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Sorghum bicolor (242055121)
Oryza sativa (japonica cultivargroup) (115441305)

Zea mays (223943369)
Sorghum bicolor (242061920)
Oryza sativa (Japonica cultivargroup) (115446635)

Populus trichocarpa AMT3.1 (224060485)
Ricinus communis (223537874)

Vitis vinifera PN40024 (225438302)
Vitis vinifera PN40024 (225438309)
Vitis vinifera PN40024 (225438311)

84/81

Picea sitchensis (148909476)
Vitis vinifera Pinot noir clone ENTAV115 (147807319)
Vitis vinifera PN40024 (225439499)

Oryza sativa, Indica Group (125535476)
Oryza sativa, Japonica cultivargroup (77552805)

99/96

Cryptomeria japonica (114841289)
Taxodium distichum (114841675)

Arabidopsis thaliana ecotype C24 AtAMT2.1 (7140936)
Arabidopsis thaliana Columbia AtAMT2.1 (15224479)  

Lotus japonicus AMT2.1 (15799272) 
Vitis vinifera Pinot noir clone ENTAV115 (147807320)

Ricinus communis (223529945)
Populus trichocarpa AMT2.2 (224140459)
Populus trichocarpa AMT2.1 (224091028)

57

Medicago truncatula (22900886)
Oryza sativa, Japonica Group (20160650)
Sorghum bicolor (242059139)
Oryza sativa (Japonica cultivargroup) (115440845)
Oryza sativa Japonica Group (20160653)

Oryza sativa, Japonica cultivargroup (115464403)
Sorghum bicolor (242088213)
Zea mays (226493603)
Zea mays (226494442)

100/100

56

Physcomitrella patens (167999618) AMT2.3 
Physcomitrella patens (168020545) AMT2.1
Physcomitrella patens (168003074) AMT2.2

Physcomitrella patens (168035110) AMT2.7
Physcomitrella patens (168004233) AMT2.6
Physcomitrella patens (168052164) AMT2.4

Physcomitrella patens subsp. (168058415) AMT2.5

93/95

Triticum aestivum (40548580)
Sorghum bicolor (242037475)
Oryza sativa, Japonica cultivargroup (115456471)
Oryza sativa Indica Group (125546362)

52

Sorghum bicolor (242038125)
Vitis vinifera (225451334)
Ricinus communis (223539795)
Populus trichocarpa AMT4.1 (224066329)
Populus trichocarpa AMT4.3 (224082702)

Ricinus communis (223545495)
Populus trichocarpa AMT4.2 (224141843)

Lotus japonicus AMT2.2 (232782268)
71

Vitis vinifera PN40024 (157339649)*
Vitis vinifera PN40024 (225430212)*
Vitis vinifera Pinot noir clone ENTAV115 (147856666)
Populus trichocarpa AMT4.4 (224123404)

Vitis vinifera PN40024 (225437174)

70/54

Ricinus communis (223529819)
Populus trichocarpa AMT4.5 (224133946)
Vitis vinifera PN40024 (225431356)

78/93

99/94

Talaromyces stipitatus ATCC10500 (242771614)
Penicillium marneffei ATCC18224 (212531035)

100/95

Acidithiobacillus ferrooxidans ATCC53993 (198284611)
Leptospirillum rubarum, Group II metagenomic seq. (124516195)

100

Acidimicrobium ferrooxidans DSM10331 (256009331)

96/85

Caldivirga maquilingensis IC167 (159041258)
Metallosphaera sedula DSM534 (146304302)

Picrophilus torridus DSM9790 (48478533)
Sulfolobus acidocaldarius DSM639 (70606671)

Sulfolobus tokodaii str. 7 (15920882)
Sulfolobus solfataricus P2 (15897923)
Sulfolobus islandicus L.S.2.15 (227830138) 
Sulfolobus islandicus M.16.4 (238619601)
Sulfolobus islandicus M.14.25 (227827445)

51/63
60/54

78/65
59/75

100/100

Thermus aquaticus Y51MC23 (218295837)
Micromonas RCC299 (Prot. ID 64034) AMT2.3

Roseobacter sp. SK209-2-6 (126740930) AMT2.5 
Shewanella woodyi ATCC 51908 (170725544)

marine  proteobacterium HTCC2143 (119476211)
84/62 marine  proteobacterium HTCC2207 (90416895)93/90

Micromonas RCC299 (Prot. ID 63515) AMT2.1
Micromonas CCMP1545 (Prot. ID 59331) AMT2.1
Ostreococcus lucimarinus (Prot. ID 32601) AMT2.1

Ostreococcus tauri (Prot. ID 18135) AMT2.1

100/100
87/63

Magnetococcus sp. MC-1 (117924301)
Burkholderia pseudomallei 1710b (76811165)

Pseudomonas aeruginosa PAO1 (15600480)
Pseudomonas stutzeri A1501 (146280898)

Herminiimonas arsenicoxydans (134093433)
Acinetobacter sp. ATCC27244 (226951729)

Acinetobacter baumannii ATCC17978 (193076091)
Acinetobacter baumannii SDF (169634651)
Acinetobacter baumannii AB900 (239502080)
Acinetobacter baumannii AB0057 (213155674)
Acinetobacter baumannii AYE (169797512)

100/100

Rhodopseudomonas palustris CGA009 (39933350) 
Thermodesulfovibrio yellowstonii DSM11347 (206890102)

Sulfurihydrogenibium sp. YO3AOP1 (188995998)
Persephonella marina EXH1 (225851542)100/78

Carboxydothermus hydrogenoformans Z-2901 (78044978)
Micromonas RCC299 (Prot. ID 60001) AMT2.2 

Ostreococcus lucimarinus (Prot. ID 31514) AMT2.2
Micromonas CCMP1545 (Prot. ID 50351) AMT2.275/79

100/100

Aspergillus niger (Prot. ID 198750)
Glomus intraradices (124516979)

Laccaria bicolor S238N-H82 (170103013)

78

Aspergillus niger (Prot. ID 184548) 
Sarccharomyces cervisiae Sigma1278b (619514) 

58

Aspergillus niger (Prot. ID 207503)
Laccaria bicolor S238N-H82 (170085395) 100/100

100

Phytophthora ramorum (Prot. ID 73396) MEPA
Phytophthora sojae (Prot. ID 131431) MEPA 

Phytophthora ramorum (Prot. ID 73397) MEPB
Phytophthora sojae (Prot. ID 131432) MEPB 

Phytophthora sojae (Prot. ID 131433) MEPE
Phytophthora sojae (Prot. ID 108558) MEPD
Phytophthora ramorum (Prot. ID 73398) MEPD 

Phytophthora ramorum (Prot. ID 73384) MEPE 
Phytophthora ramorum  (Prot. ID 73383) MEPC

Phytophthora sojae (Prot. ID 166860) MEPC

100/100

100/100

Methanopyrus kandleri AV19 (20093493)
Methanocaldococcus jannaschii (2492881)

93/97

Haloquadratum walsbyi DSM 16790 (110669316)
Haloarcula marismortui ATCC 43049 (55379261)

100/9989/61

Archaeoglobus fulgidus DSM 4304 AMT-2 (11499335)

75

Candidatus Pelagibacter ubique HTCC1062 (71061871) AMT2.3
Candidatus Pelagibacter ubique HTCC1062 (71061872) AMT2.2

100/100

Roseobacter sp. SK209-2-6 (126740930) AMT2.3
Roseobacter sp. SK209-2-6 (126739661) AMT2.2

61
94

86

Roseobacter sp. SK209-2-6 (126740829) AMT2.1
Candidatus Pelagibacter ubique HTCC1062 (71062632) AMT2.1

100/100

76

Trichodesmium erythraeum IMS101 (113477876)

100

Prochlorococcus marinus str. NATL1A (124025054)

66

Prochlorococcus marinus str. MIT 9301 (126695624)

74

Synechococcus sp. WH 7805 (88808028)
Synechococcus CC9311 (113882699)
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