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Figure S1. MAFFT alignment of HBX2 reference sequence and 108051 clones 005 and 006 

(accession numbers K03455.1, HM769943 and  HM769944 respectively).  
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Table S1. Effect of antibody and peptide inhibitors of α4β7 binding on the neutralization of viruses with envelopes from 

subject 108051  

Viruses/ Clones a 

IC50 (µg/mL antibody, µM peptide) of indicated MAb or fusion inhibitor b 

Z23 Act-1 MAb CWLDVC  
Act-1 + 

CWLDVC  
α4/CD49d MAb 

α4/CD49d + 

CWLDVC  

108051_005 wtR <100 >20 14 >20 >20 >20 

108051_006 wtS 2298 >20 12 >20 >20 >20 

108051_005_D179N 3758 >20 12 >20 >20 >20 

JRCSF 422 >20 19 >20 >20 >20 

NL43 3042 >20 13 >20 >20 >20 

aMLV <100 >20 12 >20 >20 >20 
a wtR, indicates wild type resistant; wtS, indicates wild type sensitive. MAbs Act-1 and CD49d are known to react with the 

α4β7and α4 chain of VLA4, respectively. CWLDVC is a synthetic peptide known to inhibit α4β7 binding. The CWLDVC 

peptide used at a 10µM concentration was known to inhibit gp120 binding to α4β7 in control experiments using the 

RPMI8866, α4β7-expressing cell line (65). 
b Values in bold represent neutralization titers that are at least 3 times greater than those observed against the negative 

control (aMLV).  
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Figure S2. Conformational changes that affect the V2 domain in HIV envelope trimer before and after CD4 binding.  

Figure represents the orientation of gp120 monomers before (A) and after (B) a conformational change triggered by the 

binding of CD4.  Gray, indicates gp120 monomers; yellow, indicates CD4; red, indicates the V2 domain stem; green, 

indicates the V3 domain stem. Following CD4 engagement, the monomers rotate and change position with respect to the 

central axis of symmetry. The distance between the V2 stems increases, and the V3 stems become positioned at the top. 

Data taken from Liu et al. (41).  


