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Supp. Figure S1. Representative Agarose Gel of PCR
Products Amplified By Multiplex PCR Setting In A 96-
Well PCR Plate. Only two sets of primer pairs were
allowed in a single reaction.
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Supp. Table S1. 148 Target Genes on Hyper-lgM/CVID Chip

Gene . . Total Coding Exon
Locus OMIM# Symbol Pathways Involved Refseq# Chip Design bacs::si, F())n Coverage
11q13 164014 RELA NFKB related NM 021975.3 Repeats Removed 1663 93%
9q34 601895  TRAF2 NFKB related NM 021138.3 Exon 9, 10 removed 1234 76%
19q13.1-q13.2 109560 BCL3 NFKB related NM 005178.4 Repeats Removed 1310 90%
6923 191163  TNFAIP3 NFKB related NM_006290.2 2469 100%
4p16.3 610669  TNIP2 NFKB related NM_024309.3 1362 100%
11q24.2 606252  TIRAP NFKB related NM_148910.2 Repeats Removed 677 92%
1p22 603517 BCL10 NFKB related NM_003921.3 Repeats Removed 717 97%
19q13.32 604758 RELB NFKB related NM_006509.2 Exon 3-6 removed 1096 59%
Xq28 300248  IKBKG NFKB related NM_003639.3 Repeats Removed 1346 98%
14q13 164008  NFKBIA NFKB related NM_020529.2 Repeats Removed 991 97%
2p13-pl2 164910 REL NFKB related NM_002908.2 Exon 9 removed 1856 93%
12q12 606883  IRAK4 NFKB related NM 016123.3 1515 100%
4q24 164011  NFKB1 NFKB related NM_003998.3 Exon 6-8 removed 2701 85%
17p11.2 604907 TNFRSF13B NFKB related NM_012452.2 Repeats Removed 922 98%
14q11.2 605817  RIPK3 NFKB related NM_006871.3 Repeats Removed 1653 99%
19p13.3 604520 TNFSF14 NFKB related NM_003807.2 771 100%
19p13.3 607601  TICAM1 NFKB related NM_182919.1 Repeats Removed 2117 98%
19p13.3-p13.2 603014  MAP2K7 NFKB related NM 145185.2 Exon 6-8 removed 824 59%
17q24.3 601254  MAP2K6 NFKB related NM _002758.3 Exon 4-10 removed 311 27%
14q32.32 164730  AKT1 NFKB related NM _001014432.1  Repeats Removed 1570 98%
1932 602356  TRAF5 NFKB related NM _004619.3 1794 100%
11pl12 602355  TRAF6 NFKB related NM 145803.1 1641 100%
8q24.3 611966  TRAPPC9 NFKB related NM_031466.3 Repeats Removed 3963 99%
1g32.1 605048  IKBKE NFKB related NM_014002.2 Repeats Removed 2370 99%
6q22.33 602448  MAP3K5 NFKB related NM_005923.3 Repeats Removed 4434 99%
20q13.2 602995  UBE2V1 NFKB related NM 021988.3 464 100%
6921 607043  TRAF3IP2 NFKB related NM_147200.1 1826 100%
17q11.2 602315  MAP2K3 NFKB related NM_145109.1 Repeats Removed 1171 99%
19p13.3 601263  MAP2K2 NFKB related NM 030662.2 Exon 2-7 removed 436 33%
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Total

Locus OMIM# S?;%%I Pathways Involved Refseq# Chip Design bacs:f]si F())n C%dolcgrsé(:n
15q22.1-q22.33 176872  MAP2K1 NFKB related NM_002755.2 1314 100%
6q16.1-q16.3 602614  MAP3K7 NFKB related NM_145331.1 Repeats Removed 1988 98%
17923.3 602539  MAP3K3 NFKB related NM 203351.1 2178 100%
5qll.2 600982  MAP3K1 NFKB related NM_005921.1 Repeats Removed 4638 97%
17p11.2 601335 MAP2K4 NFKB related NM_003010.2 Repeats Removed 1294 97%
16p13.3 605431  MAPKSIP3 NFKB related NM _015133.3 Repeats Removed 4300 98%
8qg21 603455  RIPK2 NFKB related NM_003821.5 1750 100%
17p13 602695  TNFSF12 NFKB related NM_003809.2 Repeats Removed 808 97%
17p13.1 604472  TNFSF13 NFKB related NM_003808.2 825 100%
16ql2.1 605018  CYLD NFKB related NM _015247.1 3072 100%
12p13.3 607127 ERC1 NFKB related NM 178037.1 Repeats Removed 3163 99%
10p11.23 191195  MAP3K8 NFKB related NM_005204.2 1488 100%
18qg21 604860 MALT1 NFKB related NM_006785.2 Repeats Removed 2660 99%
Xq28 300283 IRAK1 NFKB related NM_001569.3 Repeats Removed 2204 98%
10924-925 600664 CHUK NFKB related NM_001278.3 Repeats Removed 2453 99%
Tp22 607210 CARD11 NFKB related NM 032415.2 Exon 4-8 removed 2684 72%
2q24-q31 603893  TANK NFKB related NM_004180.2 Repeats Removed 1332 98%
12q14.1 604834  TBK1 NFKB related NM 013254.2 Repeats Removed 2393 98%
22ql13.1 607209  CARD10 NFKB related NM_014550.3 Repeats Removed 3213 97%
19q13.33 609051 CARDS8 NFKB related NM_014959.1 1392 100%
19p13.2 603934 CARM1 NFKB related NM _199141.1 Repeats Removed 1920 95%
8pll.2 603258  IKBKB NFKB related NM_001556.1 Repeats Removed 2502 99%
3p22 602170  MYDB88 NFKB related NM_002468.3 Repeats Removed 930 98%
19q13.1 604495  NFKBIB NFKB related NM_002503.3 1143 100%
6p21.1 604548  NFKBIE NFKB related NM_004556.2 Repeats Removed 1481 94%
Xq24 300766  NKAP NFKB related NM_024528.1 Repeats Removed 1313 97%
Xq24 300440 NKRF NFKB related NM _017544.2 2097 100%
18q21.1 602932  SMAD7 NFKB related NM_005904.2 Repeats Removed 1191 90%
5q23.1 608321  TICAM2 NFKB related NM _021649.3 720 100%
4pl4 606270  TLR10 NFKB related NM_030956.2 Repeats Removed 2423 99%
3p21.3 605474  TLR9 NFKB related NM 017442.2 3123 100%
20p13-p12.2 607898  TRIB3 NFKB related NM 021158.3 Repeats Removed 1091 98%
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Total

Locus OMIM# S?;%; Pathways Involved Refseq# Chip Design bagasi F())n C%dolcgrsé(:n
6p21.1 UNC5CL NFKB related NM_173561.1 1653 100%
1p34 601241 HDAC1 NFKB related NM_004964.2 1617 100%
15q24.3 601056  BCL2A1 NFKB related NM_004049.2 552 100%
3p24.1 609916  AZI2 NFKB related NM_022461.3 1263 100%
14q32.32 601896  TRAF3 NFKB related NM_145725.1 1827 100%
3p24 126431  TOP2B Class switch/DNA repair ~ NM_001068.2 Repeats Removed 5131 97%
Xpll.22 314310 TFE3 Class switch/DNA repair ~ NM_006521.3 Exon 6-10 removed 945 51%
6p21 600744 TFEB Class switch/DNA repair ~ NM_007162.1 Repeats Removed 1473 96%
13q33-q34 601837  LIG4 Class switch/DNA repair ~ NM_206937.1 2748 100%
Xq26 300386  CD40LG Class switch/DNA repair ~ NM_000074.2 846 100%
12pl3 605257  AICDA Class switch/DNA repair  NM_020661.1 Repeats Removed 651 99%
1p31 602105  MSH4 Class switch/DNA repair ~ NM_002440.2 Repeats Removed 3015 99%
12q22 603679  UBE2N Class switch/DNA repair ~ NM_003348.3 507 100%
12q23-q24.1 191525  UNG Class switch/DNA repair ~ NM_080911.1 1026 100%
20q12-q13.2 109535  CD40 Class switch/DNA repair ~ NM_001250.4 Repeats Removed 934 99%
11g21 600814 MRE11A Class switch/DNA repair ~ NM_005591.3 Repeats Removed 2323 99%
17q11.2-q12 600940  LIG3 Class switch/DNA repair ~ NM_013975.2 Repeats Removed 3237 99%
11pl5 604762  SWAP70 Class switch/DNA repair ~ NM_015055.2 Repeats Removed 1818 96%
Xq21.33-g22 300300 BTK Class switch/DNA repair ~ NM_000061.1 Repeats Removed 2142 98%
5q31 604040 RADS50 Class switch/DNA repair ~ NM_005732.2 Repeats Removed 4171 98%
14q11.2-q12 107748  APEX1 Class switch/DNA repair  NM_001641.2 1005 100%
11923.3 601613  CXCRS5 Class switch/DNA repair  NM_001716.2 1143 100%
10p13 605988  DCLRE1C Class switch/DNA repair ~ NM_001033855.1 2247 100%
2p25 600386  ID2 Class switch/DNA repair  NM_002166.4 429 100%
3q21 600686  KPNAl Class switch/DNA repair ~ NM_002264.2 Repeats Removed 1752 99%
19q13.2-q13.3 126391 LIG1 Class switch/DNA repair ~ NM_000234.1 Repeats Removed 3022 98%
2q35 611290 NHEJ1 Class switch/DNA repair  NM_024782.1 984 100%
19q13.3-q13.4 605610  PNKP Class switch/DNA repair ~ NM_007254.2 1758 100%
11p13 179615 RAG1 Class switch/DNA repair ~ NM_000448.1 3144 100%
11p13 179616  RAG2 Class switch/DNA repair ~ NM_000536.2 1596 100%
9q33 603875  TNFSF8 Class switch/DNA repair  NM_001244.2 753 100%
15q15-g21 605230  TP53BP1 Class switch/DNA repair  NM_005657.1 Repeats Removed 6181 99%
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Total

Locus OMIM# S?;%; Pathways Involved Refseq# Chip Design bagasi F())n C%dolcgrsé(:n
5ql13-ql4 194363  XRCC4 Class switch/DNA repair ~ NM_022406.1 1095 100%
22q13.2-q13.31 152690  XRCC6 Class switch/DNA repair  NM_001469.3 1967 100%
8g21 602667 NBN Class switch/DNA repair ~ NM_002485.4 Repeats Removed 2412 98%
44931 163906 HMGB2 Class switch/DNA repair ~ NM 002129.3 549 100%
20q12-q13.11 608958  ADA Class switch/DNA repair ~ NM_000022.2 1236 100%
12q24 251170 MVK Class switch/DNA repair ~ NM_000431.2 1311 100%
17q21.31 102582  STAT3 Immunodeficiency NM_139276.2 2589 100%
Xpll.4-pl1.21 300392 WAS Immunodeficiency NM_000377.2 Repeats Removed 1579 96%
9pl2 609631  DDX58 Immunodeficiency NM 014314.3 2989 100%
22ql12 194355  XBP1 Immunodeficiency NM_005080.2 Repeats Removed 824 97%
2q33 604558  1COS Immunodeficiency NM_012092.2 660 100%
6q21-q22.1 603423  PRDM1 Immunodeficiency NM _001198.2 2442 100%
19q13.2 112205  CD79A Immunodeficiency NM 001783.3 741 100%
9q34.11 608360  LRRCB8A Immunodeficiency NM _019594.2 2457 100%
11pl1.2 165170  SPI1 Immunodeficiency NM _001080547.1  Repeats Removed 833 95%
14q13.1 164050  PNP Immunodeficiency NM_000270.3 942 100%
22q13.1-q13.31 606269  TNFRSF13C B-cell development NM_052945.2 Repeats Removed 565 96%
16p13.1 109545  TNFRSF17 B-cell development NM _001192.2 591 100%
13q32-q34 603969  TNFSF13B B-cell development NM_006573.3 930 100%
9p13 167414  PAX5 B-cell development NM 016734.1 1296 100%
10g23.2-q23.33 604515  BLNK B-cell development NM 013314.2 Repeats Removed 1547 98%
19p13 602840 CD70 B-cell development NM _001252.3 618 100%
3pl4.l 605515  FOXP1 B-cell development NM_032682.4 Repeats Removed 2116 95%
11ql12 112210 MS4A1 B-cell development NM_152866.2 Repeats Removed 944 98%
1922-g23 603492  SLAMF1 B-cell development NM_003037.1 Repeats Removed 1067 98%
19p13.3 147141  TCF3 B-cell development NM_003200.1 Repeats Removed 2133 98%
22ql3.2 608740  NFAM1 B-cell development NM_145912.5 Repeats Removed 863 98%
1q31-q32 151460  PTPRC Others NM_002838.3 4286 100%
8ql13.3 605190 TRAM1 Others NM _014294.5 1257 100%
16q12 602212  SIAH1 Others NM 001006610.1 966 100%
11ql3 608204  UNC93B1 Others NM_030930.2 Repeats Removed 1871 97%
4q34 600636  CASP3 Others NM_004346.3 Repeats Removed 882 97%
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Total

Locus OMIM# S?;%%I Pathways Involved Refseq# Chip Design bacs:f]si F())n C%dolcgrsé(:n
2q33-q34 601763  CASP8 Others NM 033355.2 1536 100%
1p36.33 610770  NOC2L Others NM_015658.1 Repeats Removed 2407 97%
16p13 600743  TFAP4 Others NM_003223.1 Repeats Removed 995 90%
5q31.1 DDX46 Others NM_014829.2 Exon 10-13 removed 2843 84%
Xpl1.23 300272  HDACSG6 Others NM_006044.2 Repeats Removed 3690 93%
20q11.22-q11.23 606409 ITCH Others NM 031483.3 Repeats Removed 2832 99%
15q15.3 610979  PPIP5K1 Others NM_014659.3 Exon 1-25 removed 656 14%
Tp15.3-pl5.1 138079 GCK Others NM_000162.2 1518 100%
4q32.3-q33 SH3RF1 Others NM_020870.3 Repeats Removed 2692 96%
Xq25 300079  XIAP Others NM _001167.2 1566 100%
11p15.5 605047  IRF7 Others NM_004031.2 Repeats Removed 1616 97%
7q32 607218  IRF5 Others NM_002200.3 Repeats Removed 1440 89%
6p25-p23 601900 IRF4 Others NM_002460.1 1452 100%
5q31.1 147575  IRF1 Others NM_002198.2 Repeats Removed 1063 98%
14q32.33 140571  HSP90AAL Others NM 001017963.1  Repeats Removed 2582 95%
14ql1.2 147574  IRF9 Others NM_006084.4 Repeats Removed 1226 96%
16g22.1 605812  DDX19B Others NM _007242.4 1584 100%
17q23.3 613369 DDX42 Others NM_007372.2 3021 100%
2q36.3 600862 AGFG1 Others NM_004504.3 Repeats Removed 1824 99%
19q13.3-q13.4 603734  IRF3 Others NM _001571.3 1368 100%
19q13.32 607463  PPP1R13L Others NM_006663.2 Repeats Removed 2508 95%
1q21.3 608972  CRTC2 Others NM 181715.1 Repeats Removed 2211 98%
14921 PELI2 Others NM 021255.2 1335 100%
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Supp. Table S2. Conditions for PCR Set-Up and Thermo-Cycling

Regular PCR Set-up:

PCR Set-up for GC-rich Amplicons:

Reagents Vol (ul) Reagents Vol (ul)
dNTPs (10uM) 1.12 dNTPs (10uM) 1.12
10xbuffer 0.7 2xGC I Buffer 35
Takara LA Polymerase 0.065 Takara LA Polymerase 0.07

primers (3uM each), air-
dried before use

Genomic DNA (20pg/ml) 0.7
H,O 4.4
Total 7.0

PCR Condition I:

primers (3uM each), air-
dried before use

Amplicons <2kb
Cycle Temperature Cycling
Time
1 94°C 2 min
10 98°C 15 sec
58°C 15 sec
70°C 2 min
30 98°C 15 sec
62°C 15 sec
70°C 2.5 min
1 72°C 10 min
1 4°C constant

Genomic DNA (20pg/ml) 0.7
H,O 1.6
Total 7.0

PCR condition II:
Amplicons >2kb or GC-rich amplicons

Cycle Temperature Cycling
Time

1 94°C 2 min
10 98°C 15 sec
58°C 15 sec
70°C 6 min

30 98°C 15 sec
62°C 15 sec

70°C 6.5 min

1 72°C 15 min

1 4°C Constant

Note: For PCR reactions that initially failed, 30 to 40 pg/ml template DNA was used.
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Supp. Table S3. All PCR Primer Information and Primer Plate Set-Up

Note: For primer plate well position, the first number is the plate number; the last two numbers are the well position.

Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl('gg;] PEsleirI\]:z%II PCR Condition
NMLOISHTL ypia accAccTaTTe T GITATTCTTG 4L mon e
NMLOONIS3  PTRRCHS ey o S aTTanGea BTz G
NM_002908.2 REL#3 E??é‘%"éTTGCAATATTC gggﬁgﬁGAAATCAACA 208 1703 Iclziléli?irofr’l(ITR
NM_003998.3 NFKBLA0 éi,zﬁiggATGGTGATA ¥ggg,%?TchACTAATGT 205 1To4 Icl(e)ilcllli?iroﬁ(ITR
NM_002838.3 PTPRC#10 AOAATOCT TTATCCATG T T AAAT LCTTOATTTC 231 ITos peBular PCR
NM 0010338551 DCLRELC igggéCATTTTGGATTG (TjiﬁggCAAAGTTTTTGT 214 1706 lézﬂlizroi(;R
NM_002264.2 KPNAI#8 ziTT%i&CTTGGAAGGA éﬂ?gggfﬁ&TATCAA 266 1T07 léziglifiroi (;R
NMLITSONLBRCIAS  CSPniGerr o oriactatar 26 G
NM_005904.2 SMAD7#) gj(:;%“%‘lglCTTTCATGCT ;I;FCF(TiigiAGTCTTTAGCA 238 1T09 Iclziléli?irofr’l(ITR
NM_001033855.1  DCLREIC#II  SSIARCAACCTOTTICA ATCIAAACATICAGEE 233 ITI0 - JeBuar PR
NMLoos902 smaDTH RGA T TAGAAC om0 am
NMLOOI#2 TNESESHL OGO g oz G
NM_003037.1 SLAMF1#4 iiﬁgi%%‘:AGGACAGT iiﬁgiﬁé}éCTCTAGG 219 1T13 gziglifiroi (I:R
NMLOOTSS3 ke ATTIGGGAAG. o ceeTTTA e G
NM_006509.2 RELB#6 CCCAGTAAGGCTTTGGT CTGGCTACCCCTCCAAG 239 1T15 Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] Pllzlrcle_n\]_/?/:ell PCR Condition
Position
GAC TT Condition I
NM_022406.1 XRCC4#6 (Tj%f‘:gggAAACAGGA (TjiiiCCAGTGTCATCAT 423 1T17 gziﬁlifiroi (;R
Wiy TNSFERRG CAMGMTCCIGGEN TICSTCMAGIETCTT gy, e
Womes v MOATMGGGAT STTOMOWCONGA gy e
wiomas  0CCEe CCTGMTCTICTIO TIGDGUTAGOTE g,y e
NM_031466.3 TRAPPCO#6 Ao (CAGTOATCTCC - CAAACADOUTIACAAA 701 1722 EZ%IS‘;OE ®
Wowa e CICCTGGGATATIC TACIGTCOMGIGGT oy e
NMLOG63  TRAppcons  UAMAGTGGGAAGGCAG ACCCACCAATCAATCA gy gy, RealarPcR
Woan G MASOITAMGNG ETAGCCTOACCTANA gy Sl
NM._ 003998.3 NFKB1422 é/TxTGCCAGTGGGCAAGA ﬁ;i(;AGAAAAGGGGGA ™ 127 gzlglgli?iroi(;R
NM_001033855.1 ~ DCLREICH0 A G A CTACCAAG 793 129 nglglifiroi R
NM_002838.3 PTPRC#2 TGATTCACATATTTATT CCTGCAATTTCTGCACT 384 IT32  Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] Pllzlrcle_n\]_/?/:ell PCR Condition
Position
TTGTCCTTCTC TGAATA Condition I
NM 0133142 BLNK# igé?TCCCéXATCAACATTT gCAgﬁTC%:STATTTCCCTT 471 1T33 gzigli?iroi(iR
NMLOIS2  TBK IS TGGOTCTTG o CAATGAAGAC 9 ama R
NM _016734.1 PAX5#2 FS&‘%%&AGACTAGCC éﬁgﬁéﬁgﬁAGAGAAGG 551 1T35 gziglifiroﬁ (I:R
NMLOONSS4  (pNe' GITTACAA  AAGCAACA ot me G R
NMLOSSI3TCHSIE OUTGGGAGAT . GAAAGCAGA 76T I G
NM_032682.4 FOXP140 ggéi&c%AACTTGAATT %?éggg;:TGATGGTT 570 1T38 Ezlgltéli?iroi(iR
NMLOONIS3  PTRRCO GGerna O CCraeaa o seme R
NM 0167341 PAXSH] iﬁTAgGA?TGTTGTGCCC iE}T(}T(?rC%?ACAATTCACC 749 1T40 gzigli?iroi(;R
NMLOIS2 TS AGAGGOATTA - CAAATGAAC e 1000w o O
NMLOOSOS3 Nipine© Craacer o aTeaterag 865 rme G R
NM_203351.1 MAP3K3#16 e n U SAAGAAGTA — GASTHARAATAACACT 822 T4y JeBuar PR
NM 0314663 TRAPPCos21  LTOAGTCATAGCTCTAG  ACAGGTGAGCTTGICT 3 gy ResulrPCR
NMLI4TO0L  TRAFSIPMS GROACCTGICAT | GACCTCACAA o 88 me s
NM_001250.4 CDA40HS égggglé%cgféTCATCT (T:ETTE}CTCCATCCAGTGTT 509 1 T47 gziglglizrolr’l(IJR
NM_024528.1 NKAP#4 &%A%/égACCTCCCTA il;}rgiﬁ?l("}GGGTCCAA 708 1748 Iclziléli?irofr’l(ITR
NM_005657.1 TP53BP1#0 to TTATTTAGGTTTAGACT GATGAGGCAACAGGTA 946 1T49 Regular PCR

10
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
TP53BP1#2 GCGTGAGC CAGATAAA Condition
NM._ 001252.3 D702 gggg(T:gTAAACCTCCA /Z%TACT%TCCCTT/;TTCTTCA 811 1T50 Eiiﬁli?foi(fR
NMLOOIZTS3 s ATTAAGTAGCAT  ATTACAA 000 sz G
NMLOSUSI o3 JTAGACAGCA o TGAGATCG o 1om sy G
NMLOSUSI o TGAACAGAAG  AGICAAACA 14 mse G e
NM_ 1453311 MAP3K 740 (T:iTA/X%(c%iCTTGATGGT S/E/TJQ%CC/ZCCGGAATAT 1602 1T55 gzlgltéli?iroi(;R
NM 0219753 Egtﬁ; to gggﬁg??CACCTATATC é?éTTCGTCéAGTCTTGGCCT 1640 1T56 gz%li?iroi(;l?
NMLOISMTL oy TTIGIGATGCCTATGA  CAGGTIGTT 198 st G
Moz PPIRELI ATMANGCTCAMIT | GUMOMOTOMAGGTS gy jpgy Restu P
NM_019594.2 LRRCSA#1 L TITCATAAA - AGUACAL COTOATTAT 995 ITs9  gesuar PR
NMLOOSTIZ A AGOCCTICTAA  CTGACACAAGA o 1TI6 160 o
NMLOISSTL Gyt Gateratian o roTaaoaage 1 G
NMLOOSSOL3 NiepiinieC TCAATACAT - CTAGCCCTTG 017 Tes G
NMLOOIOI93 s TICCCICTICACC  CCAACTTCTTA o 138 atse G e
NMLOOTI24 DiNionie T GGICICCTA . AAACGCAACGTA 1620 Tes G E
NM_000061.1 BTK#6 to BTK#7 ~ATGGTCTTTATATGTGT TCTTTGAGTGTGATTCT 1251 1T66 Regular PCR

11
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
GCAAGGCTGAGA TCTGGATTTGAG Condition I
Nomsss  NKBIBS© GTACCICITIGECATAC TCTGAGTGANTAMGE 13y gy Reaulr P
NMLOI2SE2 i AGAMTGOTT  CCTAAGAAA 190 mes e
NMLOOSI784 BCL3 CAGAAGAT 00 ActateTrrerta. 1015 1T
NM_002166.4 ID2#0 to ID2#1 ?%SggligéATTAGAA ?gﬁTGSTTéTC:AGCTCCT 1466 1T70 gziglifiroi (I:R
NMLOO0S362 RAG2 COATCTCTAR 0 ARTCTGAAAG 101 w7 G
NLootogs2  TOPBRSI0TGATITGAGGCGCTAT ICCTANCTITANTICT gy Mol
NMLo24402 - MSH40 CTCAGTCICC | CAGACTCACC o 17t e
Noussos  CARDIOI CTGTGAGACATITATCT  GAICHAICTICOMT )y, Reae PG
NMLOI4SS03  CARDIH  GrGriG | CGAAGAAAGAG M TS e
NM_003010.2 MAP2KA#0 ¥¥?ﬁgg}(éTGCAAACCAC %gjl:g:rfggill:TTCCTGTA 1193 1T76 Icl(e)il(lilizrofr’l(iR
NMLOISSO3  GoRplop7 | GTGTGTGT o GAGCTOTGT T e
NMLOMSSO3  CARDiosls | GETOCTT - GACACACATAA BT AT e
NMLo06s92  RELB0 AGOTGTAGAG  ACCCTCAC om0 1T
NMLOOSLI  BTKAS©BTKT GeiiGaeTanca TCTGGATTTGAG 1351 TS o B
NM 0030102 MAP2KA#0 ¥$ﬁgé(éTGCAAACCAC %g;l:gggg:%‘TTCCTGTA 1193 1T81 gziglizrolr’l(liR
NM_031466.3 TRAPPCO#22  ATARCACCTATGTCCA  OTCTCATUTTCACCATT g5 ITgy  QeBuar PR
NM_000431.2 MVK#4 to AGGTTCAGAGTGGACT ~ CCCTTTCTGATATCTCT 1143 1T83 Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] Pllzlrcle_n\]_/?/:ell PCR Condition
Position

MVK#6 TGTTCTTT GCAATTTA Condition I
NMLOMSS03 CARDIOS G e T ARG e mse R
NM_001716.2 CXCRS#1 gﬁg?gg}TGACATTTGGT (TjﬁﬁggééAAGCAGCAA 1225 1785 ézﬁlizroi(;R
NMLOOUS22  TNFRSFITEZ  Garpaangr o acaAcotetatar | 18 186 G R
NI s RACGTCAG . TGATAGAGG 9 G
NM_000061.1 BTK#2 10 BTKHS  ormanqa o o oTOT T ICTes TITCTCTTTET 1999 ITgg  eBuar PR
NMLOO6S213 TRESH0 GOTCICGATGG — AGCAGGCCACT - s mso G
NM_001080547.1  SPII#2 to SPI1#3 %S?TT, ﬁTTfTfoTTgTGCAG ggigﬁ%ﬁ‘cmm% 1830 1T91 lézi‘éli‘t‘iroi (fR
NM_031466.3 TRAPPCOs21  LLOAT CATAGCTETAG A A o CTTaTed 638 iToz Bl POR
NM 0051784 BCL340 E%E%Eﬁ%GTCTCTTTCT /TxéTcTchGgGCTTATATCC 1376 1793 Icl(e)il(lilizrofr’l(iR
NM_003223.1 TEAP4#0 gﬁggTACCTCATCACC ?g?gggGTCTGTTTGCA 920 1T94 Iégiléli?iroi(iR
NM 0161233 IRAK440 gg;?%"?ég%AAGTTGCTG E}%(%(;CATAGTGGAGA 400 1795 Iézlgltéli;roiCIR
NM 0133142 BLNK#0 KTC(%/égé(TjGGACTTGATT (Tj?éﬁch:TTTCCAGGAT 618 1796 ézﬁlizroi(;l?
NM_178037.1 ERCI#11 ggﬁ??ggéATGTGCTA é(éii%&C:TAAAGCTGT 517 2Tl gz%lizrol;(;R
NM_005657.1 TP53BP1#9 ??S(T}SKTC%TTAGTGGTT %??gggfg AGGTGAC 480 2701 gziglifiroi (I:R
NM_004049.2 BCL2A1#0 O AAACTOACTAGOAG AT ACACCAAAGAACA 634 oy RoEUAPCR
NM_005923.3 MAP3K5#21to  CTGAACTTGGGCTTCCT ~ACAGGTTCCTCTTGCCT 814 2T02 Regular PCR
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Wang et al., Human Mutation

Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] Pllzlrcle_n\]_/?/:ell PCR Condition
Position
MAP3K5#22 TGACT TTCAC Condition I
NM_005923 3 MAPSKS#23  (OOTAUGAGOATIOA - BAAGCACACTOAGAGE 654 aro3  deeuar PCR
NMLOI94S it GOCAGCAGAGG - ARAGCATGG 7022 G
NM_002485.4 NBN#L3 ggé%‘??TTTACCATCTT /{gggggAATGAATG 134 2T04 gziglizrolr’l(liR
NMLOJERS ITCHAIO  GrraaTiaoa . CAGTIGTT M8 M0 GO
NMLOIIS TMCHAL GrRerig o GGAMATGCAAA W2 amos
NM_009082  RELY2 TITATGGTATGAC  AGAAGITTACGTTT 785 2106 G e
NM 0314833 — %gﬁgGGAATTTGGG %gg(r}TCCTCTCTTCAGCTA 635 2T06 lézitéliatliroi(iR
NM 0314833 B — $SSS$SSSAATAGTAG ggééﬁCCTGGGCTAA 756 2TO7 lézilélizrol;(liR
NM_002264.2 KPNAI#10 G T LATTICTOACA - T AT UOTAAGAT 400 ar7  ReEUAPCR
NM_005591.3 MREI1A#2 AGASACTTOOTOTA - AAACACTIGTOTGTITA 475 ooy peEuAr PR
NMLOOSIZ3  MAPIKSR2 pricCaca o ATACTATOAAA W6 ames G
NML004402  MSH4#I TANTICAAATCTT  AGAGGTAAA 37 219 G S
NMLOOA02  MSH4 CICTTAT L TGOCTAACAGAGE B 200
NM_147200.1 TRAF3IP2#4 ??/SET(:ST‘ATAGGTTTCCTC égig%ééﬁgi&c‘*mm 658 2T10 gziglifiroi (I:R
MO9S mpiiiie GACTTACGG | AAGGGATCA 89 amo G e
NM_145725.1 TRAF3#8 TTCTGAACACTTGCCAC ATGTACCTAACATAGC 597 2T11 Regular PCR

14



Wang et al., Human Mutation

Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] Pllzlrcle_n\]_/?/:ell PCR Condition
Position
CTGTCACTTT CCTCATCC Condition I
Wi e CTICCTICCTAMCCT  AGAGGAGITGECTICT gy g KeriCn
W2 wasn CACCICCCNGGGONT | CCOMTICIONITCCT gy gy Rl
Wit HGe ACAICKCIGNGING GOMIGNGGCAML g Rl
NM_001068.2 TOP2B#33 e ICAGTITGOTTT - A T AATCTTITCCAC 244 amie B PCR
ooy sy CASCTGNIOITOTONT AMATGCAGACTACS oy S
NM_178037.1 ERCI1#12 %gigggiAATTACTATC ééTCgTCIE;TGGGACTTCT 652 2T17 gﬁﬁf{oi (;R
NM_021988.3 UBE2V1#0 (T:g%éGTGTCCCTTCC égég:CA?ATACTTGCC 285 2T18 gzi‘élifiroi (IJR
NM_005657.1 TP53BP1#14 GTGTAAGGTGGTTTGG  TTAGGATTTGGGCACTA 289 2T19  Regular PCR



Wang et al., Human Mutation

Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] Pllzlrcle_n\]_/?/:ell PCR Condition
Position
AGTTTGAT ACCATT Condition I
NM_032682.4 FOXP1#7 E%EAA;:((E:CGCTGCCTA gézéﬂgggGAATTTGA 3 2T20 gzitélizrolr’l(iR
NM_203351.1 MAP3K3#2 ggi‘éii%GTTATGAAG g;éi%ggATGAGTAG 318 2T20 EZ%IEOE (;R
NM_004504.3 AGEG1#5 $,TATCTT(§::TTTGTTGTCATGTA %géi:gngTTGAAGA 129 21 gziglizrolr’l(liR
NM_004504.3 AGFGL#] g:(T:ﬁéqéAGCACTATTTG ﬁiﬁ”é%?iCTACACGTCC 218 121 gziglizrolr’l(liR
NM_003998.3 NEKB1#14 ¥2?$$SCAGATTCCAT /l;(g}ii(éCCAAACATAAC 287 2122 Icl(e)ilclili?iroi(iR
NM_145331.1 MAP3K7#5 ‘é%ggg%iAAAGAGAG ?éggﬁ?? AAGEACCA 655 2122 Eiiﬁli?foi(fR
NM 0024854 NBN#S ééTC[SéTTSTGCAGTATTC é?é\CT?{ATiTACTCGCCG 413 2123 lé:ﬁtéliztiiroi(;R
NMLITSOSTLERCIAIS qgapaiet o Aeerea et e
NM_004964.2 HDAC1#3 AATILNAT TOTAOAAA - [EAGA LAOCCAACTA 207 omag JeBuar PR
NM_014659.3 PPIPSK1#25 T SACCCTACTOOGA - O TO0AT TOCCTAACTA 544 omag B PCR
NM_031466.3 TRAPPCY#5 CAAOTIATOAGAGAAT  AAAGAAGGOTOCCTEC 899 amas ReEUArPCR
NM_001033855.1  DCLREICHI e GOAGGATICT L IAT LFCTTAATCTOE 362 omps Jeeuar PCR
NM 0219883 UBE2V1#1 Ei?g(T:(T}GTCAGAGAAC éﬁéTGiGGAGACTGGCTT 715 2T26 gzﬁlizroi(;l?
NM_005923.3 MAP3KS5#1 icG‘é‘:icGTfGGAAACAT %‘{‘ESS? GOCTTOACCA 859 2126 Eiiﬁﬁ?foi?
NM 0133142 BLNIS ggzgﬁiéATATGGCA ;i??ggéCCAGCATGTA 257 2127 gziglizrolr’l(liR
NM_145725.1 TRAF3#4 T OOCATCCTGA - ATACACATGACTETCAC 356 omy7 ReEUAPCR
NM_032682.4 FOXP1#8 TTTGGCAATGGTCATGT AAACTCAAAGCTCCAC 355 2728 Regular PCR
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Wang et al., Human Mutation

. Primer
Refseqi Amplified Exons  Forward Primer Reverse Primer Af“p"CO” Plate Well PCR Condition
Size (bp) "
Position
AGATTT CAAAGTAG Condition I
GAGACGGGTATATGGG ATCTTAGAAATGGCAG Regular PCR
NM 014659.3 PPIP5K1#26 CATTGA ATGAGACTG 515 2T28 Condition I
TACACAGGGAAACAGA GCATTAGTACGTGTGCT Regular PCR
NM_016734.1 PAXS#3 AGCAAAG GAAGTGT 406 2129 Condition I
GGAAACTAGAAATGAG TGAGTGGTGGAGAAAA Regular PCR
NM_004964.2 HDACI#1 CCAGAAAG TGAGATAA 318 2129 Condition I
TCCAGAGAGGATGGGA CATTGGGCAGAAATGC Regular PCR
NM 014314.3 DDX58#1 AGAGTG AACTAA 624 2T30 Condition I
TTTGTGGCACTCTGGAA TGTATTCTGGGCATACC Regular PCR
NM 199141.1 CARMI#1 GAA TGCAT 412 2T30 Condition I
ACTACCTGACTTTCTCC CAAGAATTGTCATTAG Regular PCR
NM _005657.1 TP53BP1#15 CTTCCTT GCAGACAT 734 2T31 Condition I
TGCTTCCTGTTGAGAAT CCCTTTAGCAACAAAT Regular PCR
NM_178037.1 ERCI#1 AAACTGA GAACTCTC 896 2131 Condition I
GTTGGCATTTGCTTTCT CTGTCATAGAAATCTTG Regular PCR
NM_178037.1 ERC1#14 TTTG CTGGATG 508 2T32 Condition I
CTCCTCCATCTTGAGTT GTCCTGACCTCTATGTG Regular PCR
NM_000431.2 MVK#7 CAGTGT CTAGCTT 753 2132 Condition T
GGAACCTAAACATTAA CAGTTACATGAGAGAA Regular PCR
NM_020661.1 AICDA#0 AGCAGAGC AGGGATAGC 393 2133 Condition T
TAATACGACTCACTATA ATTAACCCTCACTAAA
NM 024309.3 TNIP2#1 GGGAGAAACCCTTGGA GGGAGAGTGAGTATGT 617 2T33 Regular PCR
TGAGTGAG TTGTGTCTGG Condition I
AATCCTCAAGACACAA CTAAGGAAGAGTGACC Regular PCR
NM _003037.1 SLAMFI1#0 GCAGAAA AAACACAA 373 2T34 Condition 1
ATAACTTGCCCTTTCTC GCACTCTGGCACCTTTA Regular PCR
NM_004964.2 HDACI1#2 CCTTCT GGA 289 2T34 Condition I
GCCCAGTGACCATATTC CCAGCCAATAGTAAAG Regular PCR
NM_013314.2 BLNK#1 CTTATAG AAGGGTTA 417 2135 Condition I
AAGCATTGATCTCACTC TCCTTTCTCCTCATCTC Regular PCR
NM 013314.2 BLNK#15 AGGATTT TAGCATC 469 2T35 Condition I
TATTCGTGGCAGCTGCT GTTCAGCAACTAGCTG Regular PCR
NM _005591.3 MREI11A#17 GGATT GCAGTCTC 256 2T36 Condition I
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Wang et al., Human Mutation

Refseq Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
NM_015055.2 SWAPT0# ¥SSE?E$CTCAGTTTCT Eé}:CCTGTTfAGGATAGA 846 2T36 ézﬁlizroi(;l?
NM_001716.2 CXCR5H0 g??éf&AGCTGAAATG g?gggli?CAAAGGAT 180 2T37 gziglizrolr’l(liR
NM_015055.2 SWAPT70#6 ?éﬁgggngGGTTATG éé%?‘:g‘éiAGTTTCAG 558 2T37 gziglifiroi (I:R
NM_178037.1 ERCL#10 /é/TxTTchgTGACTCCTTCC giETA%/ECATTTTATCCT 83 2T38 Iclziléli?irofr’l(liR
NM 0161233 IRAK4#4 (T}SSAGCTGATCTCTTGA %éégggACTAGTTC 244 2T38 gzlgltéli;roi(iR
NM_005657.1 TPs3BPI#Is  AUSCCAOAGTOAAGET AL ILATEACCAGTAGET 194 ar39  desuar PCR
NM_004049.2 BCL2A 141 EgiiggﬁTACTTAATCT éii(éTGIAA(éT[GACACAGA 520 2T39 gzigli?iroi(;R
NM_002758.3 MAPIKEA10 ?ggiiTTTCTTTGTCTG éég::géGTGACAGGT 612 2T40 léziglizrol;(liR
NM_003010.2 MAP2K4#1 ALOSCCTCAGAATAGT - CASTICOACAGAAGAC 3¢9 amap  REUAPCR
NM_203351.1 MAP3K3#1 O AR CTCCCTOAG AL LIS TAATATAG 314 omar B PCR
NM 2033511 MAP3K3ts  CIACATTGAGCGAATA - GTTCCTTGAGAGTCAG 50 pyyy  ResulrPCR
NM_006509.2 RELB#7 igCAAGTTGGGAGCAC (T?IS(C}?AGGCCAAAGACC 338 yT1n lézigli?iroiclR
NM 0065092 RELB#3 ggCA/éAGGAGTTTGGAT gg(TZCTCCAGTCGCTTAG 289 2T42 léziléli?irOiCIR
NM_145912.5 NFAMI40 g?é}%g}CTTCTTCTGGTT ég(é?ri(élfé}AGCGAGA 180 2T43 gziglizrolr’l(liR
NM_145912.5 NEAMIA3 il(;CA"ig}rlé(:}TGACCTCATG gééiGCCTGAAAGAG 251 2T43 Iclzilélizrofr’l(;R
NM 0167341 PAXSHG ﬁgﬁﬁggTTGATTCTGG %gggz%(T:iTCTCTCTCTC 186 2T44 gzlglglizroi(iR
NM 0167341 PAXSH7 (T}TTgéxTTCTTGTTGCTTTGA (T}TAgTTgﬁTTCAGGTCCGC 247 2T44 gziglizroi(iR
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Wang et al., Human Mutation

Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
NM. 003200.1 R3] ég¥g$£$AGAGTCTTCT i(C}/Txgé:CTTGATCTCCTC 02 143 gz%li?iroi(;R
NM. 1735611 UNCSCLAT égééigéCAAAAGCTA ggg(T}GTTCCTCTTAGG 43 14 gziglietliroi(lm
NM_0245281  NKAPHI COATTGA T i CacAnGaa A2 ame ELEE
w1 e odGaecen GRG0 gy, o
NM_ 024528.1 Eﬁgzg 0 g/é{?}"g%;FTGCTTTTAAT /Txgggzzc/xGGAACCT 06 4 gztgllclili?iroi(;R
NM. 0011672 XIAP44 ?g§$$$CTGATTTCCCA iiéTACGTGGCAAGGTAGG - 147 léiigli?iroi(il{
NM. 0011672 XIAP4ES ?gg:ﬁcT(%fC%CTCAAA gég%:iACATTCAATCA T4 1us gzigli?iroi?{
NM_000061.1 BTK#4 to BTK#5 ﬁgﬁ%fCACAGACC g’éCA(Tj ﬁggﬁéTTAACAC 861 2748 Egi‘élifiroi (IJR
NM_013254.2 TBK 144 %&i‘ﬁ‘ﬁTGGGAAAG ggﬁ%ﬁﬁGACTGAATA 529 2T49 Iéf)i‘élii‘iroi(iR
NM. 002440.2 MSHA46 %(;ETTAT;ggACATTTCT ?CATCTATCCCATGTCACTACTTG 103 150 lézigli?iroiclR
NM. 0028383 PTPRCET ég&c%ﬁCT}TGATATTTT zi(c}gfrzéi(gACAGCAGA 463 V151 lézigli?iroiCIR
NM 0024402 MSHAS égg}(é’i(:}l;TGGTGCTGCT i}g?éTATTGTCCGCCATGTT so4 i1 gziglietliroi(lm
O i
NM_003037.1 SLAMFI#3 /T\i(;’iéiﬁGAATGCAGA giiﬁg@ﬁGACATGTT 387 2752 Ezlgl‘(‘ilii‘iroi(il‘
NM_001033855.1  DCLREICHS it o TTTACT AR TOACCATTCAAAAT 422 orsy  Jeeuar PCR
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Wang et al., Human Mutation

Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
NM 013314.2 BLNKALS égiééiéGAGAAGATG igig?:g?GCCCAGCT 90 153 Eiiﬁli?foi?
NM_005591.3 MRE11A#9 ggﬁ?ﬁgﬁ TAATCATTCT gi%?fgfﬁAATCCTA 450 2T54 gzi‘élifiroi (IJR
NM. 0055913 MRELIAZ1 (Ti((}}(;TTTTCGGGTCAATAT %iiggi/éCTGCACTTGC o4 754 gziglizroi(lm
NM. 013254.2 TBK 140 ggzéé§é§CAMGAGT ééi(()}AcgéCTACCATTAG o 15 IC{?)il(llliatliroIr)l(;R
NM._ 178037.1 —— gg/{iﬁ?ggAGCATATA ﬁé%/?}"rg(T:TACAGCCCAT 74 15 gztgllclili?iroi(;R
NM. 003010.2 MAPIKA3 EIMTATCGATTTGCATAACTCC igTCiiATiATGACAGCC 650 15 léiiﬁlffoi(fR
NM._003010.2 MAP2KAH6 écAziAA/(\;rTFTAAGGACTT gig:GGTGTGCTTCAT 603 156 gz%ﬁiﬁl{
NM_203351.1 MAP3K3#5 éi%mi};%AAACATT éé%ggg%ACAGTCTTT 550 2T57 Egi‘élifiroi (IJR
NM 0030102 MAPIK 44T ¥€¥$ETCCTTTGTCTCCC g(T:iETT(%CCATTCTTAGT o 157 IC{zil(llli?tliroIr)l(IjR
NM. 007372.2 DDX424] (T:E%%TAGCACAGCT géiigéi%iGGCAAGT 660 J1s Ic{zilclili?iroi(iR
NM_ 0030102 MAP2KA4H) é?ggggTGGGATTCTCA S(T:?éngc:ACATGCACA s J1se IC{gIgllclili?iroi(iR
NM_ 0027583 MAP2KGH] 12&%%ATTc}GGAGACATG géiﬁESCTTTCACAG 534 150 lézigli?iroiclR
NM 203351.1 MAP3K343 gggééGCCTAATGTT ﬁgééggiéCAATTAGT 120 150 lézilcllli?iroiCIR
NM_203351.1 MAP3K3#48 i};i%?iiCTTGCCTTTC i?gggz‘:‘?’*GCAATGG 638 2T60 gzi‘élifiroi (IJR
NM 0030102 MAP2KA44S ¥¥€%}(C:%"CTTTCCTCTTTG ﬁgg}(;l%iTAAATGCTTCC st 160 IC{zilclllietliroIr)l(;R
NM 2033511 MAP3K 344 égiggé;xTTAGTTGTGG g%/?ﬁgggTCTGCTTCTT 653 Tl gztgllclili?iroz(iR
NM 2033511 MAP3K347 (Tigéxggz%TGGAGTTTGT ﬁzéégg(éTTAAATCCTC 550 Tl gzigli?iroi(iR
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Wang et al., Human Mutation

Refseq Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
NMLOOGTSS2  MALTI2  GIGANTGAGTGA . CTICTGATA o T2 206 e
NM_006785.2 MALT149 ?é(l}"é?é]}“ATCCTTTGCC %gﬁgiiggAATGAAGA 623 2T62 gziglizrolr’l(liR
NM_014959.1 CARDSHO ECC}}E}AA%(%?:%GAGTCAT (T}i(%ll;cT?EiTTCCTCTGT 189 2T63 gziglizrolr’l(liR
NM_014959.1 CARDSY6 gig{%(é&(;AGTGTATTA g%:"l(;ig?gACCTTCCACT 275 2T63 Iclziléli?irofr’l(liR
NMLOSO.1 CARDSHT  CiGACACAA o CAMTAGGTA S ame G
NM_000234.1 LIG1#0 gg,:([iﬁ?ﬁTCTCACCA é%\é\éfé:ACAGAGGA 305 2T64 lézﬂlizroi(;R
NM_000234.1 LIG1#3 A A A AT OTAAG 649 ames  Seeuar PR
NM_006663.2 PPPIRI3L#11 gﬁé?géiéCCATTTCAT i%%ﬁéTGSSAAGGCAG 449 2T65 Egi‘éﬁf{oi (I:R
NM_004504.3 AGEGL#10 ?é}%"(l;??TTCTGGTCAT %é(?iiﬁ(;CTTTCTGAGG 556 2T66 Iclzilélizrofr’l(liR
NML009082  RELY TGCTAACCAGTCAA  GTGAGATAGACACA 9 2166 i T
NM_004180.2 TANKH0 ggﬁﬁégTAGCATCTTC é/(ig?éﬁ%:AATGGAGA 747 2T67 Icizlgltéli;roi(iR
NMLODISOS3 AGFGIZ fegniiy o Aee s amer
NM 0014693 KRCCEH0 zﬁ%ig;GCACATTCCTC gﬁgﬁig}ATCTGGGAG 133 2T68 léziléli?irOiCIR
NM_001469.3 XRCC6HT i}gg’iﬁ%ﬁAGAGAAGAA ?CA:((}}III/:;F}GGGCAAGGT 275 2T68 Ezitélizrol;(liR
NM_002264.2 KPNAL#0 (A}é;iggéAGGTGAATG ;l;((}}éiz:(;ziGTCTTCAA 835 2T69 Iclzilélizrofr’l(;R
NM_ 0224613 AZDi4 /Tx?:((}::&GGACGTGAT E’i(%ég/%é?GTTTAAGG 484 2T69 gzlglglizroi(iR
NM_032682.4 FOXP1#4 ﬁg;rgéxACTCATTCTCAGC ég/éz/éggzéAGAGACAA 136 2T70 gziglizroi(iR
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Wang et al., Human Mutation

Refseq Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
NM 0326824 FOXPL#15 ggigéAGTACCCTCA igg?gﬁéTCAATTTCAC 275 2T70 gzﬁlizroi(;l?
NM_032682.4 FOXP 145 éiﬁl(‘}l;l‘ééTTGCTGTTT géﬁﬁigAAAceATA 434 2T71 gziglizrolr’l(liR
NM_032682.4 FOXP1#14 iﬁgggﬁﬁCTACAATT gﬁgiéiggTCAGATAG 324 2771 gziglifiroi (I:R
NM_032682.4 FOXPL# g/%?g:TCTTGGTGGGAA giTAé%éiTGCCTATTAG 55 2T72 Iclzilélizrofr’l(liR
NM_032682.4 FOXP146 é(T}g??CATTTCATTCTCTG /Txg?fzé/éCGCCTTTGAA 366 2TT2 gzlgltéli;roi(iR
NM_003998.3 NEKB 144 gigiGTCATTTGTTCAT ?CA;\SAGGGCCTGTTCAT 400 2TT3 lézﬂlizroi(;R
NM_003998.3 NFKB142 gigi]:égACCAAATTT %gggéiGTTGTTGATCT 235 2TT3 gzigli?iroi(;R
NM_022406.1 XRCCA#] ﬁiégégr}??AGAATGTC g};&(}r’l};AGGTGTTCTGG 530 2T74 lézigli?irolr:(lm
NM_005921.1 MAP3K 1#1 COOATAAMTCAGCATA (L CANATOACCACA 692 ar74 RoEUAPCR
NM_005923.3 MAP3KS#11 ﬁi(T:gTA&GGGACTTGAG éggiiACATGGCTGA 51 2T75 Icl(e)ilclili?iroi(iR
NM_145331.1 MAP3K7#13 giégTCTTISTAGGCCATTG ggé?g&cTAGTCTCTGT 605 2175 Iézlgl‘éﬁ‘iroi(;R
NM 0059233 MAP3K 547 gié(T}ggTCTGAAGCGTT ggggGAATGCAGAAC 566 2T76 lézitéli?iroiCIR
NM 0059233 MAP3KS#24 EE&@ACCAGACTGCCT égégiGGGAACCACT 685 2176 léziléli?irOECIR
NM 0059233 MAP3KSH25 ggg?fGAGGGTAGCAT %iicG}iCACCTGGAGA 568 277 Eﬁiﬁlﬁfoi(fR
NM_ 1472001 TRAF3IP240 ﬁéigl("}l(":TTCTCAAATCA iéggﬁgTTGACTGGTTC 210 2T77 Iclzilélizrofr’l(;R
NM_005923.3 MAP3KS410 ggi?g?ATAGCTGAAC ggggﬁAACTTACGG 604 T8 gzlglglizroi(iR
NMLOOSO233 MAPSKSHS el OO A o es s s
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Wang et al., Human Mutation

Refseq Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
NM_002485.4 NBN#T éSgTTZggTTgTATCTTGA g?éTCTTTTgCCATGTGTGT 461 2T79 gzﬁli?iroi(;l?
NM 0038215 RIPK246 g}l:géégTACTATTCCATT $GASS?€:CACCTCTAA 739 2T79 gziglizrol;(liR
NM_001556.1 IKBKBHIS ﬁX(T:ﬁSACTTGGCTCC ??géggé%}ACAGACAT 268 TR0 gziglizrolr’l(liR
NM_031466.3 TRAPPCO#13 %c}g((};(}TAAACAGGAA /Txgﬁgé:CACTCTGCTCTG 395 TR0 Iclzilélizrofr’l(;R
NM 001556.1 IKBKBH0 E%E%AGAGCAGTG %gﬁéiig(%GAGTCAGC 395 T8I gzlgltéli;roi(iR
NM 0314663 TRAPPCO#S E(T}((}}TTEGCTCTTGGAGT ggﬁiégﬁAGTGAGTGT 454 281 lézﬂlizroi(;R
NM. 031466.3 TRAPPCOHT ﬁégii%GCTTTATCAGC %SE%CTAGGGATCTAG 578 P gzigli?iroi(ilz
NM_031466.3 TRAPPCOXIS ié(T}gGTTCCAGTCGTC %g(éi(C}CTTTACCTACTT 661 T8 Eziglietliroi(lm
NM 0211383 TRAF2#5 gﬁ(A}"lc"}GTGGTCCATGTG iéggAAACCAGGAAGC 237 2T83 Iclzilélizrofr’l(liR
NM_001244.2 TNFSFS8#0 SEACANAOATAAGGTG OO T MCCAACA 333 orgy  peBuAr POR
NM 0167341 PAXSHS E/%ggﬁcAf(?TGTATAAC /(iﬁl("}i/}(/i(é%TGACTGAC 587 >TR4 Icizlgltéli;roi(iR
NMLOIGTIL  PAXSHS GACTIGCT o Crcemr s e G
NM 0143143 DDX58413 éggngGTAGACCAAGA égTTéSCTGCCCTACACG 669 2TR5 léziléli?irOiCIR
NM_006573.3 TNFSF13B#2 gé?TGTAGGTTGGGGTTTCTA iiggggiiiGAATTCT 605 2785 gziglifiroi (I:R
NM_003998.3 NEKBI#18 g,:(C}(A}CAGTTGGAAGTT g?(l:"ECCTGAACCTCTGA 245 2T86 Iclzilélizrofr’l(;R
NM_003200.1 TCF340 (T:EESTASCACTCACAAC ﬁﬁg/égTTCTCCCCTGAA 260 2T86 gzlglglizroi(iR
NM. 0065092 Egigzg to g{/é(é?i(%TCTGTGTGTCC (T}ﬁgég((}}GGCTTATGTG 150 2TR7 gziglizrolr’l(iR
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Wang et al., Human Mutation

Refseq Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
NM_ 000234.1 LIG1#10 iggii%CTTTGACCTTG (T?;TjiECCTCAACCCTGT 345 2T87 Eiﬁﬁffoi(flz
NMLIZ62 Gl GICTTOA L TAGTATGG e amss R
NM_007372.2 DDX4240 //:ggg?gﬁAGAGACAT ﬁ?{}fgg&"CTTTGCCTCA 712 TSR gziglizrolr’l(liR
NM_006785.2 MALTI#1 TOATOLAAGAGGAGGA - GEAMEAAGGECACTAC 46 argy  RoEUArPCR
NM_005904.2 SMAD743 g%g/{(él(;’iCATTCTAGGA é/(igégCAAAGAGTTTG 714 2T89 gzlgltéli;roi(iR
NM_000022.2 ADA# E}%(;TATT(%(%GAACTCATA g&}ggCTCACAGTCCCA 287 2T90 lézﬁlizroi(;R
NM 0000222 ADA# géS?TTTTGCTGACTTGT gi%gli%TAGTCATAGG 409 2T90 gzigli?iroi(;R
NM_031466.3 TRAPPCO#14 gigé%éCAAAGACCTG é?fngTCGCCTGACTT 534 2791 Egi‘éﬁf{oi (I:R
NM_031466.3 TRAPPCO#1S /échGATGTTCTTCCTCCTC EEETTTCCACACTCCAC 767 2T91 Iclzilélizrofr’l(liR
NM_003998.3 NFKB1#1 g/TxTngTAGGTGTCCCAA /(i?gggggg?TTAACAA 238 2T92 Icl(e)ilclili?iroi(iR
NM 022406.1 KRCCA# gi/;iggTTTCTCAATCTT (T:gE(T:$:TTGCCCAATTAA 473 2T92 Icizlgltélizroi(;R
NMLOSMIS2  CARDIIO  apere o AcTAcATee e e
NM_031466.3 TRAPPCO#17 gggég?TCACAGGAAA Eigé%GTGAGAACCA 669 2793 lézitéli?irOiCIR
NM_002200.3 — ?éég:ﬁAGCTGATGCT ?ggéSgAAAGGGTGAG 797 2T94 Ezitélizrol;(liR
NM. 003200.1 iggzg to gg%&;’&gGAACCGAA gig?gGCCTAGTTGCA 658 2T94 Iclzilélizrofr’l(ITR
NMLOOZSISI  PIPRCHL  GrrcTar o CAAGIGAATG s ams G S
NM_002838.3 PTPRC#2S AR AATAAGECA G ECACATIAAACAA 225 aros  deeuiar PCR
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Refseq Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
NM_005923.3 MAP3KS#14 ggcT}%SAGTGTGAAAT g?iigﬁCAACCTGAGC 799 2796 ézﬁlizroi(;l?
NM_005923.3 MAP3K5#18 ?ég’?ég CCCAATGAAA E(T}SggééATTAACAAG 973 2796 gziglifiroi (I:R
NMI78037.1 ERCl AGTTGCTTA 1 pGTeaTTC oo s amo
NMLITSOSTT ERCIHS GAAACATAG  ATCCCANGT. o M0 3T
NMLOSIES3ITCHSS TGATTOAM " GAGTCAGAT 885 3t Gy
NMLOSIIS T ACACITICC o ACTCAAGCAAGA B3 R
NM. 004346.3 gﬁgggzg to E}EQFEGGACTTCTGAATT éﬁgCCCTGCTTAATCGT 773 3703 gzigli?iroi(?
NM 0208703 SIBRF1#4 igé,%g;:AAATGAGGCA iéigéSCCACAGCTAC 288 3703 gziglizrolr’l(?
NM_005732.2 RADS0#2 %gg:}:g?TTCAATTACC ggzg}éziTGCTTTCAAT 013 3T04 Iclziléli?irofr’l(liIR
NM 0059211 MAP3K 1410 éggg%ATTGGTGTAG ég(’l;%?cngTATCGACTG 230 3T04 Icl(e)il(lili?irofr’l(iIR
NM 0324152 CARDI 1412 ?Egi/?g%TCTGTCCTGT %%{g?g?GGCTCCTGTC 781 3705 Icizlgltéli?irolr’l(iIR
NM 03241522 CARDI 1422 ?ggggTGCCCATGAACA ?SAATTCTTGSGTCTTCTTTC 652 3705 lézitéli?iroiclii
NM_031466.3 TRAPPCO#16 %g}éé,:gATGTGCTTA %(c;gTCTTGGCTTCCT 944 3706 lézigli?iroicls
NM 0314663 TRAPPCO#19 %I%S;:CATCCAGCTCAC é(éz:?g?CTGGCAAGAA 760 3T06 gzigli?irolr’l(?
NM 001014432.1  AKTI#1 S IETEOCECT AAATEIOAATCCCOAT 327 307 poBUArPCR
NMLOO2GO1 IRFa GaTITIC T GGCACATICCTA s AT
NM. 0212552 —— gngxTGCTETTTTAGTGGGC é/l:g/éggAAAGGAAAGA 343 3T08 gzitélizroi(?
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
NM_001017963.1  HSPO0AAL#1  pOCASTTOGTTGAGTCA - EAATOGATTOGATICT 890 3T SeBuar POR
NML212552  PELIDSS GertGar T Gearta RS e SR
NM 0124522 TNFRSF13B#0 /‘:iiﬁg?ﬁgCACTAATC %ﬁﬁ%ﬁggﬁ%GGc 650 3T09 gf)i‘élifiroi (I:F
NM_ 1453311 MAP3K 7410 éiiéCA,éGA%AGATGGTG /égggE}CCATGTAATGC 204 3T10 Ic{f)igli?iroi(l?
NMLOUT2Z4  DDXIOBAL AN CANAT  ATCCAGTT o S0Lamo e
NM 033355.2 CASPSA4 (T;?(C:CTTTCCTGCCATGT EFTGCCCCTTGTCAG 292 3T11 lézﬂlizroi(?
NM 0014693 XRCC646 ggcC}%nTATTTTGCAT 8$g¥$ﬁéCTGCACTGT 285 3T11 gzigli?iroi(?
NM 0208703 SHRF149 éiggggAGGTTAGCAC giiigiAACCCATTAA 208 AT12 Eiﬁﬁ?ﬁ?
NM_005657.1 TPSIBPIHIG o oonOUCTCTAAACA  AAACALMAGTOTIOCAC 66 3Tz poEuarPeR
NMLOOIsS6IKBKBAT e O aAcees st G
NM_031466.3 TRAPPCO#10 /E%EE(;I%%ACTCCAGACC (T:g?éx:;:gTGAATCTTTC 965 3T13 Icizlgltéli?irolr’l(iIR
NMLOIGIZS e TGGCTGAAAAG  GTGICTACTTA 149 3t G
NM 0132542 TBK1#2 ?‘T“(‘?‘f&‘;ﬂfCAACTTC i‘;‘(T}ZTT%CT%TAATAACCA 1082 3T14 gzi‘élifiroi CHR
NM_004180.2 TANK#5 ?géﬁ%EGAACAAGA Eéﬁgiéﬁ?gGACACCA 1125 3T15 gziglifiroi (I:F
NM_012092.2 LCOSHO /Ei/é}ii%TgGGGATGATT é%ﬁ%é?i};AACTCCAA 1329 3T15 IC{ziléliatliroIr)l(I:F
NMLO020082  REL#0 GaoARG T GAATIACAGAGE 9T G
Nomsssa o casewo (e ACTROEETTTE G s e R



Wang et al., Human Mutation

Refseq Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
NMLOMSM3  YGraibin" AAAGITCICTTGG AGATGTAAT o 175 317 cotn
NMLOMSM3  YGrdies  AGAGGGTIT . AGTGATTAGC o les 3T R
NMLOI802 e Crretrea o GTCACTIAT o ams R
NM_004180.2 TANIG Eg???AG;gTAGTTGTGC ﬁgiig(;TACATTCTTCC 1675 3T18 Iclziléli?irofr’l(?
o MBOIOe  IGTIOCTCGTION AMGMGATONA sy RemkTen
woms  DDMSRL  TICTOGAGIOOG  CTGMAMAGOCONT ;R
NM_ 1472001 TRAF3IP2#1 igig%;\TTGGTCCAATC ECT}S(T}E,ETCTCTCTGCTT 1376 3720 gzigli?iroi(?
NM_147200.1 TRAF3IP2#2 G AAGAGETIC L AATAGTEGAAGT 882 3120 JeBular PR
NM._ 145725.1 ixgzg to é&l:rzé((}}/}r?rGCTCCAGAGT gi(éTGTGGAATGGGAG 1209 321 Iclziléli?irofr’l(liIR
NM_015055.2 SWAP70#3 A TTOTTOAGT - AR TOAAMICCTAATAC 1044 321 RoBMArPCR
wowse HOWe CACIAOTITCIOICT AATCGOMNTON gy s RemkarTen
NMLO08072  TNFSFIH0  CacutrCaca o TCAGAGAGG B a2
NMLOOI2T83  Chugais' AAGATAGCC L ATTCCTGTTT 19 3T R
NM_005657.1 TPS3BPIHI0 i LGCTCCTOOCTATA W ACCAAROATAGTOTIC 161 34 B PCR
NMLOOTSS2 Napaim© GOTCTGGTA | GTacTaGTT o ameama G
NM_002758.3 MAP2K6#0 A ARCCTCCAGECA AR LA DOEACEE sy 3mas Seeuar PCR

27



Wang et al., Human Mutation

Refseq Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
o002 BN GataTaTcrae aerrcetere w2 ams o G
NMLOOEO3  XRCCSS gy O qaGaaTie 1o ame G
NMLOIOTS2 LG CAGAATACAA 0 CAGGAAGEATCT T3 3126 Gy
NMLOOIZTSS Gk CTGTAAATG o TGTGAAGGT 1008 T e
Mgy DIRCHEe GOTOMITATICANCCA  CAMIGEAGGGAGG gy gz Resuaricn
NM 0024402 MSH4419 %C}XTT(T;%?GAGGAAAC gii({:ii/}rﬁGTGGTCTGT 1000 328 gzigli?iroi(?
NM_022406.1 KRCCAHS ggé{??TTTTGTTGGGT }é(éggiTCAGCATTTC 399 3729 Eiﬁﬁ?ﬁ?
NMLOOS2042  MAPIKSIO  uCAGAACC . GTAGGAAAG ST ame S
NM_001033855.1  DCLREIC#12 4G  TTCCCTTATOOTC - GUCLICTACTGATCTTA - 55 3130 poBuarPeR
NM 0212552 PELI2 STASCTSggGGCTCATAA QEX%EFECAACAACCAA 135 3T30 Icizlgltéli?irolr’l(;IR
NM_145725.1 TRAF3#7 ggﬁéTcéAfﬁAGGCCTA (Ti(G}gli((}}ATCAAAGGCA 504 331 lézitéli?iroiclii
NM_031466.3 TRAPPC9#2 CIOACAT T STACOT DAANIFCTTCTOCEETT g0 3131 JeBuar PR
NM_031466.3 TRAPPCO#3 EcT;égggACTAATGATG Zé%i/é(:éCTGCAAGTG 246 3T32 gziglizrolr’l(?
NMLOISMTL CYLDHS  GigiGrancater o tiomrT o s amz G
NM_031466.3 TRAPPCY#O é/%;égggCTTCTGCTTT %g?gTCACTGACTCTCTCA 483 3T33 gzlgltélizroi(ilR
NM_022406.1 XRCCAH0 ETT/éTTTATé:CCTTGGTGTTT éTAéggéiiCCTGAGGA 318 3T33 gzitélizroi(?
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Refseq# Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
NMLOOISSGL IKBKBAS  CRCACCICA o AGGGAAAC s e G
NMLOOGOS44  IRFOHGIOIRFHT GOTACTICTAN  GOAAGAACA 89 R
NM_003998.3 NFKB L3 E’i(é:(é(iAGATTACTCTC EiCA%zég%}AGTCAAAAT 710 IT35 gziglglizrolr’l(?
NM_002485 4 NBN#4 gTTg?:Tc%AAGACCGAC éiéééii?GCATTAAA 375 3T35 Iclziléli?irofr’l(?
NM 0333552 CASPS4S g./T\GGAAACGACCCCGA g?ﬁACATGGCCCTTTTG 369 1136 gzlgltélizrol;(ilR
NM_001469.3 XRCC64] gﬁéiiﬁ%ﬁAAAACAAG iTc(%g(CjETACTTCCTTTAT 434 3136 légﬁglizroi(ﬁi
NMLOGGG32  PPPIRISLAS  Gnarr o0 AaeATA o oon et R
NM_021158.3 TRIB32 é,%?géATCCTGACCCTTCT %gﬁéGGTTTGGCTCAGT 22 3737 lézilélizrol;(?
NM 0010144321 AKTI#0 /S%TACTTTSAGCTTCCTTTG iggéiéi(;AGGAAGCC 304 3738 Iclziléli?irofr’l(liIR
NM_003223.1 TEAP4#6 EE}%TGGGCTATGTGT Xiﬁi‘éﬁ%ﬁmcm 433 3738 Icl(e)igli?irofr’l(iIR
NM_003200.1 TCF3417 g?g;g?:ACCCACTCTC %gTATTgTTTTGTTGCT 79 3739 Icizlgltéli?irolr’l(iIR
NM_006663.2 PPPIR13L#10 gé%gﬁAACATTTCA géﬁgﬁg SACGGTTTGTT 435 3739 légi‘élizroi CIF
NM 0049642 HDACI1#0 igiTCGCAGACCTTGGT i(T:ggi%CATCAAGATT 550 3740 lézigli?iroicls
NM_181715.1 CRTC240 zTG%(;?égTACTCTTCCC giggégﬁg}CACAAACT 290 3740 gziglizrolr’l(?
NM_021649.3 TICAMD %E:}(T:;\%ITATCTGTTTG (A}glc"}(é}(;rz(\}gAGGTTTCTTT 1033 3T41 Ic{f)ilclili?iroﬂ(l?
NM 0059211 MAP3K 14 gé?zggGTTTCAAGGT égg?TC:C(}jAAATACTTCT 1163 3T41 gzlgltélizroi(ilR
NM 0208703 SHARF143 i(Cj/i/é(éCATTATTGTGCA /Z%%CT}TGCTTGGTGA 989 3T42 gzitélizroi(?
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Refseq Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
NI SR GECTICTAT o TICARACAA o man e R
NM_015055.2 SWAPT0#L %gg%}ﬁ;{?ATACCAGG %%‘((;%(C}éTTCTTTCTTCCT 705 3T43 gziglizrolr’l(?
NMLOWS292  DDXIGS  GGAGTAATIG AATAAATCAAC 10 3mSR
NM_024528.1 NKAPH0 gggggéTTTATATTGA /TxéiggﬁGAAGCGGAA 685 3T44 Iclziléli?irofr’l(?
NM 0167341 PAXSHA géigiéAATGCCTAA gi?gi??[SAAAGATGA 1120 3T44 gzlgltélizrol;(ilR
NM. 032682.4 Egg}zg to (Tjgggz(%ATTTCCTGGCT gi(;iéig(;TGAGAACC 1409 3T45 lézﬂlizroi(?
NMLOO2642 R AAGAGTGC o GTAGTIGT s R
NM_031466.3 TRAPPC9#20 ggﬁ&GTGGATTTCGCT ?CA;(C}}SGCCCTTCTCATG 607 346 Ezilcllli?iroi(?
NMLOSIG63  TRAPPCORO  GOrciaCTanT GAGACTAGOAG. . UST IMe Cr
Moy DIPRCHGe  TOTIGTHIGACATOOM  CCAMMGACTAGAGAATG 5y ypyy  Resuar
NMLOOMGOT R4 GATGCTGTAAA - GGOAGTC om0 woas o (i
NM_014002.2 IKBKE#19 %iﬁﬂgE}CTTGAAAGC ig(é}iiTGGé‘:‘TGATGGAC 1548 3T49 gziglifiroi (I:F
NM 0151333 MAPKgIP3#1 o OCCOTAATIGOAAA - TTACAGAAACAGOCAG 587 39 RoBUAPCR
NMLITROSTL ERCIO GIICTGITA " CACACGTAGA 1% a0 Gy
MLy TOB2e TICCATAGTIIONG  TCAMCEICOMGCTC gy gy Restar P



Wang et al., Human Mutation

Refseq# Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
NML0000222  UDREN GITCTGACTAT | GGAATAAATGT o W8T TSI o
NMLOO234T g AGGGTATIG  GGAATTAGT o 23
NM_000061.1 BTK#0 to BTK#1 égggzii‘éTCCATTATA ég}%i&(}iiiGAACTGA 1259 3752 gf)i‘élifiroi (I:F
NM_ODI00G610.1 SIAH140 GOTAAATAGCC  TGACTGAGAAC 2t 3t Gy
NMLOUTM24  DDXISB#  piCliCGOTTACA | AGCACACA 1M 3t
Wioosr  BEKBO  TCAGGGTOGAOTGGT  CTGMIGNIGACAGAAG 1y, gy ReplarRCR
NM_OO3S2LS  RIPK2#0 CATTTCAGG | GGAGAGAAAG 1766 3Ts4 ool
NM 0012504 CDA0KO E%%%EAATAAATGC %igZﬂ}CTGTCCACAA 1144 3T55 Iclziléli?irofr’l%R
NM_002503.3 NFKBIBH0 A UATTCAGCATA I TAGADTTCAGGAAG 451 31s6 ceuar PCR
NM_006044.2 HDAC6#21] ﬁgggCCCTTTCTGCC (C}ﬁgg((}}TTCAAGTCCTG 784 3T56 lézitéli?iroiclii
Wiz CTELe  CTIACTOMGNIAATG GMMACMAIGTMAACT jppy gy Replarfcn
Wioora PR TAACTACCIITOCT ANNTTAGCTCCCION g yry  Remercn
NM_006573.3 TNESFI3BHS  oomanirar A TTTA  TOALACACAAGAGEAA 1306 srsg ceeuar POR
Wiy TRSE  CACTMGTICATAGE COTIGMGTANIGICT gy jry  Remlrrce
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Refseq Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
NM_004556.2 NFKBIE#0 AOTOAMMOAAGOAAAC  LCTAAOTIOTAGATIATT 113y 3T59 gziglizroi «
NM_145803.1 TRAF640 %iggggﬁ?{{TCCTTGCG ??égg?ggTTTGGGATG 973 3T60 gziglizrolr’l(?
NMLO0I0682  ropnus' TTICATCAGG . CTAGAACTTGAG 1 aTe
NML00S9233  (sae " ATCTCCOTITGA  CATTTCTTTAT 1SS 3ol R
NMLO624 [ONhT AAACATAC | TAGAGATTG o msLoamel G
NM 0145503 CARDI10415 gg?g:gGGACATCTTT %:‘TAS%%}TAGACAAGCCAG 524 3762 lézﬂlizroi(?
NM. 001252.3 gg;gz(l) to éé((:}?ngAATGTCTCCT gggECTCCTGTCCCG 1510 3762 gzigli?iroi(?
NM_030662.2 MAP2K2#10 e e L IO 551 3Te3 ccBular POX
s NS SCOTCIOMONTGT CTOGMACCTICCTAC gy gy e
NMLOOIOIT961  piopoualbl | TTTGACAGT ACAGCATCACT 1046 aTer e
st MPUBL TGOS MAICMINGGCAICC gy gy e
NM 0151333 MAPKSIP3#4 Eigi%ﬁTTcT}TGTCGTGTT iggi%‘é%GAGGATC 1279 3T65 gziglifiroi (;IR
NMLOMIS02 e TCATAAAT o TGATGTAG O 18 3Tes R
NML0029082  RELMORELYS GreaacTToq o CTTCAAGAAATA 209 3Tes
NMLO04854  Nphn " AGAAACATA T TCTAAAGAA o 20eamer G
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Refseq Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
o T OO TR e R
NMLOI6IZ33 i’ ACAAAGTAGATT | GTATCIGTATTT 189 31es Bty
NMLOI6IZ33 e TCAGCATT L TGTAATAG o 26 aTes R
NML0OSTR2 s CCTAGCAA o CACACATACA s aTe o
NMLO0ST03  grrein GGOTGGTGCAT | GGAATARACAG M5 3T R
Wz Nase MGG TSR0,y
ooz fome MOMCGee SO,y
NM_001006610.1  SIAHI#1 GGAGTTCCACA | CTAATCCAGAG o+ 22 3T ol
NMLOR26824  poteis GAATITAC | TACTGCTGA o 2 It R
NMLOR4IS2 Dl GACACCATTT ' AAGGCAAGAT o s T R
NML00ST22 papciis’ NGTGAATAAG TCTGTCTCTAAA BRI R
ooz e A cen TG On e
NMLOOSSOL3 (Rl CGAGAAATA | ACAAMACAC o200 A e
R I
O e
NMLOZA4IS2 CiRpiie AGGATTCA | AGATGAGACA 22 ams SEEICR
NMLO06TES2 VTR GanGAAA T TGTIGCTGAA o s ame mEE
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
N0z BARE© TCAACCCRGOG RCGTAGRARIGRS g g e
Mo TRARRR CCICGGLANIGNGT | TGCIMGIAIGCCITIO  pppg gy el
Moz ey TACATGCIOTICOAGT ATTIATICCIGIIGITT gy gy RessrrC
Moo MREWAE  TAGGMGGIACOTIAT GITACCITGOICITIC s gy ResrECh
Mooz AKTELE AGHICCAGOIGCTITG | (CTCIGICCTICCTS  yy gy Rl
TRAF243 to CAAACATTCAGCTTCA
NM 021138.3 TRAF2#4 AAGAGAGTGGAGACGA AAGTCAGTAACAACAT 2487 3T80 Regul.a.r PCR
GGACACACTGATCTGA TT Condition II
NMLOOMGSI  Nivpgsu ' TCACCAGAC - ACAGATICCT o %m0 G
NMLOONISI  prpncie’ AGGGCTIA o AGCAATTTT om0 st R
NVMLO04402 N TGITTAAGAAAGOAGT  CATCTGAC oo 2 st iy
NMLOOS383 pprein " GoARCAAT L cagaGeTT s e
NMLOOIS3 e’ CTGGCTAT o TGAGOTATG o 29 T2 G
NMLOSTOS  Guipriie | TGATIACTTA  COATTAAAGCA 1% 3T R
NM_003998.3 Eiﬁg}zi;to g%ﬁ?GTCCATGGGACA ;l;};(éTGGGGCCTTCTGAT 2276 373 Icl(e)il(llllatllrofr’l(;IR
NM 005923.3 MAP3K5#28 to AGTCAAGGTTTACATTA AAGCAGTATTCTCCATT 2443 3T84 Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
MAP3K5#29  TGAATAGAGTTTGTGCT AAGATGGTCTTTGC Condition 1T
NMLISO2T6D  Gririn TAGTATAAA o AGTAGGAGA s G
NMLOOISSSL s ACATTAG  AATACACAG 200 aTse G
NM_031466.3 TRAPPCO#1 g%g?ff?&?c‘*cCAAGTT EiiTCTTiﬁAGCCCATCT 1422 3786 gf)i‘élifiroi (I:F
s AR GG STy, gy i
NMLOIGTSAL  PAXSHO NTATGIGAT 0 COTAACTTG oo 193ttt
NMLOOIOSISSSL  DOrRpiCals  ACAGATTT . ATGAACTG o 1ss e SR
NM_001033855.1  DCLREIC#I3 (., JTACTIATACTCIGE CACCHIATTCACATEAR 536 sTgg SeBuar PR
s TS Mociona GGGIANTCE gy, Kt
L0002 Nus’ TAGTGGOAAG  GGGCATCT e ses 3t e
NM_000270.3 PNP#2to PNPY5  C 10 TOOCATTATGOCTT GASTE! [TTCCTITETG 5553 31 Jeeuar PCR
NMLOO3L2 GO eraTIGe L cacaceT e G
NMLOOSSSTL qpippieis | GGCATCITT . GACACTGGAA 1999 312 G
NM_014959.1 CARDS#I to CAGAAAGTCTTATGGA ~ GGGATAACCTGGAAAT 1658 3793 Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
CARDS8#3 ATTTGGTGT ATAATCGTC Condition II
Ny RCCOI00 TIAGGTOCTCTCICTIC  ACMACITAGGOCTCTT yyp5  yypy  Resulr
MO0 ey CTeaca o errmetate e st G
NMLOOHZ i ToaaaGT o rermaere o st G
NMLOWSSOS  Cibpions" ATCCAAGTA  CAATTAAATCA 110 3mSR
NMLISOIZS s TaoacaTe o TrTaata s s G
NMLOOMGO3  Npccem GTGCCATA o TaTTAAGC 206396 e
NMLOOSUS02  Spn" LCTITAGAAATGOA  GGAAGCAAATA B2 316 G
NMLOOO9S3 Vil AGCATGITIAT  GICTAAATCTCA 221 aon G
N MAPROMTCICIGETTICICCCTIT CCTTICMATACCAGGT 5119 gy el PR
Nosesni TPSPITO TOCITOTAGTAGTCC TOTOTACGICACAAGE gy gy Rl PR
Nismgea AL TAIGCMGEIOTCCTCT TIOCCAIGMCATACTT 517y gy, Reslar PR
NMLOOIZTS3 Curiit’ TGAGCCTIGITTA  AGTATTCACAGGA 3055 4103 Gy
NMLOMS202  DDX460 L Celre T GOARCAAGTAT B aos G
NMLOOTIZL s AGAAGACAGAACC | CCCATAGACACA 2110 4104
NM _006573.3 TNFSF13B#0 to TGTGGAAATGTAGAGT AATACTTACACACGCA 2063 4T05 Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
TNFSF13B#1 GAGACAGAAC CAGAGAAATG Condition II
NVLO20STOS  GiniiC AAGATATGGAA  TCTAACATGC 29 AToS
NMLO2198S3 s CATATAMACTA o AAGACTGATTA s atos G
NMLOOOOGLT BTKHIT TIAATITGE o CAGTeCTeT o enT o S
NMLOOOOTAZ  CDMLGH  GETCATGGAGA  CCAGGTTTCTG o B AT
Noosaa AP0 AMCCTICIACCCITIAN ACIGACIONIGITIOT gy gy Remlr R
NMLOOIOGS2  qopnins WRIGTITAT o TGGTAGAGTGG 1S AT08
NMLOOK2LS  pipoie’ AGAAACTAGAAAG  ATAAAGCACACAA | 240 4109 G
NMLOOSTSS2 MR GCACAGCAAT . TAACTATGC o B0 oy G
NMLOOSGST-L piipoiinn ' ATTGARATA o ATAGOAACA o mMe2 a0 G
NMLISSOLT pipen© GEATATICCATOTT - TCCITATCIACTGC 24040 G
Nowsis  DDXWEG GCCATICTITCIIIONT  TAMMCAGAGAGAGAOT  yygs gy Rl R
NMLOOGTSS2  MALTHS  Gepriea o CAATTARAG s
NMLOOSOZLL AL CTTerTIGa o COTTIAACAT stz
NMLOM3I4I DDXSS0  GARTEGTGA ccaoacTitg BTtz G
NMLOSIS s AGTIGTAT o ACAGTGACCT 206 T3
NMLOI2S42 TR GICCTGAGTT " AacaaTGaTCeT 130 e
NM _014002.2 IKBKE#0 to CACATGGAGCCCTTCTT ACCTGAGTCCTGTCAGC 1985 4T14 Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] Pllzlrcle_n\]_/?/:ell PCR Condition
Position

IKBKE#2 AGGGTAG ATCTGTCC Condition II
NM._006290.2 gﬁﬁggﬁ to %ETA%CTGGGTCTTACA /Cx/TngTSSCCGCAAATCA 5588 AT15 gzitélizroi(ﬁ
Ny TRADISE TIOGCICIOCTCCANGT TOWTAGOONCATION | yypy  yqyg ResuiePCR
Moy DDXHIGR  AGAMATIGMAGACT  CACTATGITIOTITCT pgyy gy Reslrrer
NMLO0ST322 iniie TGGAGITAGAAGT  AGTIGATGTTT o 2651 4mis
Nooosa  TOPBHIOR AMNTACCTTAMATIO  GTOACRAAGCANGACC g iy Rl R
NMLOOIOGS2  10pni GCAGAGIGATTIG  ACAGAAACAAGGL . 260 4120 GOl
Nty TRATAG GACCAGOCCAGTCTON | CAOAGTOCCOMTACA  yypy  ymy  ResubePCR
NMLOISUSS2  SWAPTOO  Cqeqccanr o TCIAAMATATGTA B84t G
NMLOSHISZ  CARDI CATCICIAT o TAATGGTT st G
NMLOSMISZ ChpisC GACATICA o TCTCATAGG 2T G
NMLOOSSSTL qpinbioe  GCAAATAAG . AAGAGATTCA 2602 412 GO
NMLOOTSS3  MAPIKGAL GG GaGAMAGAAAT 28T
NMLOMSS03 CRppio TICTCCTIAC | ATCTTCA e aes s G
NMLOIS2TL e TeeACTIA L ATGTAAAGGCAAA B2 AT
Moy DGR TIGTTIGITATGITT | GCAGHIGCITIACTTT ) gy Kok
NM _015055.2 SWAP70#4 to GGGATTCTATTGTCTGC TTTCTCTCAGCTACTGT 2099 4731 Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
SWAP70#5 ATATCACTT ATCACATGC Condition II
N34T e SGmaaaT e e st
Wios LR ACHCGUMTTACS MATIGGCAGTCOA gy fers
W ML IGO0 CUOTOTONTIOC L
NMLSTIS e’ GTIGCATICT  GATGCTAAA 28 ams G
Nopa SIS0 CATCIOTOCATAGTOT AMGOTIGITACGIMG gy gy ResuePCh
NMLOSOSILI UNGHS ATGOTCCAC 1 GAGGGOAAATC 2597 4T G
Nwoosa TSI CCTTAGTGONCACCTE TANCOMOTOMATAG ygsy ypyy Resue PR
Nwonna DICR CTCTOAMTOOMON | ACCHCONCTITOCTCCA pysg  ypyy Ko
NMLO22552 i GraantarT o AGTTICGTA o 28w G
Nwomer BB TCCHIGAGGOCAGGGA  ATIATICCIIGICICC ppyg gy, RemlriCR
NMLOOSOHZ  pledllr’ CCTGAAATIGG  CATIATIC 2 amz G
NM_001571.3 IRF3#0 10 IRF3#2 0y AACTACOGAAR - OTOASCACTIGOAATT 1) 43 Reuiar PCR
NMLOO0Z  Nhains T AGTGAGAGAAC GTICTIGGGTTA 361 AT
NMLOISUSS2  GUibour’ GAATATGAGCTT  CTITAGCGTA B 4w G
NM 032415.2 CARDI11#16 to AACAAACAAGTGCTGT TCCTGATACACTGCTTC 2933 4T48 Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
CARDI11#18 ATAATGGTG TGATCTTT Condition I
NM 014294.5 TRAMI#10 Ig];(é(;’g}r(;TTTCAGTTC KTG?\CGCCTCAGCACATTTG 2279 AT49 gzitélizroi(?
NMLOSILL iR GAATAGG o ATCTGACACE s atso SRR
NMLITBOSTL ERCIS AGGACGTAT 0 RAGAGOAGAG 7138 4ms (el
NMLISN62 i GTCACAGA o CATreeTe s el
Mo DDMEZTCCATATACAGECANTT GTAMGCKICAGCTTG oy ypss Restaric
MLises  SIATII CIGIGIAGIGIACCTG. ATCAGAMTICANTCTA.  pygg sy RemtrPh
NLgrss2  JALTIE@  GATGITANTAMGTIGT CICTGICANITIANIEA g0 pps  Resuaricn
NMLOW2EL Gl ACATTTA o AGAMGA o aasatsT el
NLissea SIS GMGOAMNTGCAAGGA ATGTCICITGOAMGCTA g yrsy  Restaric
Mooz DDMOZLe  TATANIGTGGGTANIGT CAGMTICTITACCANG gy yrsy  Restrick
NM_001017963.1  HSPOOAAL#0 oo ACTACAAGGOA CLIGETRTTACAAATGT —5)33 4o geeuar PCR
NMLOS0Z  rNpEC TICAGAACG . AGACCACGAAGAG P 4Tel
NM_006509.2 RELBA10 Eggggﬁ;}TGCGTTAG %}?:TGCATC;%TTGGATGCT 2260 4T62 gzigli?iroi(?
NMLOGI2L3  BCLIGKO  AGACTeCTON o ATCTCCAAGAA BT e
Niogs2  TOPBRL ATIGAAGCCAGATIG  AGACIGAGCTACCTICT gy yrgq Kot PG
NM_003998.3 NFKB1#19 to AATTTGAGCAAGTTTAT CCCACATCATGTTGTTT 2240 4T65 Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
NFKB1#21 ACAATTCATTC TTAGTATTTAT Condition II
NMLOOIH2 R GTaGAAT o TGCTTGTA o 230 ates G
NMLOOSTIZ R CAGICAAGT o AAATITIGIA 3Bt G
NMLOOSOM2  pRegn TaAGTCCCGTA | TCATCAATCC ML AT
Moy TR0 GGCCTICTAVCAGA MIOACCITTACCACTG gy gy Rl R
N3 CATOR TANTICATAGCICMNTT ATATIATAICAMTOT sy gy Rl R
NMLOIGIZE s Grrrrreratar o ATTTIAATCRT 3104t G
NMLOME292 Doy GTATAATITGGIC | ATIGICTACTICT 322 4TS G
Moy DPXWZ0 TIGCOMOACCTAN | COCATITOONTAGCAC g gy Rl R
NMLOOSOM2  iReEs GAGGACAGATT  GIGAAATTAGG 3468 471 (ST
NMLOZSTO3  SHSRFISIO  GECa GG AGGTGGCTACA ST
NM 0219753 g}%ﬁﬁ (;o é?gSTTgACACATCCCTT é%:ggéTAAATGTGTG 2535 4T79 gzigli?iroi(?
NMLOO2S04 cpiois GAGTIGOAGGAA  AGGTGAMAGCAA 228 4ms0 Gl
NMLIOOIALL Rihe T GACAGACG o AAACAGTC e asie st G
NM_005080.2 XBP1#2 to ACATTAAAGCCACAAG TTTCCAGTGTTTAGGAT 3462 4782 Regular PCR
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. Primer
Refseqi Amplified Exons  Forward Primer Reverse Primer Af“p"CO” Plate Well PCR Condition
Size (bp) Position

XBP1#4 TCACCCTTTGC GGTGCCTAGC Condition II
DDX19B#2to ~ TTACACCTTTGTTTATT  AAATCTTGTGCCTCAGC Regular PCR

NM_007242.4 DDX19B#4 TAGGGACAAT CTCCTCTTT 3253 4183 Condition II
TNFRSF13B#3to ATGGATACCAAGGGAC TACTAAGGAGGCATGG Regular PCR

NM_012452.2 TNFRSFI3B#4  GACTGTAAACG AAGGGAATGTG 2176 4T84 Condition II
STAT3#9 to TTATAGACAGCTTGGCC AACAGGTTGATGTTTCT Regular PCR

NM_135276.2 STAT3#12 TATTTACC AATTCTGG 2345 4T85 Condition I1
SWAP70#7to  ATTGAATGTTAAGAAT  CTGCATATTTCTTCCTT Regular PCR

NM_015055.2 SWAP7048 GTTTGGCTTT ATTCCTCAA 2680 4T86 Condition I1
GGTGGGAGGGAGATTT CCCTACCTAGAGGGTG Regular PCR

NM_145803.1 TRAF6#5 ATGTGAGTGAA GTATGCAGTGA 2780 AT87  Condition II
HDACI#7 to CAAACCTCGTATTGCTT GTTCAAAGTTAAGAAC Regular PCR

NM_004964.2 HDAC1#13 TCTTGAG GGGAAGAA 2742 4T88  Condition II
UNC93BI#3to  ATATTCCATCTCAGTGC CACACTCTGCTTCACTG Regular PCR

NM_030930.2 UNC93B1#6 CCTCGACTCTCTC ACTGTCCT 2189 4T89  Condition 11
ATGAAGTGGGTCTTAG ~ TAGTGGGTTAACTGCC Regular PCR

NM_014659.3 PPIPSKI#27 CACTCTCTCCTGA ATAGGCTCCTCTT 309 4190 condition 11
CASP8#6 to GAATTACTGTGGTATA  TAAATAAGTGAAGTGG Regular PCR

NM_033355.2 CASP8#7 ACGTGACTGTTC GCTAGACATAAG 3348 AT Condition 11
TCTGAGCAACGGTGTA  GAGTGATCTCTGTGGTG Regular PCR

NM_002460.1 IRF4#1 1o IRF4#3 [ cTGAAGGAC TTTAAATAAGAT 3110 4192 Condition 11
NM 0151333 MAPKSIP3#5 to  CTTAGGAGCCTGGTAG ~ ACTTTCCTTTCATTACA S010 4703  RegularPCR

- : MAPKSIP3#7  ATGAAGCAGAAA AACAAAACC Condition IT
CHUK#13 to GACCACAATTCAACTC  CCTCACGTTCTCTGTTA Regular PCR

NM_001278.3 CHUK#16 ATAACACATC CTTTCTCTT 2504 4194 Condition I1
DDX4245 to GACAGAGCGAAACTGT ~TTCCTGGTCATTCTACC Regular PCR

NM_007372.2 DDX42#7 CTCAACCAATAA TCACTTGACTG 3156 4195 Condition II
MAP3K7#1to  TGTTCAGTGGCAAATCC CTACATAAACTACACA Regular PCR

NM_145331.1 MAP3K 742 AGATACTGTTG CACACATCTGC 3480 4196 Condition IT
MAP3KS#15t0  GTCACTTAATAGCTTTG CATTACTGTGTGTGAGA Regular PCR

NM_005923.3 MAP3K5#17 GGATCTTGAGCA ACACCAACTGAA 3443 STOL ~ndition I1
M. 145331 1 MAP3K7#6t0  TTTAAGCCATTGTTTCT TGAAGAATGACGCACC 1352 10,  Regular PCR

- : MAP3K748 GTAAGTCATGTGG TGTAAACTCAAA Condition II
NM_005921.1 MAP3K1#16t0  AAATGGTAGAATATGA CTTAGTCTGGCCTACCT 3259 5T03  Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition

MAP3K1#18 CGCCTAACTCTGG TGAATGTGCTT Condition II
NMLOO4ST RAGI ATTGGTOTTA o TecAACCTA om0 st SR
NMLOOSOSTL e T KGGACTIG T TGGTARACT 30 sTos G
NMLOOSGST-L poipoii;y© TCCCTAACT o ATGIGTCAG 361 sTos G
NMLOISMTL Gyipuis TIGATIGAGATT  GTCCCACTACAAA 338 STT G
Nooraa  CROLGAG  GACAGMGACTACGAN ACCAGICITCAGOTON oy gy Remlrk
NM_006084.4 IRF940 10 IRFO#5 Sy CAATIEACTCCCATA L TICATTUTOATAGTE  5p57 sTo9 - SeBuarPeR
Nwoosaa  NARKWAGTICICCTAGTTIANGOC AGACCTOOTOCNTATE gy ggyg Resur PR
NMLOOT22 pobie TOCTCTGGGTITG | GITACCAMAATC 3218 ST G
NMLOOOI0Z NRp s TAMAGAGTG  AGAAACAACA s stz G
NMLOOIZS3 g CCACAAGGATIT | ACTCCCAGATAA 345 sti3 Gl
NMLOOUS2  pprNies CTAAACAGOAAT  TCMTTAATICCA 313 st G
Noaa  BWIE  TAOMATOTIANGOTO | CMIGCIOAGOTICION |y g Realar bR
NMLOUTSHZ  Reprin GAGOAATTA  AAGGTGAGAC o 3 ST G
NMLO39562  TLRIO AGTCAGATG 0 TachGeTACE e smis R
N9 W Tercate o AAATaGTA s st G
NM _000270.3 PNP#0 to PNP#1  TGGGAAGAACTCTGAT AGTGAAATGCTAGGTC 3329 5T20 Regular PCR
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. Primer
Refseqi Amplified Exons  Forward Primer Reverse Primer Af“p"CO” Plate Well PCR Condition
Size (bp) "
Position

TAGGTTTACA AAGGAGTAGA Condition II
AZI2HS to TGCTACATATCAGATG ~ AGAGATAAGTGTCCTC Regular PCR

NM_022461.3 AZI2H6 GACAGTGTTA ATGGTGAAAT 3159 ST21 ondition IT
MAP2K3#9to  TGAAGTCTGAGATGGT — CAGTAGCTTATGGTGTG Regular PCR

NM_145109.1 MAP2K3#11 CAGATGTTAGGAA GGTGAGC 2608 ST22 (ondition IT
TCCCTCAGAAGCTCAG  CTTTGGGCTATTGTCTT Regular PCR

NM_206937.1 LIG4 AAGTGAAGTGAAT TTCAACCT 3337 ST23 (ondition 11
TCF3#4 to TGTGCACTTACTGAGA  TTTCTCTCAAAACAAGA Regular PCR

NM_003200.1 TCF3#6 GCCTATTGT CAGACAGA 3804 ST24 (ondition I1
DDX46#1 to CTGGCATCCTTGCTGTT ~ AAACACTGCCAACAGT Regular PCR

NM_014829.2 DDX46#2 CCTTAAACTC TCATGGTAGGA 3778 ST25 (ondition I1
MSH449 to TATAATAAGCAGTGGA  AATAATAAACTGAACG Regular PCR

NM_002440.2 MSH4412 TGGCACTAA AAGCCCAGGTAAGC 3736 ST26 ondition IT
IKBKE#11 to TCAACAATGTCACAAC — TCTCTTTCCAGGACCAC Regular PCR

NM_014002.2 IKBKE#13 TTGGGTAAGCA CTCTCCTACA 3527 ST27 condition IT
IKBKE#14 to CTTCTAAGCCCACTTCA  GCTGTAAGTGAACCCT Regular PCR

NM_014002.2 IKBKE#18 TCCACCAACTC ACACCTCCTGA 3683 ST28  (ondition IT
MAP3K5#8to  CTGCTTTCCACGTTTAG ~GCATTGCTTAGGAAGT Regular PCR

NM_005923.3 MAP3K 549 GAATTTGACTG ACACTCCACCAC 3655 ST29  Condition IT
TP53BPI#3to  GCTCTGATTAAAGTGTC CTTCCATATCACAAACA Regular PCR

NM_005657.1 TP53BP1#6 CCAAACTA AGTCTGC 3615 ST30 ondition I1
TNFAIP345to  GTGTCAGATCATGTTGC CTACAAACACTCTCTGA Regular PCR

NM_006290.2 TNFAIP347 GTGAA ATACGTCCAT 3601 ST3L ondition IT
TOP2B#1 to TGGATTGCTGGAGACT ~ CCGATAGGGAAGTTCT Regular PCR

NM_001068.2 TOP2B#3 GCTCTA TTGGAA 3585 ST32 - (ondition IT
CTCAGAACAGTCAGCC ~ TGATACACTGGTCTCAG Regular PCR

NM_002198.2 IRF1#2 10 IRFI#8 -\ 0 cCATTTAGT AACCTCATCTT 3819 ST33 - (ondition IT
ITCHA18 to GGGCATAGATGAAATA  GCTGTCCTAATGAGTTA Regular PCR

NM_031483.3 ITCH#20 GATGGGCATTGT GCTGTGGGTTC 3738 T34 Condition 11
ITCH#21 to GGGCCTGAGGATTTAT  AACGCTGAGTAGAAAT Regular PCR

NM_031483.3 ITCH#22 GGTTCTAACAAG CACTGGGAGATA 3754 S35 (ondition 11
M 005023 3 MAP3KS#3to  TGGCAGAGTGGAGAGT ~CCATCTGGTGTTGAGTG 1o 136 Regular PCR

- : MAP3K 545 AAATTAGAGGACA TATTTGCTTAAAGAT Condition II
NM 0151333 MAPKSIP3#13 to  AGGATCTGAAGGAAAT AGTAAGACTCTGGTTCT 3495 5T37  Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
MAPKSIP3#19 TGGCACTGAGA GGGAGCAAACAA Condition IT

Mot POMSS AAGIGAICGICTIONTT  COIGCAGAGITICIGIA gy gy Resrick
NMLO9TS2 o CITICATGCTGT | GOCATTACCAGTC | M6t ST R
NMLOUGTSS2  MALTIFIS  CreAGITTCAG | GOCTTTGTTGCT | M9 ST R
NMLOISS3 qmps© ToorTTior o cactTerTo 0 sm R
NLomsets MDA GOMANICCAGAGION  CATGANGAGACCCACS 3y gpyy  ResurPc
NML9102 e ACRGAACTT o TTaTeTCTTTAATGG | P STB GoE
NM_001571.3 IRF3#3 10 IRF3#6 LA ITAGTOTTTOTTT - AGTIGIATATAGCETOCA = 5303 sT4s  ScBuar POR
NMLOOIOIT963T  cpoohatie’ CCTCTGTAGAC  TTTTAAGTTGA 33 SMe
NMLOM6I93  1piEsn ATGACCATGTGA  AAGTGAGAGAG 3% ST oo
NMLOOII982  PRDMIAO  GOGTGTGTGTAT  TTAGGGAAAGAGA 65 ST
Nonorss  LGE2e TICHIGGCAIGACITIO CTOMOACTCATACCCT 37 gpyy Rt FCh
Nty NPSIE MARGGOTANCAMCCE GIGOCACICTICCTIAY yygs sy Resular
NM 0314663 TRAPPCY9#11to  CAGCTTTGAATCACCCA CTCACTGGAGGAAGAC 3888 sT51 Regular PCR
- TRAPPCY9%#12 TCTCAAGAAGA AGCAGAAAGGAG Condition II
NMLO06622 (ke AGGCAAGGAGT  catererrertr S st R
NM 145331.1 MAP3K7#16 AATTGAGCTTCCATCAT TCTCGTTCTATTCCTCT 3886 5T54 Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
CAGCTACTAAGG GTTTGCCATTC Condition II
N BT MOCACNTOACAGNTG | CAGTATGTONTCTION g sy Rl
NMLOIHIS2Z CRepiial TACCTACTGAGA  TGTICATCCTGT o 30 sTse G
NMLOIGTAL  PAXSHS GTCGTAATAGCA  TCAGTIATGGAAG % ST Coi
NMLOOXIS3 et GGATIGAGT o GGTTATCA 32 sTss G
Novss SR COWTTMCHICONTIT GTIGATATCCTCTTAG gy, gy Rl R
Noowra NSO CATGACOCONCCTA ATICITCCTICCTTION ypgy gygp Reauric
NM 001167.2 XIAP4#0 to TGAACAGATTGTTACTT AGTAATTCAAGTCTCCC 3911 5T61 Regul.a.r PCR
- XIAP4#1 GACCAAGGGAAG ACTGCATGCTATC Condition 1T
NMLOOSIZLL  MAPKIFO oA CGGANG  AGTGTTCAAAGA 10 stz G
NMLOITS2 ' GGTIGGGAGATA  AGTATGGTAAA 3% sTe G
NMLO120922  Icos#s GAGTCTTCAGAG  TATGCTGAACC oo 334 stoe G o
Noas  RIPOTE NTMONCCAONT ATACAGATCONGCCTT s Rl R
Nooss  RPOREIATIOCTCTAGAGTIA THOACTCTOCTICTE gy gpgg Reauric
NMLOOS3S3 i GATIGOAGCTGT - GGTGTCIGCTAC o 3T ST S
N DI GCACTOMGTATON  TTAMMAGCAGAGMTO gy gy Rt PR
NMLOOISO43 Reraiie CAGGGAGAACTA  CTAAGAAAGAGG 17 ST G
Noosa RADIO ANTTATITCTIOOAT TGTOTOTOIOIOTOTOT gy, gy Rl R
NM _000234.1 LIG1#23 to AGCAGCAAGAGTTTCT TTATTGAAAGAAATGA 3979 5T71 Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
LIG1#26 CCATAAAG CGGGATGAAT Condition II
NVLOOSI0Z  NppiEs  TCCAAGAC o CTIeTeAC a0 stz
NMLMSBILL URDRINT GGTAACCTCAT  CCACAGCTATT 4167 ste G
NMLOIBIZ PG Griaaca o AMAGAAGGA 4o sTis G
NwLonossiss1  DOREICHI  AMGGATICCACTIOTIT ATOMCTIONOCTANC ypyy  gyyg  ResuePCh
Noosser  IKOKBGG GGTATIGCOCTACAAG | TCAGMICGACATON g gy Remlar R
NMLOOSSOL3  MREIARIS OO TAAGCACACACAT 400 ST G
NMLOOIOSS2  oppi’® CATICACICACCAG  TCCCACTCTAA 4186 sms0 GO
Mooy NAPKN6w  CATITCIO0OAMAOTIG OCTIOICTAGCIACCE 4y gpyp ResuePCR
Nooss  NIBIDW TICICTIOGITICIC AUMCCTATCATOCAN gy gy, Kol PR
NMLOSBI e ACRACAATGG  GAAAGOGCTGAC s st
NM_002460.1 IRF4#5 to IRF4#6 z‘é‘éééi(éﬁgﬂﬁcc ?éég?gg%éfGGAA 4394 5T8S gziglifiroi (;IR
NMLOOSS9L3 NippiiaeC TCCTGAACCTIGC  TOTCTITCACAC 461 sTse G
NMLOME292 0 CCTACAGGGAAAGG  AATGAGTGGTCIA 4667 sT87 GOl
NM 015658.1 NOC2L#0 to TTTGTCGAGCTGGCGAC TGCAGAGATCAAGGAG 4129 5T88 Regular PCR
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Refseqi Amplified Exons  Forward Primer Reverse Primer /;:Tzfl(lgg;] PEsleirI\:/z%II PCR Condition
NOC2L#5 ATCAGT TATGGACAGGA Condition II
NLO00IR22 Ges  CTaereac - TaaTeeteace 400 s R
Nwoosaa  NAPKWI©TOCATCICTIACNTGET ATMONITIANTGCA gy grop  ResuiePCR
NMLOOSTSS2  NATTis T AGTTCTIAGCC  ACACATAAAGTCC 4213 s191 G
NMLOOIOGS2  qoponinn’ ARGGCCARA | CCTCCACATAA 1 3165 5Tz
NMLOM294S " GGACAGATTT  ARCAACAACC s smos G
NMLOI9AS ks TGITIGAGA o GAAGGGCAAAC 20T st e
NMLOOOSZ i TCOCTIGAGAAT  CCGATCAAGACG 4747 ST GOl
NMLOOSOL3  Niepiinks| TTAATITGAACA  AGCATAACTGIA 418 5196 GO
NMLOOSSE N GTGCIGTIC o GATGOARACT A eTor G
Ny A GMICIAMGIGANIG ACCAMMIGCTIAM sy gy RemlriCk
Nonsa VRSB0 AGGCTICCCTIOONOAT GCACGTCCTITCTCCTG gy gyy Rl R
NMLOD2L3 Begn ' GCAGTGAGOAA  GCAACTCAATC 492 o0 e
NMLOOIG22Z  Gegho  CAGOCCTOAMAG  ACATGAGAAGTA 50 6105 G
NMLO022003 IRESHLOIRFSHS preaTGTaGOTT | TGAATGTAATGTG 4 STOT
NMLOOSTESZ  MALTIHO GG TTA  AACCTAACAA M eI
NM _002755.2 MAP2KI1#7 to TTCAAGCCTTATCTGTG GGTGAAAGAAGGGAAA 4993 6T09 Regular PCR
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. Primer
Refseqi Amplified Exons  Forward Primer Reverse Primer Af“p"CO” Plate Well PCR Condition
Size (bp) Position
MAP2K1#10 GCTGTTTAATG CCATTGCTTAAT Condition 11
DDX19B#7to  GAGAAGAGCTGGCTTT TGCCTAATCTTCCAAGG Regular PCR
NM_007242.4 DDX19B#11 GCCTTTGAAATA TTGTGTAAATA 4902 6TI0  ondition II
MRE11A#6to  CATTGATGATCTTTACA AGCAGATTTATAGGCA Regular PCR
NM_005591.3 MRE11A#8 TTCCCAATCCTG CAGGAAACAATCC 4654 6TIL (- ondition IT
M 203351 1 MAP3K3#9to ~ TAGGTAAGAAAGCAGC GTGCAAACTGTCTTGA il (11,  Regular PCR
- : MAP3K3#15 AGCCTATCAACG GTGCTAGGAGAA Condition II
MAP3K1#11to  TTTGGCTATGTAAGGA  TCCTCATCTGTCCAATT Regular PCR
NM_005921.1 MAP3K 1415 AATGGAGGGTTT TATCATGGCTA 4840 6TI3  (ondition II
DDX4248 to AGAACTTCGTTTGGGTT CAGATGCTGTTGAAAG Regular PCR
NM_007372.2 DDX42#13 GTGACAGGTAT AAGAAGACCAGA 4906 6T14  (ondition II
LIG348 to TGAGGGAGTTCATTTCT GCTGAATAACCTTAGG Regular PCR
NM_013975.2 LIG3#14 ACCTTTCTGGTT GAAGTCCTGTTTG 4560 6T (ondition II
PNKP#0 to AACTTTCTAGTGGATGT CTCTGATGTAGAAAGT Regular PCR
NM_007254.2 PNKP#6 GGGAGGAG CTGAAAGCAC 3803 6TI6  (Condition II
CHUK#4 to TGATCCATATAAACTTG AACAAAGACCACAGAG Regular PCR
NM_001278.3 CHUK#S AGCATCAG AAGCAAACTGAGA 3289 6TI7  Condition II
PRDM 41 to ATGGTTTGAGGGAGAA  AGCAATGATCTTACAA Regular PCR
NM_001198.2 PRDM 142 TGAGAAATAGGAA TGTTCCACATCAG 4793 6TI8  (ondition II
RADS0#23 to ATTATCAGGCAAATAG ~ TCTTCAACAAATAAGA Regular PCR
NM_005732.2 RADS0#24 CCAGGTCAAGAAT GGGAGTGACCAAG 4397 6TI9 (- ondition II
IKBKBHS to GTTTGTCATGTGAACCG GGAACCTAACCCTTGCT Regular PCR
NM_001556.1 IKBKB#13 CTATATCT TCTTATT 4366 6T20 (- gndition II
KPNA 144 to TCTAGGTTGAGGTATTT TATGAGCCTGGAACTA Regular PCR
NM_002264.2 KPNAI#7 CTTCTGGA CACATATCA 4873 621 (ondition II
STAT3#13 to GTTCTTGGTGTTGAAGA CACTACAATTCTTTCCC Regular PCR
NM_139276.2 STAT3#19 GAGTAAGTG ATAAGGAG 4869 622 (ondition II
UNCSCL#0to  AAAAGAATTGGTGTGA GGACAGTAGCCATTCT Regular PCR
NM_173561.1 UNCS5CL#6 CTAAAGTGTG CTGACTTTTA 5006 6T23  (Condition II
TLRO#0 to AAGTGTCCTCTTAGAAT CTCAGAGTTAGCCATCT Regular PCR
NM_017442.2 TLRO#1 GGGGAGT AGCCTTC 4896 6T24 (- ondition II
M 1817151 CRTC2#1 to AAGGATGGCTGAAGGA ~AAGAGGAGACAAGATG . c1ps  Regular PCR
- : CRTC2#10 AATAGTGCT GATAAAAGATGG Condition II
NM_080911.1 UNGH3 to TTGTTTTGTTTATGTIT — GCCAGTTGCTTTGCTTT 2020 6T26  Regular PCR
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. Primer
Refseqi Amplified Exons  Forward Primer Reverse Primer Af“p"CO” Plate Well PCR Condition
Size (bp) "
Position
UNG#5 GTTTGAGG CCTCATACAC Condition 1T
CYLDH0 to TTCATTTGTGTGTATGT ~ TTGTCTACTGGTCAGCT Regular PCR
NM_015247.1 CYLD#I GTTTACTGG ACAATAAGG 2827 627 Condition IT
ACTGGTTCAACACCTGT TGCTGTGTACCTTTGGC Regular PCR
NM_004031.2 IRF740 to IRF7#8 - 1001 T 3445 612y Semulr PO
TNFRSFI13C#0 to GCAGGAAGAGAGGAGG GTGGTCTGTAGTGTCTG Regular PCR
NM_052945.2 TNFRSFI3C#]  AGACAGGTG TGCTTCT 2255 6129 Condition IT
TGTGACTGAGTACGGA  GTGGTCTGTAGTGTCTG Regular PCR
NM_052945.2 TNFRSFI3CH2 [0 lans 100 A 2255 6130 Jemuar PO
TFE3#1 to CTTCATTCAATCACTGA CTCAACACAGTCCAAC Regular PCR
NM_006521.3 TFE3#4 CCACCACTCC AAGGTCCAAAG 2785 6131 Condition IT
NKAP#S to TTGTAAGTTTGAATAAG GATATAGCTGAGTTTG Regular PCR
NM_024528.1 NKAP#7 CTGGGAAT AGGCTGAGT 2585 6132 Condition IT
Regular or GC
NM_182919.1 TICAMI CCACCACACTGGCCTC  GAGATTGGAATTGTAA 2693 6TG33  PCR Condition
ATAGCATTT ACACCGTATC 1l
Regular or GC
NM_002755.2 MAP2K 140 ACAATCTCATCAGCACT ACATTTAGAACAGAAC 1389 6TG34  PCR Condition
GAGTATCC TGGGAGGAG 1l
Regular or GC
NM_007162.1 TFEB#7 CTAGAGCTACCCTATGC GAGGTCATAAACACCA 1953 6TG35  PCR Condition
TTTCTTCC ACGTCTCCAAG 1l
Regular or GC
NM 0151333 ﬁﬁ?ﬁﬁﬁiiig ©  TTCCTTTCTGTGTGAAA CATCATGCAGAACAAA 1661 6TG36  PCR Condition
CAACCAAGTAGA GCAAAC 1l
Regular or GC
NM 015133.3 ﬁgﬁgggzg ©  TGTTTGCTCCCAGAACC GAGCCTGAGTCATAGG 1729 6TG37  PCR Condition
AGAGTCTTACTAC TGGTACAG 1l
AKT146 t Regular or GC
NM_001014432.1  ARTHO © GTATCAGGCGACGTGG ~GAGGAAATGAGGACCA 1945 6TG38  PCR Condition
TATCAA GGCCAGTTT 1l
IRAKI#10 to Regular or GC
NM_001569.3 TI AAACCCATACGATTGA  ACTTCTGACCATGAGA 2567 6TG39  PCR Condition
GTGACAAGGAC ACTTTGACTT 1l
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. Primer
Refseqi Amplified Exons  Forward Primer Reverse Primer Af“p"CO” Plate Well PCR Condition
Size (bp) "
Position
Regular or GC
NM_015133.3 ﬁﬁgggggz}g to CTACCCTCTTTGGAAGC TATAGGTGGATCTCAGT 2413 6TG40 PCR Condition
GTTGTT GCCAATTTCCT 11
AKTI#2 to Regular or GC
NM 001014432.1 AKTI#S AACTGAGGCTTGGAGA CACGGTGTGTAAAGCC 2096 6TG41 PCR Condition
GAGGAAGAGATG CTCAC 11
Regular or GC
NM_015133.3 ﬁggggzg? ©  CCCTGTACCACCTATGA ATTTCTGCATCGAGGTT 3498 6TG42  PCR Condition
CTCAGG GGCAAGT I
Regular or GC
NM 145185.2 MAP2K7#0 GGAAGACGGAAAGGTA AGTCCCTGAGATGACG 1704 6TG43 PCR Condition
AAGACCTCAGC AGAGTGGTAGC II
Regular or GC
NM_024309.3 TNIP2#0 GAGATTCAGACCCACA  CATTGCTCCCAGCATAG 1700 6TG44 PCR Condition
CTTAGCTC AGTTG 11
Regular or GC
NM 015133.3 ﬁigﬁgggi? ; ° TTCCTTTCTGTGTGAAA TATAGGTGGATCTCAGT 1661 6TG45 PCR Condition
CAACCAAGTAGA GCCAATTTCCT 11
PNKP#7 to Regular or GC
NM _007254.2 PNKP15 GTGCTTTCAGACTTTCT CTCAAGGAGAAACAGC 2325 6TG46 PCR Condition
ACATCAGAG GTTTATTG 11
MAP2K 748 to Regular or GC
NM 145185.2 MAP2K7£10 GAGGGAGGAGAACATA CAAACACCCCACCAAG 1743 6TG47 PCR Condition
AACCTGTCC TACAATAAAATA 11
Regular or GC
NM_005921.1 MAP3K1#0 CAAATCAGCAGCTTCA  AGGCCAAATTCAAACT 2117 6TG48 PCR Condition
GGATGTAAGGTA CCAAACAGAAGT 11
Regular or GC
NM 015133.3 MAPKSIP3#0 GTTAAACAGATTGCAC  ATCCTAGCACAGAATT 2148 6TG49 PCR Condition
GTAGCTGA AAACGCTTC 11
CARMI#8 to Regular or GC
NM 199141.1 CARMI#15 GTTAAACTCCTGTAGTG GGTTGTACATTCAAGTG 3035 6TGS50 PCR Condition
CCAAATCTT TGAGGTG I
NM _006663.2 PPPIR13L#0 to GTTTTAGACTGGGTTTG GACAGTGCTTGTAAAG 3232 6TGS1 Regular or GC
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. Primer
Refseqi Amplified Exons  Forward Primer Reverse Primer Af“p"CO” Plate Well PCR Condition
Size (bp) Position
PPP1R13L#5 GACTTCTC AGGCATTT PCR Condition
1I
LIG1#15 to Regular or GC
NM_000234.1 LIG1#17 GTATTCTTGAGTGGTCT ATGACATCTGTTTGGGA 3604 6TGS52 PCR Condition
CCTGTGTAG AACTCTAA 1I
TCF3#7 to Regular or GC
NM 003200.1 TCF3#14 CAGGACATCATAAGAA  GTCTTACCCACCCTCCT 3653 6TGS53 PCR Condition
CCTCAAACT GAAGT 11
ADA#3 to Regular or GC
NM _000022.2 ADA%S ATGAAGTGGGTTTAAT CCAATCCCTAAAGTTTC 4189 6TG54 PCR Condition
CTGCCAAGG TTCCCTCTTT 11
CARDI10#4 to Regular or GC
NM_014550.3 CARD10%5 AGTCACACCCTTCTCCA CTTCTATTTGTAAGCAC 1433 6TGS5 PCR Condition
CTTAGCTT TCCCTCTGT 11
Regular or GC
NM 199141.1 CARMI#0 CCTCTCGTTCGCTCGCT CGCCCTCTTTTCTCTGT 694 6TG56 PCR Condition
AGCTC CTGTC 11
Regular or GC
NM_005904.2 SMAD7#0 TCCTTAGCAGGCAAAC  CCCTTGTCCCTTCTCTA 857 6TGS57 PCR Condition
GACTTTTCT CTTTCAG 11
Regular or GC
NM_052945.2 ?gﬁﬁggggzg ©  GCAGGAAGAGAGGAGG GTGGTCTGTAGTGTCTG 2255 6TGS8  PCR Condition
AGACAGGTG TGCTTCT 11
Regular or GC
NM_001080547.1 SPI1#0 to SPI1#1  AGACTTCCTGTATGTAG AGCAGATAACCATGGA 3249 6TG59 PCR Condition
CGCAAGAGATT AGAAATGAACC 11
Regular or GC
NM _019594.2 LRRC8A#0 GCTCAGTCTTCCTGTGT AGTCTTGAAAGTATGTC 3114 6TG60 PCR Condition
ATTAAATGG GAAGGTGT 11
TFAP4#1 to Regular or GC
NM 003223.1 TFAPA4#5 GGTGGGTTCTGAGCGG CATATTGAGGGAAGGG 3065 6TG61 PCR Condition
ACTATCTTACC ACAGTCTT 11
AGGAATACCCTTTGAG GAGAGAACCCCAAGAG Regular or GC
NM 014550.3 CARDI10#0 AATTGTGG ACAAAAC 1290 6TG62 PCR Condition
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. Primer
Refseqi Amplified Exons  Forward Primer Reverse Primer Af“p"CO” Plate Well PCR Condition
Size (bp) "
Position
1
GTGAATGTGTAAGCAG ~ GGGAGATCTGATTTAC GC Rich PCR
NM_001080547.1  SPIl#4 ATGCAGTGT ATACGGACTTGA 1414 6G63  (Condition 11
IKBKGH0 to TGAAAACCCACTTTAG ~ ACCTGTGTCCTTTCCTT GC Rich PCR
NM_003639.3 IKBKG#1 CATCC GTAATAAAC 4706 6G64  ondition 11
CD79A#1 to ATCCAAAATCCAGAGA  AAGTGTAAGTAATTTG GC Rich PCR
NM_001783.3 CD79A#4 GTTCACAG GTAGCCACAG 3035 6G65  Condition 11
UNC93B1#9to  GGACCCATACAGGGCT GGAAAGGGTAGTCACC GC Rich PCR
NM_030930.2 UNC93BI#10 TAGTAAAGTTCGTAG ~ GAGCGTACCTG 3289 6G66  ondition 11
RELA#0 to CTAGATTGGGGTGGGT — TTCCCAGTGGTAAAGT GC Rich PCR
NM_021975.3 RELA#4 AGGACATTTTAAC GGGAGAGTACTGAAT 3445 6G67  Condition 11
NM 0205202 NFKBIA#0 to GTTCTCTTTTTCTGGTC ~ AACCTTGACAGGTAGT 1251 soeg  GCRich PCR
- : NFKBIA#S TGACTGGCTTGGAAAT ~ AACTTTTCACCCCACAT Condition IT
AGGTGTACTGTTCTGGT ATTCCTGGTAGGAGGC GC Rich PCR
NM_000162.2 GCK#0 TCAGATTTCAAG AAGGCATCT 1478 6G69  Condition 11
IKBKGHS to TAAGTGTACCCAGAGG ~ AGGAAAGATGTTTAAG GC Rich PCR
NM_003639.3 IKBKG#8 AGATTTATAAGG CTCACTCTTAAC 3046 6G70 ondition 11
TAAGCCCTTTGTAGTAA AGAAGTCCTTCCAGAG GC Rich PCR
NM_003639.3 IKBKG#2 ATGCTGTC AACTAGACACT 1153 6G71 Condition 11
IKBKG#3 to ATTGAAGCAAACACGT  TTGTCCTTATAAATCTC GC Rich PCR
NM_003639.3 IKBKG#4 CTTAAGCAAAGCTC CTCTGGGTACACTTACG 2970 6G72 (Condition 11
NOC2L#6 to ACTGAAGGAGGAGCTA  GTTCAGTGTACAGTTCA GC Rich PCR
NM_015658.1 NOC2L#11 ATGCACTTGAGAG GCAATCAG 3491 6G73  (Condition 11
MAP2K3#3to  CTTGCTGGCCACTGACT CTGTGATTTCTCAACAA GC Rich PCR
NM_145109.1 MAP2K348 CTCTTTTC GCACCAAGAAC 4897 6G74  (Condition 11
TNIP242 to CTTGTCCCTGCTTTGCT — ATAGCCAAAGGGACCA GC Rich PCR
NM_024309.3 TNIP2#5 TCTCT AAGTGAAC 3594 6G75 Condition 11
BCL3#6 to GTCCAGCTCTGATCCTT ~AAAAAGATATCACACA GC Rich PCR
NM_005178.4 BCL3#8 TAAGGCCTAGTITTCT  CCACGTCCTCCTTAGA 2434 6G76  ondition 11
UNC93B1#7to  GAAGTGTGTGTATGTG ~ CAGTGTGTCCATAAGA GC Rich PCR
NM_030930.2 UNC93B1#8 AGAGAGAGG CTTCCCTTCCAC 1660 6G77 Condition 11
BCLa 1o AAATAAAATAAAATAA  GAGAAAACTAGGCCTT
NM 005178.4 AAGGGTCCCTCTGGCT  AAAGGATCAGAGCTGG 1947 6G78  GC Rich PCR
- BCL3#5 ic
GT AC Condition II

53



Wang et al., Human Mutation

Refseq# Amplified Exons  Forward Primer Reverse Primer grz]s I(';g;] PESI{\:/E/%“ PCR Condition
NM_000022.2 ADAH0 iggi%AAAGTTGCTGG i’(l;?égCCGAAGGAAGA 534 6G79 ggng;t(;};nl)l(;,[{
NM_001068.2 TOP2B#0 éig?SgACGCTTGGAG ég::’%CACTTGCATTATCG 1357 6G80 ggnzillt(;gnPI(I:R
NM 2033511 MAP3K 340 ég’éTT(é(é'I;Té(ZI‘TGTTATT zlégéEﬁﬁTGTTCAGGGAT 1202 6G31 Sgnzillt(;gnPI(I:R
NMLOOIS®93  pilkihe T TACLTGAGTIGG  AGCCCTA o 2947 6682 i
NMLOOISE93 ke RGCCATT  AGTGAAGCAATTA M0 eGw e
NMLOWZOS  TRAMIO LG ARCTGATCC  TCAGACCTTGTTT 1T eas e
s MOEEY TGO WITATNG gy g SRR
NMLOOI982  IRFIIO©IRFISL (CCureacaGe | TAGCCACARACC 3880 6686 i
NMLOOGOHZ  plecn GCTGCCTATCT  CACATTCAAGTTA 2% 6687 i
NM_0O246O1  IRF4H0 TAATAGATGCAA  GCGGTGAGAGAC 2155 6688 (oo
NMLO09Z33  MAPSKSIO  GGORCTiATe  GACACTGAAAG 0SS 668 e
NMLOI9302 ot GAGCTGTA | GAAACCAAATGT V9660
NMLISIONT MAPZGHO GACTGAGATCCTA | TCCCAACCTGGA o M 66 e
NMLOO3483  UBEINWD  GAAGATGAAG  AGATCGCGOAAG 0466
M 0045043 AGEG 140 /Txéé(gggigACCCTACT gggggg:TCCTGCTA 1200 6Go3 ggnlztcignPI(;,R
M. 0306622 MAPIK2H0 CGGAGTAGTCAAGTGG  CTTAGGAACTCTICACC g5 ccioa g(():nl(};ggnpglz
NM 0212552 PELD#0 gg((:}TCCGGGATGGGATT gg?AGTTCTGGCCACTT 429 6G95 g(()inldiilggnPgR
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. Primer
Refseqi Amplified Exons  Forward Primer Reverse Primer Af“p"CO” Plate Well PCR Condition
Size (bp) Position
CAAATCAGCAGCTTCA TCTGCAAACAATAACA GC Rich PCR
NM_005921.1 MAP3KI#0 GGATGTAAGGTA AACTCTTCC 1532 6G96 Condition II
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Supp. Table S4. Performance Of Resequencing Chip On Individual Samples As Measured By Average Base
Call Rate And Number Of SNP Calls Detected Per Chip Before And After Quality Filtering

Before Data Filtering

After Filtering with SNP Explorer

Sa:rE)pIe g;;:; IC?;I;ES Cgf"%;)se Total Known Novel | Total SNP Known Novel
SNP calls  dbSNPs  SNPs calls dbSNPs SNPs
Patient So01 262703 262212 99.8% 809 170 1130 206 147 59
Group S02 262703 260816 99.3% 1938 222 3603 156 122 34
S03 262703 258833 98.5% 2718 301 6287 309 107 202
S04 262703 261457 99.5% 1054 351 1949 206 143 63
S05 262703 261474 99.5% 1191 190 2230 244 156 88
S06 262703 261628 99.6% 995 157 1913 319 124 195
S07 262703 260137 99.0% 2702 289 4979 176 146 30
S08 262703 247658 94.3% 10573 929 24689 425 91 334
S09 262703 262157 99.8% 943 138 1351 155 117 38
S10 262703 260750 99.3% 2395 238 4110 169 146 23
S11 262703 261316 99.5% 1303 177 2513 164 119 45
S12 262703 260278 99.1% 1347 248 3524 344 126 218
S13 262703 261437 99.5% 1133 198 2201 331 167 164
S14 262703 260902 99.3% 1362 205 2958 349 136 213
S15 262703 260290 99.1% 1807 234 3986 202 117 85
S16 262703 259770 98.9% 2649 249 5333 173 111 62
S17 262703 260873 99.3% 1173 193 2810 193 129 64
S18 262703 261482 99.5% 1056 182 2095 192 123 69
S19 262703 260782 99.3% 1905 204 3622 238 121 117
S20 262703 261470 99.5% 883 190 1926 224 138 86
S21 262703 260834 99.3% 1612 239 3242 364 149 215
S22 262703 261224 99.4% 1544 209 2814 198 127 71
S23 262703 258702 98.5% 2429 347 6083 380 135 245
S24 262703 259747 98.9% 2272 256 4972 358 104 254
S25 262703 257549 98.0% 3959 389 8724 354 96 258
S26 262703 258630 98.4% 3086 284 6875 425 79 346
S27 262703 257874 98.2% 3104 326 7607 442 98 344
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sample Total Called Chip Base Before Data Filtering After Filtering with SNP Explorer
ID Bases Bases call % Total Known Novel | Total SNP Known Novel
SNP calls dbSNPs SNPs calls dbSNPs SNPs
S28 262703 258469 98.4% 3587 314 7507 320 79 241
S29 262703 261393 99.5% 1499 205 2604 208 133 75
S30 262703 258188 98.3% 3025 324 7216 389 105 284
S31 262703 261052 99.4% 1218 188 2681 225 113 112
S32 262703 259564 98.8% 3391 359 6171 216 113 103
S33 262703 262085 99.8% 769 204 1183 167 121 46
S34 262703 260035 99.0% 2591 266 4993 340 153 187
S35 262703 259331 98.7% 2414 279 5507 422 90 332
S36 262703 261580 99.6% 1010 196 1937 325 150 175
Healthy S37 262703 260391 99.1% 1529 242 3599 647 156 491
Control S38 262703 261341 99.5% 1005 197 2170 583 156 427
Group S39 262703 261249 99.4% 1476 199 2731 595 147 448
S40 262703 262019 99.7% 1225 160 1749 283 124 159
S41 262703 261492 99.5% 1415 184 2442 279 134 145
Average 260207 99.0% 2051 254 4293 300 126 174
Maximum 262212 99.8% 10573 929 24689 647 167 491
Minimum 247658 94.3% 769 138 1130 155 79 23

Note: Total SNP calls before data filtering were done by GSEQ analysis; all known dbSNPs were mapped by SNP
Explorer program.



