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Fig. S1: pH activity profile of purified linalool dehydratase from C. defragrans. Activity was measured
using 2 mM linalool in the two-phase-system. The buffers are listed with the pKa values at 35 °C.
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Temperature profile (A) and Arrhenius plot (B). The activation energy is given by the negative
slope of the regression curve in the range from 24 to 35 degree Celsius with Ex= 68.6 kJ/mol
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Fig. S3: Nucleotide and protein sequence of the linalool dehydratase-isomerase preprotein.



