPPLEMENTAL DATA 5E – Alignment VP6 (see page 7 for Legend). 

 
     M..L.S...T......K...GT.Y.NV.D..QQ.N......NG..F.TGG....P...W.F....LGTTL  

   1 MEVLYSLSKTLKDARDKIVEGTLYSNVSDLIQQFNQMIVTMNGNDFQTGGIGNLPVRNWTFDFGLLGTTL RVA-Wa-VP6 

   1 MDVLFSIAKTVSDLKKKVVVGTIYTNVEDVVQQTNELIRTLNGNIFHTGGIGTQPQKEWNFQLPQLGTTL RVC-Bristol-VP6 

   1 MEALSSIALTVREAREKIINGTIYSNVSDVIQQFNQMVRVLNGSTFTTGGLATMPLREWTFDLPQLGTTL RVD-05V0049-VP6 

 

     LN.D.NYV............F...VC..E......RNG..PQS.AL..L...K....N....S..I..W.  

  71 LNLDANYVENARTIIEYFIDFIDNVCMDEMARESQRNGVAPQSEALRKLAGIKFKRINFDNSSEYIENWN RVA-Wa-VP6 

  71 LNLDDNYVQSTRGIIDFLSSFIEAVCDDEIVREASRNGMQPQSPALILLSSSKFKTINFNNSSQSIKNWN RVC-Bristol-VP6 

  71 LNIDANYVESMTPTLDMLTEFVIAVCETELLVDNNRNGAYPQSEALRLLSNNKYVFLNMDLGSKYISEWH RVD-05V0049-VP6 

 

     ..............P..F.Y.......R.........G............A.FD.......P.N...F..  

 141 LQNRRQRTGFVFHKPNIFPYSASFTLNRSQPMHDNLMGTMWLNAGSEIQVAGFDYSCAINAPANIQQFEH RVA-Wa-VP6 

 141 AQSRRENPVYEYKNPMLFEYKNSYILQRANPQFGSVMGLRYYTTSNTCQIAAFDSTLAENAPNNTQRFVY RVC-Bristol-VP6 

 141 YRLSARDPMFSNHVPYIFPYDMAIAYDRVTAAYDNVSGTRFASLNNAIHFAAFDQDFVRGQPANARQFEY RVD-05V0049-VP6 

 

     ...L..................S.P...........W..NP............EF...GQ.I.......G  

 211 IVQLRRALTTATITLLPDAERFSFPRVINSADGATTWFFNPVILR--PNNVEVEFLLNGQIINTYQARFG RVA-Wa-VP6 

 211 NGRLKRPISNVLMKIEAGAPNISNPTILPDPNNQTTWLFNPVQLM--NGTFTIEFYNNGQLIDMVRN-MG RVC-Bristol-VP6 

 211 LYNLRTPVSNATIVIHPISDILSVPSMIRNQAATHYWPYNPYNIPTFRDDIRVEFQLAGQVIYVAAN-LG RVD-05V0049-VP6 

 

     ......FD.........R...........FP...P.....A..........A..E...............  

 279 TIIARNFDAIRLLFQLMRPPNMTPAVNALFPQAQP-FQHHATVGLTLRIESAVCESVLADANETLLANVT RVA-Wa-VP6 

 278 IVTVRTFDSYRITIDMIRPAAMTQYVQRIFPQGGP-YHFQATYMLTLSILDATTESVLCDSHSVEYSIVA RVC-Bristol-VP6 

 280 MHTIPQFDAVNIILTMRRLP-LLADLQNIFPAGNPSATHQAVISTKIEVLNATTETTVPSINEHLYALIV RVD-05V0049-VP6 

 

     ..R.......G.VF.PG..W......Y......N..R....AS.......                    

 348 AVRQEYAIPVGPVFPPGMNWTELITNYSPSREDNLQRVFTVASIRSMLIK                     RVA-Wa-VP6 

 347 NVRRDSAMPAGTVFQPGFPWEHTLSNYTVAQEDNLERLLLIASVKRMVM                      RVC-Bristol-VP6 

 349 GTRGRYQMQAGPVFPPGMRWDDILNRYTPARQSNMHRLMTTASILDLVSM                     RVD-05V0049-VP6 

 

 

32-64 

132-142 

155-167 

208-274 

380-397 
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SUPPLEENTAL DATA 5F – Alignment VP7 (see page 7 for Legend). 
 

 

     .................................................................V....  

   1 MYGIEYTTILIFLISIILLNYILKSVTRIMDYIIYRFLLITVALFALTRAQNYGLNLPITGSMDAVYTNS RVA-Wa-VP7 

   1 ---MVCTTLYTVCAILFILFIYILLFRKMFHLITDTLIVILILSNCVEWSQG-QMFTDDIYYNGNVETII RVC-Bristol-VP7 

   1 -MTRCSLHMHNYLVNSLICLILVLLIKRVVNWLFYMLKSLTMDLVIIALALS--LVAPTTYANDCVDDS- RVD-05V0049-VP7 

 

 

     ...........C...P...............................KG.P.GS.....Y..........  

  71 TQEEVFLTSTLCLYYPTEAST---------QINDGDWKDSLSQMFLTKGWPTGSVYFKEYSNIVDFSVDP RVA-Wa-VP7 

  67 NSTDPFNVESLCIYFPNAVVGSQGPGKSDGHLNDGNYAQTIATLFETKGFPKGSIILKTYTQTSDFINSV RVC-Bristol-VP7 

  67 -LAD-YKYNTICMFHP--------------DITESDWQNILNQLLLSKGIPLGSMIYVKYTSIEEIITGD RVD-05V0049-VP7 

                * 

 

     ...C.YN.V...........................C..M....Y.Y.Q......W...G..C...VCPL  

 132 QLYCDYNLVLMK---YDQSLKLDMSELADLILNEWLCNPMDVTLYYYQQSGESNKWISMGSSCTVKVCPL RVA-Wa-VP7 

 137 EMTCSYNIVIIP---DSPNDSESIEQIAEWILNVWRCDDMNLEIYTYEQIGINNLWAAFGSDCDISVCPL RVC-Bristol-VP7 

 121 KFYCDYNIVLVDASSYTNDQYSNLDQVVDMLMYNYDCINMDVNLYYYSQQ-KDELWLASG-SCEVKVCPL RVD-05V0049-VP7 

        *                                *                         *    * 

 

     .....GIGC......................V.......I...T..C....C.K...R.N.A.I......  

 199 NTQTLGIGCQTTNVDSFEMIAEN-EKLAIVDVVDGINHKINLTTTTCTIRNCKKLGPRENVAVIQVGGSN RVA-Wa-VP7 

 204 DTTSNGIGCSPASTETYEVVSND-TQLALINVVDNVRHRIQMNTAQCKLKNCIKGEARLNTALIRISTSS RVC-Bristol-VP7 

 189 NQQTLGIGCNIADSSTYATLTTANDKFEIIDVINDINYKINITTTSCSIKRCYKQSERTNVAVIQIGGYN RVD-05V0049-VP7 

             *                                     *    * 

 

     ..D....P.......R....N.KKWW..FY.I.D..N.I...M.................           

 268 VLDITADPTTNPQTERMMRVNWKKWWQVFYTIVDYINQIVQVMSKRSRSLNSAAFYYRV            RVA-Wa-VP7 

 273 SFDNSLSPLNNGQTTRSFKINAKKWWTIFYTIIDYINTIVQAMTPRHRAIYPEGWMLRYA           RVC-Bristol-VP7 

 259 VYDISESPVTYRSNNRLMRVNWKKWWAIFYQIVDFVNDILTTMVRQSHNNGIYRVVRQ             RVD-05V0049-VP7 

 

region A 

region B 

region C 
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SUPPLEMENTAL DATA 5G – Alignment NSP1 (see page 7 for Legend). 
 

 

     MA.......Y...................................WR.............G.C..C....  

   1 MAT-FKDACYYYKRINKLN---------------HAVLKLGVNDTWR-----PSPPTKYKGWCLDCCQHT RVA-WA-NSP1 

   1 MANSFREMLYWYRKIIDR---------------KLP---CVNVNIWR-----REIAYKANGICLNCLNEC RVC-Bristol-NSP1 

   1 MATRQLRFEYSVLKFTLANQYSIIKSSDYVSQMRWLEDKKPNVTLWRTLNPTQMNKSEPCGNCLTCGCFH RVD-05V0049-NSP1 

   1 MASNQLRFEYSVAKFTRSCFTPTLKSTEYVNSMQWLSKERLNRHLWRTFN-RYMIDDLPKGNCWTCGIFH RVA-02V0002G3-NSP1 

     **  ******** ***      * **  **  * **     *  **** *        * *** *** **  

 

     ....C..C...H.C..C.................R..........................Y...F....  

  50 DLTYCRGCTMYHVCQWCSQYGRCFLDDEP--HLLRMRT-------FKNEITKDDLKNLIDMYSTLFPMNQ RVA-WA-NSP1 

  48 KVCPCDYCGIRHKCENCLNS-DCFMNTNNEFNSHRWIT-------FDEEPSQMVLFEYWIMYKDYFLSKF RVC-Bristol-NSP1 

  71 NVYSCDFCSVNHICKSCKQN-YSDLCPFS-LKQSRFMMDMIDCGPIWELTEDILYEKLQPLYLKYFHVLS RVD-05V0049-NSP1 

  70 NVYSCDFCNVNHICRSCKEN-RIDLCPFVSHTTCRFAHDLIRIENCEKLTDDVLLHNLIPLYEKYFKILS RVA-02V0002G3-NSP1 

     ******** ***** *** *   *****      **  *         ** * *   * *** ***  ** 

 

     ..............................................................FG......  

 111 KIVCKFINNTKQHKCRNECMTQWYNHLLMPIT-----LQSLSIELDG----------DVYYVFGYYDNMN RVA-WA-NSP1 

 110 NYNYKAQLKILNMNKNRRFHINESKKKALSVP---ITSQYLKFKFNN----------KIYIMFGTFLTS- RVC-Bristol-NSP1 

 139 NPNYEKIAMEDRHRRCIGARIHYGSTIHADINDCFLPSSVIAFRAMKNS------QLHTFLIFGHYEPAL RVD-05V0049-NSP1 

 139 KISRSAVWKELSEKKRRGQRMHTTSSVAVDFNDCFLPTNIIAFKSVDKCNVIGYEKIYMNLLFGHYEPQR RVA-02V0002G3-NSP1 

              *       * * *  *    * ******   ***                 * ******   

 

     ......................................................................  

 166 -SVNQTPFSFTNLIDMYDKLLLDDVNFVRMSFLPTS-----LQQEYAIRYFSKSRFISEQRKCVNDSHFS RVA-WA-NSP1 

 166 ---KIQPWIQLKSLKVGYIQSLNVDRCAKLIATKG------MFATNSFKSSCITEINARRPISECD---- RVC-Bristol-NSP1 

 203 NRENMLSYTHLNLRRYRKVSDFIDIYNIRLAMTRGNSTRPMITLDISANAESIPVISQQTCINSYTHTYD RVD-05V0049-NSP1 

 209 NREQMISYTNINLKQFRKTFDLITNMNLQLALSRGKALNSMVNMDVSSNVVEIPYVNDQSYICQLD---- RVA-02V0002G3-NSP1 

     *** * ***  **   **  * *   *  **  **     *   * * *   **    *  *          

 

     ..................................K...................................  

 230 INVLENLHNPSFKVQITRNCSELLLGWNEACKLVKNVSAYFDMLKTSRIEFYSVSTRCRIFTQHKLKMAS RVA-WA-NSP1 

 223 ------YLIEACLCNENNEWKFSAVMGRDKIPVTKSLAMKYFCKNINTELFYYGHSKCHVVSECP---RW RVC-Bristol-NSP1 

 273 SDLKSISLALIVNNNGNLTLRRPILDCLNSYNVMKEMFIARLVKYLNLELPHMLQKHYKTMLELSYSIRT RVD-05V0049-NSP1 

 275 -DSKLNYALIHFDAPEKFTLCRPILSCFHPEQLLKEIFTSWMVINVRVALTKLERSHYDSIFNLTNQILW RVA-02V0002G3-NSP1 

      * *              ** **** *       ** *    *      *      **     *   * 

                                                                

     ......................................................................  

 300 K-----------------LIKP--NYITSNHRTSATEVHNCKWCSVNN-SYTVWNDFRVKKIYDNIFSFL RVA-WA-NSP1 

 284 N-----------------------QQLRVLNASTLNIIFRRQFMN---------EVVEWFENFTQLTGMH RVC-Bristol-NSP1 

 343 P--DKGVFSVSYPIFDDELLITMLQNFELVKYLVEYAVHVSEHFNQQDEIDESCPICADFMSFEQQFEMA RVD-05V0049-NSP1 

 344 PNQERNYTSWLYFSYYENLVHDVLDNLQDIRKFAGASVHAARHVGLHESDCISCRKYNYFIDVEMARKVS RVA-02V0002G3-NSP1 

     *       *  *      *    * *           **   *         **         *      

 

     ....K.................................................................  

 350 RALVKSN----------------VNIGHR-SS-----------QEKIYEYVEDVLNVCDNEKWKTSIMKV RVA-WA-NSP1 

 322 YDFIKT-----------------CVYN----------------KVIISHFRKEIEDYINSG---KKISLS RVC-Bristol-NSP1 

 411 YNITKCRRDCEVIFVPSDDLSGLFTVRHVCREGLLIHEIPFKLRMLILTITQSVR--VNRG--IHQLNSY RVD-05V0049-NSP1 

 414 KILMKT---CCYHDTRCADITTIFSISHRRNHDELVWRTFFDLRATLIHNANIVRNLLNQSGLIAEFDTL RVA-02V0002G3-NSP1 

         *    *        *    *   *      *     * **         **   *    *       

 

     .......................D..............................................  

 392 FNCLEPVELDNVKYVLFNHEINWDVINVLVQSIGKVPQILTLKNVITIIQSIIYEWFDIRYMRNTPMVTF RVA-WA-NSP1 

 356 SVIPDG----------HALYTNIDILRISLMLAIDVALNRIESQQMDVL                      RVC-Bristol-NSP1 

 477 PSWYAD--------VDQDQGDDLDKLQRLWPLSLNTLWNVIRQKQLKPLNYTVISEEDEDG-IAFTEEDE RVD-05V0049-NSP1 

 481 CEWSDSSKLKLRHFCAKDNTEKLDLLQKFWSLSSDVRDKMVKKFNINTDYYKVFEILPRDSEVLISITTE RVA-02V0002G3-NSP1 

       *              *    ** **  * **                 * *      *         * 

 

     .....................................                                  

 462 TIDKLRRLHTELKTAEYDSGISDVE                                              RVA-WA-NSP1 

 395                                                                        RVC-Bristol-NSP1 

 538 EGIMLIDKPNEYKWLRYVTCVIGPDTDEEIEFYDGPY                                  RVD-05V0049-NSP1 

 551 YDYELVTRSNSFKWLANILEIERIDDE                                            RVA-02V0002G3-NSP1 

         *    *  ***         * 

TFA-1-homogy 

TFA-1-homogy 

TFA-1-homogy 
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SUPPLEMENTAL DATA 5H – Alignment NSP2 (see page 7 for Legend). 
 

 

     MAEL.CF.............P....A....L..K............I.YG..P.P....R........G.  

   1 MAELACFCYPHLENDSYKFIPFNNLAIKCMLTAKVEKKDQDKFYNSIVYGIAPPPQFKKRYNTSDNSRGM RVA-Wa-NSP2 

   1 MAELACFVSFSLTEDKVVWYPINKKAVQTMLCAKVEKDQRSNYYDTILYGVAPPPEFRNRFKTN-ERYGL RVC-Bristol-NSP2 

   1 MAELGCFVNVVESDSTFTFIPIKSKAINILLTTKN---DDDNPIDTIIYGLTPVPKYKRRFASDMSPSGI RVD-05V0049-NSP2 

 

     .Y...............LN.................V..VRHLE.L..R.....D.......L..K.V..  

  71 NYETIMFNKVAVLICEALNS--IKITQSDVANVLSRVVSVRHLENLVLRKENHQDVLFHSKELLLKSVLI RVA-Wa-NSP2 

  70 DYESDQYTELVNLLADTLNM-VSMPTEKFQFDIVKTVVQVRHLENLLCRIKDVNDILNANVKLRVKAVMI RVC-Bristol-NSP2 

  68 NYDNELFDKVAIKLAEILNFGVKKMSVQQAMMMLTRVFSVRHLESLYYRMMDEDDIIHDNIDLQFKSVMV RVD-05V0049-NSP2 

 

     ........E.T...E...............L.Y...KL.P.......EYKIT.N......D.......A.  

 139 AIGQSKEIETTATAEGGEIVFQNAAFTMWKLTYLDHKLMPILDQNFIEYKITLNEDKPISDVCIKELVAE RVA-Wa-NSP2 

 139 ACNLVNETETTPLTESNDIVYQDSYFTITKLDYSNHKLLPLM---ADEYKITINTKTDIPDRNQTAFAAY RVC-Bristol-NSP2 

 138 MLKLTKSFELTLTAEGGKLLYVDKTYALWELDYRKYKLMPVK---AVEYKITLNSATEDADS-ERKMAAY RVD-05V0049-NSP2 

 

     .....N.FA.I.HG..H.R.V.......HA.R.........K..................W.........  

 209 LRWQYNRFAVITHGKGHYRVVKYSSVANHADRVFATYKNSAKSGNVIDFNLLDQRIIWQNWYAFTSSMKQ RVA-Wa-NSP2 

 206 IRYNFNKFAAISHGKRHWRLVLHSQLMSHAERLDRKIKSDKKHGRQFSYDDGDMAFVHPGWKTCIGQLCG RVC-Bristol-NSP2 

 204 VKYHYNRFAVISHGFGHYRLVPYQQVLNHAERTFATYNAIKKTKSDHSFVRLSKTLLNTNWQDFMNAVEY RVD-05V0049-NSP2 

                 * 

     G.........L....................D..S.V..                                

 279 GNTLDVCKKLLFQKMKQEKNPFKGLSTDRKMDEVSHVGI                                RVA-Wa-NSP2 

 276 GTTFEVAKTSLYSIKP--SKTVRTATNKIESDLISMVGN                                RVC-Bristol-NSP2 

 274 GKSMSECRNELFKSSK-TSNPVKKHVNILQLDEMSTVN                                 RVD-05V0049-NSP2 

 

 

NTPase domain 

NTPase domain 
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SUPPLEMENTAL DATA 5I – Alignment NSP3 (see page 7 for Legend). 
 

 

 

    M............V..I.....................................................  

  1 ML---KMESTQQMVSSIINTSF------------------------------------------------ RVA-Wa-NSP3 

  1 M-------ATQASVEWIFNVAG------------------------------------------------ RVC-Bristol-NSP3 

  1 MVQPRKVVNILCFVLLIFDTSAFPLQERKNNNQKIIYKTVLYLKKRQNIESSYYLFDASNYEKVDQDYLC RVD-05V0049-NSP3 

 

 

    ......................................................................  

 20 ----------------------------E----------------------------AAVVAATSTLELM RVA-Wa-NSP3 

 16 ----------------------------S----------------------------AASSSLDKAIKDA RVC-Bristol-NSP3 

 71 FGNDTVIHEIEIRQKDIFSYRNSELREIKTSQLCQYDFKFKDGNSGISGSNLEALMFHGAICGRKILRGQ RVD-05V0049-NSP3 

 

 

 

    G..............KF..........SGV.N...G.A.T...A.N.....A..N....T...T...L..  

 34 GIQYDYNEVFTRVKSKFDY----VMDDSGVKNNLLGKAITIAQALNGKFGSAIRNRNWMTDSKTVAKLDE RVA-Wa-NSP3 

 30 GGSENFSK---YVITKFYDNYKDCIDDSGVYNACIGRAKTIDKALN-DPKVAERNEEWYTNVATISRLDL RVC-Bristol-NSP3 

141 GFTPDVKSLHDDIAMKFES----MLEESGVKNSVFGRAKTVDEAINGKFFSAQKNRRYMTTIETVKNLES RVD-05V0049-NSP3 

 

 

 

    ........L....I....RVL...F......G.S...I..........E.G...................  

100 DVSKLRMTLSSKGIDQKMRVLNACFSVKRIPGKSSSIIKCTRLMKDKIEGGEVEVDDSY----------- RVA-Wa-NSP3 

 96 ELAELKLMLSNLGIKREERVLNSMFSVVREKGRSSNVIMMKQNAVKMIEEGKLKIKVERNETYTESLKNK RVC-Bristol-NSP3 

207 DLYRMRMMLENMDIKRDARVLSSLFQIEKKTGKSGSVILADASVYDKLEKGEIVR--------------- RVD-05V0049-NSP3 

         *         * 

 

    ....................................................................... 

159 --------------VDEKMEIDTIDWKSRYDQLEKRFEALKQRVNEKYNTWVQKAKKVNENMYSLQNVIS RVA-Wa-NSP3 

166 IEELECIIDAFEKGKDITIDLDAMNGEVKLDGNSCSYNSTAALVSTILGTPIKMYNESGQPLFDVGNYMN RVC-Bristol-NSP3 

262 ---------------------------------------------------VDMGKIESENSCKLRQIID RVD-05V0049-NSP3 

 

    ......................................................................  

215 QQQNQISDLQQYCNKLEADLQGKFSS------------------------LVSSVEWYLRS--------- RVA-Wa-NSP3 

236 PKNIIEKMIELEIPIFKSDYRNNESPDFDSWNERSNLKIVSVNDCHAICIFKFENNWWCFDDGRLKKHNG RVC-Bristol-NSP3 

281 QKDELISKLKNEITILRATRFDDVDG------------------------LKFGFRYQSKN--------- RVD-05V0049-NSP3 

 

 

    ..............D................................................C......  

252 -----MELPDDVKNDIEQQLNSIDAINPINAIDDIESLIRNLIQDYDRTFLMLKG----LLKQCNYEYAY RVA-Wa-NSP3 

306 AGYPLIVANSKFQIDKILISGDIELNPGPDILVTLNDYITKYQLKLECTFDIFLEDDGSITYTCYMKLES RVC-Bristol-NSP3 

318 -----RDISAELS-DAASQTDTLSTIK-EDTVSELEERVENLEK-------IIAG----LASRCGLTVEY RVD-05V0049-NSP3 

 

 

    ...........................                                             

313 E                                                                      RVA-Wa-NSP3 

376 AEAIGSGRSKKEAKRIAAYDILDQLGI                                            RVC-Bristol-NSP3 

370 V                                                                      RVD-05V0049-NSP3 

    

RNA-binding 

RNA-binding 
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SUPPLEMENTAL DATA 5K – Alignment NSP4 (see page 7 for Legend). 
 

 

     ......................................................................  

   1 ---MDKLADLNYT--LSVITSMN-----DTLHSIIQDPG-MAYFLYIASVLTVLFTLHKASIPTMKIALK RVA-Wa-NSP4 

   1 ---MDFINQTLFS----------------------------KYTESNVDTIPYLLGLILALTNGSRILR- RVC-Bristol-NSP4 

   1 MLSLESLGNINVT---EVIAGLN-----------INEIGTQQIWTITVTALLSII-SLI-KAKAYKILP- RVD-05V0049-NSP4 

   1 MAESSNMQDLFVQATYEEILKLAGSVNHEQIRETISSSSPQKILTGTMLTLGALLTTLIVKKKGTKFLTT RVB-Bang373-NSP4 

     *          *    * *  *            *     * * * *   *      ** * *  * *   

 

     ......................................................................  

  60 --------TSKCSYKVIKYCIVTIINTLL---------------------------KLAGYKEQVTTKDE RVA-Wa-NSP4 

  39 --------FINSFIIICKHIVTTSKSAID---------------------------KMRKINNSEHNTKN RVC-Bristol-NSP4 

  54 -------LLCTFFVTTVKQTIILINDKIL---------------------------RIFGIDVSITDTQV RVD-05V0049-NSP4 

  71 KMQSNIVYLAEMLVWKANQTVKTICDEVLHQRKVIEKLQCLDKMCLEIEKLRYDIERFQGMDVTKELIQM RVB-Bang373-NSP4 

             *    *    **   * *  *                           *  * **     *    

 

     ......................................................................  

  95 IEQQMDRIVKEMRRQLEMIDKLTTREIEQVELLKRIHDNLITRPVDVIDMSKEFNQKNIKTLDEWESGKN RVA-Wa-NSP4 

  74 AHEEYEEVMKQIREMRIHMTALFN--SLHDDNVKWR----MSESIRREKKHEMKMSDNRNEFKHSHNDTN RVC-Bristol-NSP4 

  90 IESHFAYIRDDLNKIR-----------LEIQSLKT---------IKKLNETIEQNVSG             RVD-05V0049-NSP4 

 141 CERKMIDIDSKVKEVEKSCDRRIRDYDWKIATLTAHPTQQFPTHIDIINQHIEDDAETQIIQQHMNKQAR RVB-Bang373-NSP4 

      *     *                     *  *               *   *     

 

     .............                                                           

 165 PYEPSEVTASM                                                            RVA-Wa-NSP4 

 138 ICEKSGLETEVCL                                                          RVC-Bristol-NSP4 

 128                                                                        RVD-05V0049-NSP4 

 211 VKLNSRNRL                                                              RVB-Bang373-NSP4 
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SUPPLEMENTAL DATA 5L – Alignment NSP5 (see page 7 for Legend). 
 

 

     .......................S.............................S................  

   1 MSLSIDVTSLPSISSSIFKNESSSTTSTLSGKSIGRNEQYVSSDIEAFNKYMLSKSPEDIGPSDSASNNP RVA-Wa-NSP5 

   1 --MSDFGINLDAICDNVKKGQTESRTGSQLSNRSSRRMDFVDD--EELSTYFNSKAS--VTQSDSCSNDL RVC-Bristol-NSP5 

   1 -MMDDLDFNFESNLPEIS--LISSRAGTTYTKIDYDEDMLLDD--ITPSDSASSQDTNQRTFREKSFKSS RVD-05V0049-NSP5 

 

     ...............................................G...................E..  

  71 LTSFSIRSNAVKTNADAGVSMDSSTQ---SRPSSNVGCDQMDFSLTKGINVSASLDSCVSISTNHKKEKS RVA-Wa-NSP5 

  65 EIKHSIITEAVVCDESAHVSADAIQEKDETVPQMDHRIMKWMLDSHDGVSLNGGINFTKAKSKLKETENE RVC-Bristol-NSP5 

  66 SMVSQCDEDDIASQEMN--KLETIVNSACADEQQNIDDWNEYLEENSGIKIMEGKVSTNEVDLNGVFESK RVD-05V0049-NSP5 

 

     ...........................................D.........NC....K...LR..M..  

 138 KKDKSRKHY-PRIEADSDYEDYV------------------LDDSDSDDGKCKNCKYKKKYFALRMRMKQ RVA-Wa-NSP5 

 135 ITEMKSKTN-LLVNASVGINSNVGAFNPINQTIKTEAVSDMFEDEDIEGCICKNCPYREKYRKLRSKMKN RVC-Bristol-NSP5 

 134 ILNRNSIINKDNIDSAVKKKANINKMN--------------MHDTSSDEECNRNCKCCKKLRKLRKRMSI RVD-05V0049-NSP5 

 

     .........                                                              

 189 VAMQLIEDL                                                              RVA-Wa-NSP5 

 204 VLIDMINEM                                                              RVC-Bristol-NSP5 

 190 LIAESY                                                                 RVD-05V0049-NSP5 

 


