
 

 

Figure S5. Population structure of linkage and association joint population. The population 

structure was characterized by first and second principal components (PC). The PCs were 

derived from all single nucleotide polymorphisms (SNPs) from the customized (A) and Illumina 

arrays (B). L=Labrador retriever (LR), G=Greyhound, F1= LR X G cross.  


