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TNGTGA%GC}(;TGA ATTGTG
G-GCATBACTAGCTARAGAATTTCACARTGTGGATAACCTCCAGCCCTCTGACTC TATGCARAGCA- -GEGEECCTGAATGAGAGCATTG TG TT ATARA ACCTTAA - CTGEAGCARGACT

CACART
SoxB1

GGGCATAAC TAGCCARAGAAT TTCACAATGT GGATAARCCTCCAGCCCTCTGACTG TATGCARAGT A--GGAGGCC TGAAT GAGAGCATTG TG TTATAAAACCTTAAA CTGGAGCAAGACT
CAGCATAGCTGGCTAAAGAATTTCACAATGT GGATAACCTCCAGCCCTCTGACTG TATGCAAAGC A--GEGEGCC TGAAT GAGAGCATTG TG TT CTAAARCC TTAGG CTGGAGCAAGACT
GCG---BACCATCTTAAGGCT TTCTCAGTGTGAACAACCTCCGGCCCTCCGACTE TATGCARAGC GAGGE GGECC TGAAT AAGAGCATTGTGCTACAGGAGCTTAAC GTGEGAGCARGACT

Gata SoxB1
Y o
G.
TGATAG ATTGTG
-AA-BAGCCCAATCTC TCTGGTTATTTTGGA ——————— CATTCAAATGCTGICTAAGAGARAAGAACTCATTATGAC TCAGT TCCGT TAATTAGACG TARAT TACCATCTTT TGT- —-CC
g
TTATCy
Gata
TAARAAGCCCAATCTC TCTGGTTATTTTGGA—— ————— CATTCAAATGCTGTCTAAGAGAAAAGAACTCATTATGAC TCAGT TCCGT TAATTAGACGTAAAT TACCATCTTTTGT-—-CT
CAA-BAGCCCAATCTCTCTGGTTATT TTGGA -~ ——~- —- CATTCAAATG CTGTC TAAGAGAAAAGAAC TCATTATGAC TCAGT TCCGT TAATT AGARG TARAT TACCATCTTT TG T- --CC

-AG-BAGCCCAGITITGCTGGITATT TTGGAAA TTT AGCATTCAAACCATGTC TG ARAGAAAGAAGC TCATTATGACTCAGT TCCGT TAATT AGACG TAAAT TACTG ICTTTAGTGCCEC

Gata
A .|
TGATA
AATACAARAGAAGG TARAGGGAACTCTGCAAGACCAGAGGAT-CAGRAAT TCTARATGAGA TGAGAGCATAGGCTGGEAACGE -GG TGARC ACAAGAAGCCATTCAAC -AG-G-G——-C-CC
TCATGCATGACNE CACAAT
Pax2 SoxB1

GATACAARAGAAGG TARAGGGAACTCTGCARGACCAGAGGATACT GARAT TCT AATGAGA TGAGAGCATAGG CTGA- AACTG -AG TGAAAACAAGAAGC CATTCAAC TAGAGGCARGCEC
ALATACAARAGAAGGTGCAGGGRACTCTETGA GACCAGRGGAACCAGAAATTCTAATGAGA TGAGAACATAGGCTGGGARCGE -GG TEGAAC ACAAGAAGCCATTCAAGGAGGGAGGCCTEC
AGCACAAAGGAAGGTALACAGGAG TTCTGCAGGACCAGAGGATCCAGAAAT TCTAATGAGC TGAGAGEATC GG TGAGGARGGE TGEGEGGC ACAAGGCCCCATTGAGCCCCTC TG TGCACA



Supplementary Figure 1. ClustalW alignment of human, mouse and chicken N-
Cadherin En2-DP enhancer sequences.

Shaded bases are conserved across all three species, as reflected in the consensus
enhancer sequence. The consensus is annotated with putative conserved transcription
factor binding sites: those above the consensus are encoded on the sense strand,
whereas those below are encoded on the anti-sense strand. Shaded bases within the
annotated binding sites are conserved across all three species. The lightly-shaded box
indicates the position of a putative paired Pax2/SoxB1 recognition site, reminiscent of
the chicken delta-Crystallin (DC5) and Sox2 (N3) enhancers, which are synergistically
activated by Pax6 and Sox2 in the lens placode.



