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Fig. S1. Pof6 protein’s domains. 

A. Alignment of several F-box protein domains from S. pombe (Pop1, Pof1, Pop2, 

Pof6) and human (Skp2). The sequences are aligned according to the residues 

conserved at the core interface of Skp1/Skp2 and Cul1/Skp2 as described in 

Schulman et al., 2000 [1] (residues underlined with bold stars). The amino acids 

conserved at the variable interface of Skp1/Skp2 are underlined with regular stars. A 

consensus sequence of the F-box domain is written in the line below the alignment. 

The two residues in red are not conserved in Pof6 and correspond to the core interface 

of Cul1/F-box domain [2]. B. Schematic of the domains identified in the Pof6 protein 

by NCBI specialized Blast search; F-box domain (blue): aa 33-77, two Sec10 domains 

(red): aa 211-430 and aa 541-824, CAAX domain (dark red): aa 852-872. 
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Pop1          LTGFPAEITNLVLTHLDAPSLCAVSQVSHHWYKLVSSNEELWKSLFLK
Skp2          WDSLPDELLLGIFSCLCLPELLKVSGVCKRWYRLAS-DESLWQTLDLT
Pof1          LSLLPVEISFRILSFLDARSLCQAAQVSKHWKELAD-DDVIWHRMCEQ
Pop2          LSNLPFSIVQSILLNLDIHSFLSCRLVSPTWNRILDVHTSYWKHMFSL
Pof6          FGCLTINIYLKIFTLISTPDLCNCRLVCRKFQQLCDYNSIYVKKLLLM
Skp1 inter.   *  **  *   *  ** *   * *  * * **         *  * *
CUL1 inter.       * *
F-box motif   LXXLPXEIXLXILXXLEXXDLLXLXXVCKRWXXLIXX-DXLWKXL
*: Skp1/Skp2 CUL1/Skp2 core interface,
*: Skp1/Skp2 variable interface, from Schulman et al.,2000
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