—L4980_0664_Caspase3_24-28-6_distiller2.3_712_1380_1 2.mgf

Int
-
(759.86849)
Prec-H20 2+
587.47A :
522.19-
: (1001.3137)
_ ! (vdelH2e7)
456.92 . #b[10]-H20
(1019.5151)
391.64 1 (518.2461) (1019%151)
(518yA461) ?bvlo
326.371 #5  (619.38175) (018.23545) | 1
! y5 #b9 L
261.10- (390.2675) I ! ! !
3 : il ; |
- ; ' L (s ! (1147.2726)
195.82 ! yIsINE3 || (817.31645) ' #b11 (1362.3628)
: T #b8 v (1261.3289) s
(4 m‘-ﬂ@ 350775 Y7 (900.121963.48794) (1129.3$45) M -
65.27- (244328 2%7)25‘&621%1 5B ( b 985 28261 99.1547p) #PIOLHRO ¥8 (11d 39 (12' 6.7444)
#b[2}H f ‘ 5 M e foleLH YLLOLYBOIL ]yiz
000 | l | 1 I||I | FI L il l.l |II |I Ll | L 1 T . # m/Z
103.62 240.93 378.25 515.57 652.89 790.21 927.52 1064.84 1202.16 1339.48
~Info
Modified Sequence AcD3-SQTGVGELTTQNTR-COOH lon score 88.57
Protein Q96A65 Confidence level 99.00%
Precursor m/z 768.88928 Identity Threshold 33.72
Charge 2+ Mass error 0.002106




—L4965 0664 _Caspase3_20-24-4 distiller2.3_455 1153 1 2.mgf

(454.19613) (530.93807) (644.04961)
Int &y[7]++ b4 b5
A v v v (907.60082)
. . . y7
(437.19465) : : :
y3 . . : ;
62.40- b 5
55.471 L !
: (531.82104) :
- ' 808.39162 '
48.53 | . ( 5 )
(309.29723) ' Prec-H20 2+ -
41.60- 4 [ ;
: (679.11069) X
34.671 ; 2 :
! (402.02484) : :
27.73- ' b3 !
X 550.2754) ;
(174.16736) ' y4 '
273.13582 ' - 890.444u7
20.80+ bvl ( b2 ) (420.185p8 ! ( y[7]-NH3 )
v y{3]-NH3 ! -
13.87- : : ! X (790.754[79) !
' - (662.30982) y[6]-H2D
YEINH M (882.05354)
6.931 (181|23546) (256.1¢: £8) (627j614 y ; b[7]-H20
| 1 gttt il
0.00 I L‘]ll i || Ly L, || L, I|| o || N
82.76 179.35 275.94 37253 469.11 565.70 662.29 758.88 855.47 952.05
~Info
Modified Sequence AcD3-QVEELQQR<C13>-COOH lon score 35.84
Protein Q9BRP8 Confidence level 99.00%
Precursor m/z 540.79439 Identity Threshold 34.45
Charge 2+ Mass error -3.57E-4




—L4965 0664_Caspase3_20-24-4 distiller2.3_464_1164 1 2.mgf
Int
-
710.42+
631.491
552.554 (52756002)
y[4]-NH3
473.621 :
394.68-
(451.33586) (528.63749) (644.1958) (901;73 139)
A &VI7 PrectH20 2+ #b5 v
315.74 il 1 M (802.37128) !
1 y6 1
3p3.20315 (4 ' - '
236.811 ( v2 ) &%99%%887) (673.43564) ' '
T wifonre 2 :
157.87- : ! (772.0698
. (27329815 ' #oe (884.44417)
78.94- (%%ﬁlggﬁ pii 1NH | 1 &
000 1 I|. bl Ill.ll.lll_lJ_ 1 ILI|.I| |I||I|| Il ] | M| 1l II 1l — # m/Z
71.93 171.99 272.06 372.12 472.18 572.24 672.30 772.37 872.43 972.49
~Info
Modified Sequence AcD3-QVEELQQR-COOH lon score 41.86
Protein Q9BRP8 Confidence level 99.00%
Precursor m/z 537.78474 Identity Threshold 34.75
Charge 2+ Mass error 4.85E-4




—L4994 0664_Caspase3_28-32-7_distiller2.3_833_1548 1 2.mgf

(481.26353)

(639.20675)

Int y4 b[6]-H20
VS v v
X , (695.24523)
. : ys
2032.47 | I
1806.64 | (714.10718)
Y4
(424.27222) VY
1580.81 V3 yo
1354.981
(443.05747) !
1129.15- + ba ! (808.35961)
o (594.35758) L 101 4 y7
' 544 750037) y5 P !
903.32- ; ( pr@mgg)m b :
(330.0857) ' Préc-H20 24 X X
677.491 (310.26688) Lo ! '
y2 P | (957.27619)
' X b9
451.66 - Do (405 150} 1) T
' . 907.44176)
(230.98299) (4@31322@2 64.271P4) (6[77.748p1) (790 45252)&1434) ( v8 )
225.83 (1812137) b2 ‘ yI3TNH3 Mb‘% (526-134? ylerHzp [71H20 T ‘
y1 J[4]-H20  b[5]-H2 Wi |
000 | 1 ‘ ] .I..Illi [ |I| o il :l.. i || | 1 1 | 1 A m/Z
102.65 195.88 289.11 382.34 475.58 568.81 662.04 755.27 848.51 941.74
~Info
Modified Sequence  AcD3-GQVITIGNER<C13>-COOH lon score 70.92
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32312 Identity Threshold 48.32
Charge 2+ Mass error -7.58E-4




~1L4994_0664_Caspase3_28-32-7_distiller2.3_1333_2166_1_2.mgf

(938.5224}1051.3759)

Int b7 b8
V'S T T
(629.4386) ' '
918.82- 2 :
816.73- : _ :
! (944.51497)
' y’ (1237.2925)
71464- 1 1 b10
612.551 | (758.40013)
&yi38146918)3 ' X 1513.4264
510.46- y5 . (116(;.;402): ( > )
408.36 :
X (1057.4779) !
306.27- (482.33017) (829.47945) y8
' y3 yS .
204.187 (354.08051) 1 (637 L57 303) 76580497 | q )
y2  (464.13631) DG (920.32(82 bf[flgw?'ééodg (1641.7303)
102.09 v b (612.3183) b|7}-H (1149.4701) v bl3  (1798.3936)
3/[4]'v | b[9]-NH3 v b[14k H3
0.00- ||.|.||| |!...| |||l|||||.|..|ll .|||| L : [ > m/z
132.19 315.97 499.75 683.54 867.32 1051.10 1234.88 1418.66 1602.44 1786.23
~Info
Modified Sequence AcD3-AM<Mox*>AEK<AcD3K*>QK<AcD3K*>LDAEFQK<AcD3K*>R<C13>-COOH lon score 49.0
Protein Q9H875 Confidence level 99.00%
Precursor m/z 098.03925 Identity Threshold 48.55
Charge 2+ Mass error 0.001189




—L4994 0664_Caspase3_28-32-7_distiller2.3_714_1400_1 2.mgf

(618.88846)
Int
A ﬁf@@-‘@lﬁg 2%

23908.50

21252.00-

18595.50 - (595.35175)

yS
15939.00 1 :
13282.50 - . (6412.29065)
' #p[6]-H20
10626.00 - :
(446.12762) '
! (809.34916)
7969.50 QIR A2  (538.29573) v
I ApTeap  (588[20B73) (818,22832)
(437.20845) y4 #b8 (908. 54492)
5313.00 - (309.3127 3) y3 - (6d0.3535%}7-28607) v
| (309)5’5‘77%8701) v, (547,30351) #be708.4800) (791.43745)
3 i (529. 174#9!1) Y61 y[7]-H2 946.24621)
i v | #0[S]- : v (80071 642) (8904 %m) (1074.3603)
2656.50 (181.21682) o ¥ y[8] - HZo (1056 #818)
yl | | | | Tv #b[10]-H20
0.00 s — ) L |- o L1 e | . | > miz
91.90 199.08 306.26 413.43 520.61 627.79 734.97 842.14 949.32 1056.50

~Info
Modified Sequence AcD3-AGK<AcD3K*>VTLGTQQR<C13>-COOH lon score 78.94
Protein QO8AF3 Confidence level 99.00%
Precursor m/z 627.87179 Identity Threshold 46.57
Charge 2+ Mass error -0.001578




—L4994 0664_Caspase3_28-32-7_distiller2.3_403_1031_1 2.mgf

Int
P N
1585.98+
1409.76+
1233.54+
1057.32+
881.10+
704.88
(679.25693) (750'362353) (874.2622)
528.66- (375.98122) v5 ye #os
(375[68122) (514.72329) M ! '
o e 4sBrI2s4) : (761.20482) :
352.44 1 304.98396 . ry4 | - '
(181.13632) ( ) ' 461.96905) |, Y7 7
v (294.13;38) . (423 62 1 \ v
/; (287.3076) v (504.15983) (632.23081) | _
176.224 (216.0439) » ADEHAR0 (455%%?05?\%2 #bp (614.1 [§j4£436) (7y3£j3N1|: y (soigji o7 290 8)922.44168)
) : 8]+ : ) - : :
#b[2]:H20 " o1 'Nﬁ ,T v| ﬁ #o[BLH20 v v VTS bIB1NHZ g
0.00 Y s e Y O N PP i L | I.|| i 1 > miz
76.33 168.63 260.93 353.24 445.54 537.84 630.15 722.45 814.75 907.06
~Info
Modified Sequence AcD3-STAAQQELR<C13>-COOH lon score 72.4

Protein P35579 Confidence level 99.00%
Precursor m/z 527.78688 Identity Threshold 48.71
Charge 2+ Mass error 2.79E-4




~1L4994_0664_Caspase3_28-32-7_distiller2.3_1332_2165_1_2.mgf

Int
-
3131.371
(938.47075)
2783.44- (938W77075)
#b7 (1051.382)
. (10548382)
2435.51 - ! #b8
2087.58 (623.35993) : I
y4 1 :
1739.65- : !
1391.724 : (1237.31)
' #b10
v (1366.2489)
1043.79- (752-35?é§§_)37008 X #b11
y y6 ! v
- ' ' (1513.412)
X v (1166.3012) ' (1814.8151)
695.86 (476933’553) ! : #b9 ! #h12 #b14
v ' §1224.4994) : M
- 5 : 1545.422
347.93 3910247, (663%&%53 )OO AT askomy 25(,1&498'_5 2807)v yL ( >4 ) (1796.5584)
y[2]-N|H3 ylar e ﬁ'e 20 24 (9L | v #b[14]-H20
0.00 vl N } T N sl L J P P 1 ||I ——l 1l i . 1 | | . 1 # m/Z
163.04 343.23 523.43 703.62 883.81 1064.01 1244.20 1424.40 1604.59 1784.78

~Info
Modified Sequence AcD3-AM<Mox*>AEK<AcD3K*>QK<AcD3K*>LDAEFQK<AcD3K*>R-COOH lon score 80.69
Protein Q9H875 Confidence level 99.00%
Precursor m/z 095.02923 Identity Threshold 48.88
Charge 2+ Mass error 0.00129




—L4994 0664_Caspase3_28-32-7_distiller2.3_834_1549 1 2.mgf
(475.2136)
Int #y4
A T
: (639 239%@99 28566)
v #y6
2122.56- ' .
1886.72- .
1650.88 !
1415.041 (418.22376) ' (114.20574)
¥43.14588 (588.3027) b7
i auDeap #y5 M (802.37398)
1179.20- ' b4 M ! wi
943.36 - . : : (657.17936 (957.36931)
X (557.14746 b6 ' ' b9
(229.99029) - AL 5! v : T
707.521 - bS5y : !
(304.07848) | |
471.681 #y2 |
(175.15591) ! | (458.260[74) (328'&32495) (901.4839)
235.84- #yl (231 02 76) %00 241 DAR23TR4) (185.23608) ¥ #y8
‘ #9%1 Nz AHA0 y|71-NH3 v
0.00 | i i II...I Ll L | 1 ol | | —L } m/z
96.93 190.80 284.67 378.53 472.40 566.26 753.99 847.86 941.73
~Info
Modified Sequence  AcD3-GQVITIGNER-COOH lon score 72.59
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EQ Confidence level 99.00%
Precursor m/z 566.31739 Identity Threshold 48.79
Charge 2+ Mass error 0.007923




—L4994 0664_Caspase3_28-32-7_distiller2.3_472_1113 1 2.mgf

(631.23617)
Int (494.11276) y6
4 Prec-H20 2+ M
! (618.127:15)
(246.25146) . #b5 |
929.51 - y2 : M (831.16708)
! (317.23296) (388.21556) X ! (760.30265) #98
826.23- : 3 v : : #b7 !
! ' ' X ' (689.09125) M :
722.951 | e :
. | (375.09671) i ' - ' :
! : #b3 : (517.28827) ! ! : 1
61967- ! 1 T 1 y5 : 1 :
| E (437.28218) : : :
516.391 ' &y[8]++ ' ! (814.28188)
: v 1 (744.31628) #b[8]-NH3
(175.07) . - (49.7895) y! M
413.121 yl I PreqNH3 2+ T '
309.84- ! (428.40D13) (48924507 : :
| (244.00443) by Tl (614.37096) 27.384h)
206.56 - #b[ﬂiyzz.(%o 41) &y[B+ +NH3 : YOI NHg (671.30232) y[7]-NHB
! #92 (357.12434 I (471.84948) I (%t:}@y}’%%) :
103.28 #b[al-H2D “ #b[4]_T ) ‘ #b[T\'* s
0.00 L N 1k ] bl llu | Ll Iulul nn |“|| II L I Ll | i Ll > miz
90.81 171.58 252.35 333.11 413.88 494.64 575.41 656.17 736.94 817.71
~Info
Modified Sequence AcD3-SELNEAAAR-COOH lon score 64.23
Protein Q12968 Confidence level 99.00%
Precursor m/z 503.25541 Identity Threshold 48.50
Charge 2+ Mass error -2.99E-4




—L4994 0664 Caspase3_28-32-7_distiller2.3_342_960_1 2.mgf

(630.33972)
|nt y4
V'S v
1958.221
1740.64-
1523.06 (400.67485)
#y[6]++
1305.48- (365.17396) *
#y[Sl++
1087.90- I :
870.32 (287.03209) X 5501.29624)
43 X (449.60373) "\
v Prec-H20 2+ v
652.747 ! ! ! (729.31398)
i 1 ' 5
(354.27518) ' 3
435.16 > '
) Yz 391.82 9&%)1317) (736,25597)
(1@%&?; ! s beD), (563#%13086( 12.30147) - 800.36157
217.58- ylv | (3;3.{3}7105) #y[6]++{NHB - y[4]-H2( ( y A )
++ v v
0.00 | ||| i 1 1 1l I| T P T ! .|.l Illl" , . u | Y |I 101 |. . - . | # m/Z
77.41 156.28 235.15 314.01 392.88 471.75 550.62 629.48 708.35 787.22
~Info
Modified Sequence AcD3-AAVEM<Mox*>K<AcD3K*>R<C13>-COOH lon score 48.67
Protein Q16643 Confidence level 99.00%
Precursor m/z 458.76041 Identity Threshold 48.18
Charge 2+ Mass error 8.8E-5




—L4994 0664_Caspase3_28-32-7_distiller2.3_702_1386_1 2.mgf

(615.86968)
Int
. ﬁf@@@a@ 2%

5125.23

4555.76

3986.29 (589.23547)

y5
3416.821 X
' (442.34113)
2847.35- ploI 120
2277.88 X
: (803.36967)
1708.41- y7
(818 22149)
(431,07 4547, 18581) AB304%2 b (902. 48133)
1138.94- (203.2067) o %}4%355 8o 6 &]b%?gsl (663 120 By O7 (;85 42 31'?
v ' 884 41
yv2( b3 Vo (sz[g] Hggg) T : X Y71 H20: ( %8)16 11547) (1074.3982)
569.47 v ! o 8.4181) (1056. 5514 4547)
| ‘ | | (o1 HZO b[lO];HTQ[lO]-HZO
000 : ol ; 5 I: m L | 1 I| 1 # m/Z
81.21 193.93 306.65 419.37 532.08 644.80 757.52 870.23 982.95 1095.67

~Info
Modified Sequence AcD3-AGK<AcD3K*>VTLGTQQR-COOH lon score 58.47
Protein QO8AF3 Confidence level 99.00%
Precursor m/z 624.86194 Identity Threshold 47.61
Charge 2+ Mass error -0.001136




—L4994 0664_Caspase3_28-32-7_distiller2.3_402_1030_1_ 2.mgf

Int
-

2296.80+

2041.60+

1786.401

1531.201

1276.001

1020.80+ (744.34563) (874.10012)

(744 Y51563) #b8
765.601 (673';53077) #D[7-NH3 v
(376.13198) (514. v | :
510,40 #b4 (458.8187%@_3%?%766) : (761.21187) :
' (175.15438) (28&62%3(%975) ' (417.25578y[81+* Prec-?ZO Zr | o7
287 4648 3 o (03979 632 | (815.45935)
255.20 1 ¥ (216.14144) (#b[3]-H2vO) ' #05: ( %%2?%&1 4) (727.441}6) y7
#b[2]-H20 ‘[ | J | I v yI6]:NH3 v
0.00 L - l I].. pee Dol "I I | 4 " II |I . I Ll | |I |I i # m/Z
81.29 173.48 265.68 357.87 450.07 542.26 634.45 726.65 818.84 911.04

~Info
Modified Sequence AcD3-STAAQQELR-COOH lon score 73.8
Protein P35579 Confidence level 99.00%
Precursor m/z 524.77666 Identity Threshold 49.07
Charge 2+ Mass error -2.0E-5




—L4994 0664_Caspase3_28-32-7_distiller2.3_89 628 1 2.mgf

(1076.4362)
Int #y10
V'S T
(435.13407) :
b4
29.21+ v
25.964 :
22.71
19.47 '
(806.43536)
16.231 #y8
12.981 :
(705.32375) :
J (TH BI3T5) (1059.0841)
9.73 #y[10]-NH3
| (363.94433) '
649 b3 (446|16024519-862) (890'[?’; 415 (9901 41959)41') (1162.5196)
| #y[4)-NBER.28886)  (621.343 v Bl 01H2D | (110,200 (L2114 936R9.6014)
3.257 (250.19789) (349.33983) "'~ y[5]-H20 #y6 (974.685 é%ﬁg_ 37 €#y§11 P257) NFE9)F3]-NH3
- #y{ C £4 b[o]-NHS Mv‘t\ R >
0.00 Tlln 1l ".'l |I||‘. |||.||| |"I|.||I|| I |4 I| |.TI ] [ 1 |||'| I|| > miz
141.48 271.94 402.40 532.87 663.33 793.79 924.25 1054.71 1185.17 1315.64
~Info
Modified Sequence AcD3-GM<Mox*>NAPK<AcD3K*>GQTGNSSR-COOH lon score 49.41
Protein P23588 Confidence level 99.00%
Precursor m/z 755.86322 Identity Threshold 47.76
Charge 2+ Mass error 6.3E-4




~1L4993_0664_Caspase3_28-32-6_distiller2.3_2273_3973_1_2.mgf

(481.28894)

InAtk y4 (639.37275)
! (560.3248) #b[6]-H20
' REsONEAR)r
« Prec-H202+ .
16.80- : :
14.931
(424.19088) X ' (695'562 932)
13.071 2 ! T
! : : (808.45664)
11.20- E (657;;76361? YT7
9.331 l Vo :
(330.26413) ' : :
#b3 ' ;
7.47A M (443#%?57 1 (714.30516) [
! - 311) 696.33thik)
(310.10555) : #b[T}HZ0
5.601 y2 . 394 36133) o
. 464.35h y5 !
3.731 : : 1889.82708)
P
1.87- - [81:H 709 64) \ I [TTNRS 'ys (1035.483)
| ML
0.00 I 'l."' |l|| II| . . | || | | | I | . L1 m/z
86.58 199.34 312.10 424.86 537.62 650.38 763.14 875.90 988.65 1101.41
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 58.2
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EQ Confidence level 99.00%
Precursor m/z 569.32391 Identity Threshold 47.94
Charge 2+ Mass error 8.22E-4




—L4993 0664_Caspase3_28-32-6_distiller2.3_26_113 1 2.mgf

(475.25617)

Int #y4
V'S T
33.301
(639.23154)
26.60- b[6]-H20
' (418.16728) !
#y3 '
25.907 X . (714.03494)
: : b7
22.20- ; ! :
: (544.12325) ' i
. ' (657 (689287673)
18:50 ;‘g.?osgf) st b6 #y6
O ! Vo
14.804 &y[8]++-NH3 ' Lo
(329.97559) X ! o (802.47671)
11.104 b3 ' #yi
T (401.18822) (557.58852 1
: #yT3NH3 _%88.4%927) :
7.407 (231.22307) - M Pred-H20 #+ (828.26751)
2 (3043169 ' (5277148 ! %8 (957.27758)
3.701 ¢l b[5]-NH:] b
0.00 —1 IL ] !] L I | !|l| hlh_l_llh“_l‘llll L1 1l ] [ [, | |. | i Ll > miz
71.68 184.88 298.08 411.27 524.47 637.67 750.87 864.06 977.26 1090.46
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 61.26
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31338 Identity Threshold 48.99
Charge 2+ Mass error -9.7E-5




—L4993 0664_Caspase3_28-32-6_distiller2.3_25 110 1 2.mgf

Protein

Precursor m/z

Charge

(481.31783) (639.21841995.56013)
Int y4 b[6]-H20  y6
T M M M
19.56+ I |
17.391 (808.39906)
y7
(424.1709) M
15.22- y3 :
(4.43 1685) :
13.04+ , ba '
: : (714.21761) :
10.87- E : (61 7.;.2056) bv7 .
- (544. 128 v |
8.69- (309.77541) : @4 29249) ! :
' y2 T : !
6.52 (350.12975) I ' ' (957.:;662)
' b3 (559.84003),
'y PrefdH20 2+ 1
4.35 (231.0144) X M :
b2 ' (406.67663) '
(181.17997) y[3]-H20 !
2.171 yl ! v (678.436B2) (890.312 4)
/; \ | | I | | [6]-NH3 y[ J-NH
0.00 | L Il |‘|| | ! ||| . ||l|| ||I | |[ {1 I || . || i | . . N
103.55 196.71 289.86 383.02 476.17 569.33 662.48 755.64 848.80 941.95
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 54.08

P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%

569.32361

2+

Identity Threshold 47.96

Mass error 2.22E-4




—L4993 0664_Caspase3_28-32-6_distiller2.3_34_161_ 1 2.mgf

Int #y3 #yd
A pA M (695.21378)
! ' #y6
E ' (639.28056)
22.87+ ' b{6]:H20 :
20.33-
17.794 ; :
' (714.13379)
X b7
- ' v (808.43478)
15.25 (330.2081) : w7
b3 ' X
- v (443.25602) ' !
12.71 ! ba : :
10.16- | ; (544.31267) (828.33949)
(310.20196) : (554.1(EBLB7809) b8
7 62- #y2 Pred-H20 25  (657.04624) '
: i RO b6 !
5.081 (231.05845) : D
> (957.21282)
577.188906
2.54+ (181.42576) MFSEN 3) (939.425
#y1 | l v b[9]—vH2iD
0.00 Ll ) | : I ||.| || L I| | 1 I|I| 1 II Ll : : > m/z
103.85 196.94 290.04 383.13 476.22 569.32 662.41 755.51 848.60 941.70
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 69.55
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.3236 Identity Threshold 47.96
Charge 2+ Mass error 2.02E-4




—L4993 0664_Caspase3_28-32-6_distiller2.3_908_1622 1 2.mgf
(475.18353)
|nt y4
V'S T
E (689.35401)
(639.20622) Y6
951.98 #b[6]:H20 |
846.21 : X
i (418.08417) ! :
740.43 y3 : :
; (557.25202) ! (7I14.23087)
634.66 1 (443.20141) Prec-H20 2+ ' #b7
ikt 4 1 1
88- ' ' ' (802.44815)
>28.88 &b[s]?:NH:g (588.3049459-08188) y7
S Coys TR0 M
423.10+ ! X oY : ' '
(330.0885) | (544.3p115)" ! !
317.33- o3 : : '
i (304.15687)
211.55 (175.y11€~>516) y2 (401.2p( 2(9 o o (901.44278), 40113,
v (23232'83) - (@03 L yid N (671.43d14) (828':;0269) 8 T ubo
105.781 b ! viaHZ2o | 7 y[b]-H20 #o8 v
000 .:lu ||Ih .||.|I . |I| 1 ll Ll IIII.Illl 1 | —L | ||“ — # m/Z
75.78 186.79 297.80 408.81 519.81 630.82 741.83 852.84 963.85 1074.86
~Info
Modified Sequence  AcD3-GQVITIGNER-COOH lon score 63.11
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31316 Identity Threshold 48.90
Charge 2+ Mass error -5.37E-4




—L4993 0664_Caspase3_28-32-6_distiller2.3_48 219 1 2.mgf

(475.27281)

(639.251(6B9(75465)718)

Int #y4 b[6]-H20  #y6 b7
4 M M T
(418.2361) ! : o
15.401 3 : :
13.691 :
11.98+ (443.14945 (802.40452)
&Aﬁﬁjﬂws; #y7
10.27- . b4 (544.17198) M
. b5 !
! - (657.2227) :
8.56 : (557.8893) i b6 !
: Pre¢-NH3 2+ v :
6.85- (330.06475) ' v ' '
b3 L : !
i : (55[1.24007) |
5.13 ! Prefl-H588,33943)
' 506.95148) || | *¥° (672.222p3)
3.421 Ry[9]++-NH3 ' #{[6]-NHI3 (785.547[L1)
(401.332B1) T : v LTINS
304.0977¢ - ' ; .
1.71- (231';21085) ( 2 ) #y[3]INH3 (696[102417) | (901.7619§957-11114)
A A PR ] vl s
0'00 | . | I h . I ” | |I | I| . | | . ] | . | . | . ] # m/Z
131.12 221.22 311.33 401.44 491.55 581.66 671.77 761.88 851.98 942.09
~Info
Modified Sequence  AcD3-GQVITIGNER-COOH lon score 49.98
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31324 Identity Threshold 48.87
Charge 2+ Mass error -3.77E-4




—L4993 0664 Caspase3 28-32-6_distiller2.3_3_4 1 2.mgf
(475.21865)

(639.24B89.38455)

Int y4 b[6]-H20 6
-
26.68 | .
(418.1092) '
y3 :
23.72- M ;
: (114.1895)
' b7
20.751 (4%43.13006) v
Sl 180083 :
17.791 = :
(330.15246) ! :
i b3 1 1
14.82 M : (588.36315) :
: X y5
11.86- ! ' :
: (544.12947),
8.891 (304.16114) bs |
y2 !
M i (802.46512)
5.931 ' ! (878.19891)
(230.96285) (400.132725)1.25726)  (551|.2531B) Y b8 (957-:)5;682)
) b2 (313{34q11) Y[3IHAG/[4]-H20 8 R iAok ol N v
296 T bi3NH3 i EF Sﬁ% ) Jiel F%]} |
0.00 L1 || "'I.I'I .|||||HI ||I| ||||l| T | . I.| | |.| | | 1 | | L 1 > m/z
77.70 192.20 306.69 421.19 535.68 650.18 764.67 879.16 993.66 1108.15
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 50.46
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31346 Identity Threshold 48.97
Charge 2+ Mass error 6.3E-5




—L4993 0664_Caspase3_28-32-6_distiller2.3_45 214 1 2.mgf

(481.27923)

(639.15799)

Int y4 (594.5474#8)6]-H20
4 M y2 T (695.41726)
: A
16.221 : X .
14.411 (424.2597) : :
y3 : I
M ' (714.21407)
12.611 ' (544.31472) " #b7
X #95 M
10.81- ! 5 :
(330.04343) : .
9.011 #b3 ' ' :
M (443.17883) (54036517} (647.10619)| (808.44934)
' #o4 REEON6t312) #b6 y7
7.21- : Prdc-H20 24 M M
5.41- (310.322p) : ; .
' y2 I !
! (8p8.42258)
3.601 (231.09714) . #b8
#b2 M
- ( ' 907.60522
1.801 (291.958) »E (791.157p1) ! ( v8 )
I V[T;Hﬁ YITINHS -
0.00 | . II 1 I| II . ] | | . I # m/Z
111.04 206.28 301.51 396.75 491.99 587.22 682.46 777.70 872.93 968.17
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 67.23
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32348 Identity Threshold 48.30
Charge 2+ Mass error -3.8E-5




—L4993 0664_Caspase3_28-32-6_distiller2.3_16_60_1 2.mgf

(475.18395)

|nt y4
4 M (639.36708)
' #b[6]-H20
23.727 \ (689.36344)
e
21.08+ : '
18.45- Co
15.811 :
(588.37168) '
13.18 (544.21208Y2
.18+ (418.21117) #5
- X 714.13676
(483.14529) X ' ( #07 ) (802.45196)
10.54- Gosaos WHEmeny L T v
#b3 v (551.5562])  (657.1999%) ,
(304.48745) (450,76402)  RsGNbELy #b6 ! '
7.91+ y2 &y[8]+ PreqjH20 2+ ' ! ' (901.46917)
T 1 ! : 1 : yv8
5.277 (231.04803) | ! | (671.56411) (87.99102) .
#b2 (571.51931)  [YI41:H20 #b8 !
2.64- (175.48825) ~ (401.24961 [5]-NH3 (785.60162)"
y1 y[3]-NHI3 l v | YI7INH3
0.00 i d a1 I |h|||.||| || T | 1 || 1 | > miz
66.30 182.46 298.62 414.78 530.94 647.10 763.26 879.42 995.58 1111.74
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 77.09
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31345 Identity Threshold 49.03
Charge 2+ Mass error 4.3E-5




—L4993 0664_Caspase3_28-32-6_distiller2.3_55 267 _1 2.mgf

(481.31892) (639.00521)
Int y4 b[6]-H20
A T T
: . (695.4152)
1 : y6
21.77A : !
19.351 o
(714.43631)
16.931 Y
14.51- (443.36994 :
(42459?@9) ! (808.46401)
12.09- M (594.36129) : 7
L y5 (657.21606) ' !
! v b6 '
9.681 (310.28021) = (5486556647 3) ; ;
y2 rsEB eIy ! !
7.26- : PreF—HZO 2+ :
(330.05353) | ' (957.28387)
4.841 3 4‘€jj6N3F R I b9
ylmbz )(313. 0397)  YI3]-NH3 [ ! (5b27'78 &) X
2.42- v - b[31{NH3 v H [5];N
0.00 ||.. 1 T | WY .|||. L M| i ||||| 1 N N N L . > miz
80.90 193.73 306.57 419.40 532.24 645.07 757.91 870.74 983.57 1096.41
~Info
Modified Sequence  AcD3-GQVITIGNER<C13>-COOH lon score 60.53
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3E0 Confidence level 99.00%
Precursor m/z 569.32322 Identity Threshold 48.30
Charge 2+ Mass error -5.58E-4




—L4993 0664 Caspase3 28-32-6_distiller2.3_4 5 1 2.mgf
(481.23382)
Int #y4
V'S T
: (639.17807)
! b[6]-H20
| | (695.24457)
24.931 ' #y6
22.16-
19.39+ : ;
(443.20519) (594.37897) (73.‘4';? 006)
| b4 (560.57914Y> '
16.62 M RBGO 57318 -
(424.20747) Prec-H20 24 !
13.854 #y3 X ' !
(330.14645) o A !
b3 - ' ' ' 808.186
11.08+ v ' (544. 00821) ' (657.26029) ( 7 )
. : b5 bs
8.31- : ! ! ;
(231.14267) ($70.53]26) . (877.8854) :
b2 (310 102‘ 5) WIOESHBY AYIBLNHS
5.54+ #y2 & ' (957.27898)
: ; (407.25086 ! (8p8.06035) b9
#y[3]-NHI3 4 bs
2.771 (292. 977 6) v (791.590p2)%
#y[2]:NH3 | #y[7]:NH3
0.00 ! .. L1 ||.|I bl . |I | _ | N
102.31 195.58 288.85 382.12 661.93 755.19 848.46 941.73
~Info
Modified Sequence  AcD3-GQVITIGNER<C13>-COOH lon score 64.64
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32315 Identity Threshold 48.30
Charge 2+ Mass error -6.98E-4




—L4993 0664_Caspase3_28-32-6_distiller2.3_36_165 1 2.mgf

(475.19876)

|nt y4
V'S T
; (639.20389)
! #b[6]-H20
32.82- E
29.171 :
' (689.35103)
25.53- S L
21.88-
(418.14121) :
- (7114.27547)
18.23 y3 7
14.591 (2:1 43.2867) (557. 41056) :
10.941 7 (S%V%E |
: (330.17035) : 05
#03 ! . (802.5372)
7.291 - ' y7
! (458.3691L4) 588.46561) T
i (175.07931) (2380R89558) YIRS 2 & 8731)
3.65 yl (231.11867)[2]-Nii3 (784.29 7)#b8 (901.4326(857.49145)
v #b2 vy “ | I yI71-H2D > y8 #09
0.00 | ; | T |! il | L ||I |1|| 1 | [ } || ] | i M - m/z
94.67 191.16 287.65 384.15 480.64 577.13 673.62 770.11 866.61 963.10
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 58.91
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EQ Confidence level 99.00%
Precursor m/z 566.31356 Identity Threshold 48.80
Charge 2+ Mass error 2.63E-4




—L4993 0664_Caspase3_28-32-6_distiller2.3_58 272 1 2.mgf
(475.0893)
Int y4 (639.26227)
A X b[6]-H20
. (689.22035)
15.68- : y6
13.94 :
12.20+ ! :
10.45+ | :
(656.9216)
(443.03031 e (802.24825)
| 8108081 v y7
8.71 (418.289PH : v
y3 ! 1 :
6.97- (330.25165) M (544.27@%8.28596) ' '
- b3 + (470.26047) b 5 ' .
; L WER0RP  (556.00751) :
5.231 : (401.2918) &P[9]+4-NH3 Pref?-'iH3 2+ (957.82086)
(230.99402) ' Lo bo
3.481 b2 (304.2792B) ! :
v y2 (785.147115) (901.29753)
1.74- (175.23559) | ! VITENHa y8
tal 1] | |
OOO Illll | |I || . 1 I| | || |I || . # m/Z
96.98 190.89 284.80 378.71 472.62 566.53 660.44 754.35 848.26 942.17
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 53.65
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.3135 Identity Threshold 48.87
Charge 2+ Mass error 1.43E-4




—L4993 0664 Caspase3_28-32-6_distiller2.3_124 659 1 2.mgf

(1082.4533)
Int y10
V'S T
202.36
179.871
(435.08465)
#h4
157.394 M
134.901 .
112.42A X
89.94 (812.31828)
. '8
67.457 (705, 7847%22;3)
(364.24435) (541.8058327.40392) #*E?;% 120 22: (1064.5046)
44,97 A (3644#pM435) (52%&2)'- y6 ! (991#%20%10];H20 (1249.3977)
o5 (355 tpa11) (sséfv%@@wesmz% 168 hos ackosiaeo 17005 T | (1(ié§%§§é§ymffo)
22.481 g%iéﬂ) 3407 149289 ComaoEE oy ) 89 yIBINH3 #b8 (985.5'939)19 9) (123@1330@1@713)3634)
vy | | #yIBI+ M yalolBP@1isasIHeH3 4b[10]-H o) #b[12]-HigT2o[13]-H20
000 . ”- " } il |I ||I||| |||I |.| |I . .Tl .||| 1 |T| 1 IT.. # m/Z
101.42 241.04 380.67 520.29 659.91 799.54 939.16 1078.78 1218.41 1358.03
~Info
Modified Sequence AcD3-GM<Mox*>NAPK<AcD3K*>GQTGNSSR<C13>-COOH lon score 56.41
Protein P23588 Confidence level 99.00%
Precursor m/z 758.87325 Identity Threshold 48.20
Charge 2+ Mass error 5.48E-4




~1L4993_0664_Caspase3_28-32-6_distiller2.3_1141_1924 1 _2.mgf

(533.23685)

Int #y[9]++
A v
'(576.89368)
1 #Y[10]++
1941.39- .
(803.381 7278)
! (1065.5379)
- #&1@‘% #4120 2+
1725.68 yiL1]RH 2
(523.28791) « 1 ! :
1509.97- (523H791) + 4 ' ! :
#b[10]++  (612:16953) :(;g%]l_“é%)) :
v wylaape UL (817.2184) .
1294.26 . T #b8 !
i ; : . ' : : ' (1159.2624)
1078.55 | . : | oLl
862.84 - ' . !
647 13- 568.24 618L '
(524;2@3% gglg_ - (808.37186) (1046.3083)
(409.13966)  #glepEBE T NM y7 #b10
i 275.00926 & 968.426
431.42 ( ad (40043966)  #YI9IH{H{NH3! (718.36397) ( v8 g?iﬁgﬁgc (1141.23
. #b[g]++ . (73ug9521) os1ose6] "M #Sﬁ%@% 6)
215.71 - (354.25792) v (192%84331) #99 1 X v
| #b[4]-H20 J ‘ ||I| e |
0.00 I.!J 1 Ll II|.|.I|| ni I||| ul II 11 ||I P I AR | I.I | Ll ] . | # m/Z
136.12 247.73 470.96 582.58 694.20 805.81 917.43 1029.04 1140.66
~Info
Modified Sequence AcD3-AASPC<Cmm*>SVVNDLR<C13>-COOH lon score 66.68
Protein Confidence level 99.00%
Precursor m/z 670.34422 Identity Threshold 48.88
Charge Mass error 2.28E-4




—L4993 0664_Caspase3_28-32-6_distiller2.3_76_437_1 2.mgf

(639.23114)

Int #b[6]-H20
V' N M
. (689.24712)
(475.18736) : y6
y4 : !
13.83 (443.2071)5
SBBrAONH3 :
12.29- b4 :
10.76 L :
9.22- E
. (114.12382)
. (418.08849) (544.3903) (656.9079)| #b7 (802.73079)
. y3 #h5 #b6 ! y7
6.15- . E (588.21182) | | . E
(330. %43033) (401.287111) ! y3 X ! !
4.611 v (a8ypaeR1) :
. y[3]-NH3 '
. v 550.16394
3.07- (175.13378) ! : retNH3 2}
yl (28639179%33 ) '
. i HAB (458.
1.54- ! y (901.43511)
ol L
000 . 1 | || | I I |H_ . | I I . | . | m/Z
96.85 190.79 284.74 378.68 472.63 566.58 660.52 754.47 848.42 942.36
~Info
Modified Sequence  AcD3-GQVITIGNER-COOH lon score 5.5
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
S recuUrsor m/z 566.31366 Identity Threshold 48.78
Charge 2+ Mass error 4.63E-4




—L4993 0664_Caspase3_28-32-6_distiller2.3_616_1258 1 2.mgf

Int (@6&846341&2}5172755%8332)
n 7 #b8
4 A
(437.22547) L N
y4 1 1 1
i ; P (1023.2278)
65.56 : . #b10
. (580.15406) ! ! M
58.271 ' #b6 X :
: ! ' (880.35779) |
50.99- ! : v :
: ; : . (1279.3203)
43.717 - : ' (1208.1289) 7013
(566.27867) - #b12 '
36.421 2 ! : !
! (894.12451) . .
: 409 : !
25441 (252.26662) : (655534427 15 ; (951.:39202) : I
' (59 _79§§1§ ?{%Hjﬁ B (1080.3723)
21.85+ (380.29994) |  (509.16638) #y[12] 4 T | ' ; #b11 (1190.2444)
y3 X ' 1066.4%35)  #b[12]-H20
. ! (377.02448) : ' y10 T | @aze1.4b1)
14.57 (262[1_1353) #y[A++ PR3 1 D | |{762/35366) (863.44475) ' 11123.9107) .| #b[13]-H20
#b[$]-H20 & a0 (34 2408ha y[8]-NHi3 . )
| P R Bl - v 933.54{1£)005.3437) yll ] !
7.287 I e | |vierH3gbiio-Hzo v (118& 412) .
0.004 il 1l i D \ Lo ] L "|.' il > miz
119.71 372.72 499.22 625.72 752.23 878.73 1005.23 1131.73 1258.24
~Info
Modified Sequence AcD3-SFGGDAQADEGQAR<C13>-COOH lon score 109.88
Protein P33992 Confidence level 99.00%
Precursor m/z 730.33284 Identity Threshold 45.42
Charge 2+ Mass error 1.12E-4




—L4993 0664_Caspase3_28-32-6_distiller2.3_907_1621 1 2.mgf
(481.17399)

|nt y4
- M (639.16613)
: #b[6]-H20
! . (695.38151)
2328.48- ' y6
2069.761 '
1811.04- : I
(714.19536)
1552.32- (424';;596) 707
(433.19712) (560.22419) (6$7.11948)
1293.601 , b4 Prec-H20 2+ #06 '
. M v ! (808.4298)
vy (594.28221) | ! ! y/
1034.88- (330.12364) roa Dy X X
#b3 X (544.10327) ¥ ! X
M ' #b5 | X . '
776.167 (310.17552) - : :
y2 ! ! !
517.441 ! (406.2355) '
(231.0326) ! Y 3J-H2D
(407.x90p1#p4.32086) (907.525(837 42266
#b2 (477.5234) : )
258.72- v (293.36301) y[3]-NHB(4$i312i6{81)526.147PB) (791.31983) y8
(181'y2f792) yI2-NH3 41 Fi2p #o[5]-H yl6lH2p y[7]-NHB - R
0.00 lTI L1 | sl Ilﬁll I L L Jl 0, ]]LII m_[IJl”l I | 1 I 1 | I|I PR | 1 | t I | . | m/Z
96.94 190.81 284.68 378.56 472.43 566.30 660.17 754.04 847.91 941.78
~Info
Modified Sequence  AcD3-GQVITIGNER<C13>-COOH lon score 59.49
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3E0 Confidence level 99.00%
Precursor m/z 569.32306 Identity Threshold 48.31
Charge 2+ Mass error -8.78E-4




—L4993 0664 Caspase3_28-32-6_distiller2.3_229 786_1 2.mgf

(1076.3806)
Int #y10
P v
(435.11363) '
200.47 A b4
178.204 I
155.92-
133.651 :
111.38+ (806.2702)
#y8
(7059.01636) M (1058.4991)
89.10- (7oA 1AB36) : #y[10]-H20
b6 ! 1
66.82 (621 22472) ' '
' | (789.49937) (991.39578) '
i : #y[8]-NH3 9
44.55 (5%8 ' 788.26384) (890.28713) X
(%%%97) (502.30 9?33(8631 22483) (752 3PBRTBIIHPO bs ' (134764563
- # 2J++ [7]-NH3 : _ 18.2586
22 27 (?@@r&?g@%) Y #y[5]:H O#y[11]++ v v ] i (121159%)[313@20)
000_ '"IFLL""' ,‘|l|||| |,,||| ||I“al...|il. ||.|I|In” L1 | Ll 1 | | 1 14, 11 L, 1l | | |I nll . I # m/Z
125.73 255.82 385.92 516.01 646.11 776.20 906.29 1036.39 1166.48 1296.58
~Info
Modified Sequence AcD3-GM<Mox*>NAPK<AcD3K*>GQTGNSSR-COOH lon score 68.51
Protein P23588 Confidence level 99.00%
Precursor m/z 755.86311 Identity Threshold 47.73
Charge 2+ Mass error 4.1E-4




—L4993 0664 _Caspase3_28-32-6_distiller2.3_610_1251 1 2.mgf

(708.2061)
Int #b7
A T
(675.32517)
y6 !
(661.48868)
73.501 #Y[13++
(313.[(13?629) ' (779.32817)
++ '
65.33 v X "os
57.16 ! ¥
i I ' (46.32678)  (874.43649)
49.00 ! ' y7 ! 8
40.83- (431.20784) (580#2t)56253) : : (1023.1859)
y4 - 1 : #EI.O
32.67- M (560.33162) ' : ! (1279.3205)
: y5 ! | . #013
24.501 (246.05903) : (5:88'04473) : (1208.1487)
#y[lL2]++ #b12 '
o aa. &M@fgﬂm o #ézsz.%e (945.2248) v '
: v (874.09432)  #as2ls Y '
: Ube gl <y #i13lrt-NHB (762.3a915) 7 T (10063669 '
8 171 (228.90417) (e #t&é}]' S v #bjgl-NH3  YIBINHS ' #b[lé}%%ﬁmi@@
' yizl-Ni3 ~y[4]-NH v | 9110 HgBIH-NH3
0.00 T : I| . ||I||II.||I nl ”"I.l L ||||||I | | [ > m/z
98.76 227.55 356.34 485.13 613.92 742.70 871.49 1000.28 1129.07 1257.86
~Info
Modified Sequence AcD3-SFGGDAQADEGQAR-COOH lon score 45.09
Protein P33992 Confidence level 99.00%
Precursor m/z 727.32307 Identity Threshold 44.30
Charge 2+ Mass error 7.13E-4




—L4993 0664 Caspase3_28-32-6_distiller2.3_145 685 1 3.mgf

(529.95885)
Int
it yiiojs5
(538171821)
yliop++

5730.12- (435.0839) X

5093.44- : X

4456.761 :

3820.08 :

3183.40+

(622.45266)
2546.72 VEZIS P
y[12]++-NH3
1910.041 (631,43872)
520.29399
(394.86805) ( v 68 3334) YL
1273.36 613640 4 6533320 | |
(250.0147) (364%%)N&2&%%£95 i) | (705.0883)
63665 #02 3111 3078 P oYL+ 60.08@@3)
. (158.04227) (262.22&4%)[4%% X 8v] +#i|[8]++#i§ 0]+ NHSIv 606)03 hgmgg)lg) (890'35662(b61.34893) (10587638589)
y[1]-NH3 |yv2 M r v 1 | | 13]4 RIS y7 yfei:N #D8 y[o}H20  y[10]-H2O
0.00 M - Ly M| M AR AT II. |.I||| . v —— M| . 1 . v Ivv # m/Z
66.18 176.41 286.65 396.88 507.12 617.35 727.58 837.82 948.05 1058.29

~Info
Modified Sequence AcD3-GM<Mox*>NAPK<AcD3K*>GQTGNSSR-COOH lon score 59.98
Protein P23588 Confidence level 99.00%
Precursor m/z 504.24422 Identity Threshold 47.76
Charge 3+ Mass error -4.26E-4




—L4992 0664_Caspase3_28-32-5_distiller2.3_92 500 1 2.mgf
(1076.4912)
Int y10
A T
153.45+
136.40 (435.09484)
#ha
119.354 !
| I (806.36443)
102.30 ! v8
85.251 : !
68.20- (705.27230) :
621.3776 X
( y6 )(m,ﬁ;]z ) (1058.4746)
51.151 M v Y[10-HRO
36402107 E (746|87314) :
34.10- : 520.17657 ' :
#b3 ( : ) 26471 rfN%gu 88) (991#::;276) (1147.7038)
(262.15893(349.13/775) 5 . 813 Ly 12]s+ ) ~y[8]-NH3 - (11/62.4875S1249'2565)
17.059 (250 44299) 2 #(510 Eﬁnﬁ% haii ” (973.32399) Fb11 (12@%&5 e
#07 e g | | | | #b[9]—H|20 | 7 spornaz e H20
OOO ||:. .|. I I|I I|| a Illl ..| ' IIIl.. I I|| Ll i L P | .|I il | . TIT‘% |I 1 # m/Z
141.61 271.85 402.08 532.32 662.55 792.79 923.02 1053.26 1183.49 1313.73
~Info
Modified Sequence AcD3-GM<Mox*>NAPK<AcD3K*>GQTGNSSR-COOH lon score 58.83
Protein P23588 Confidence level 99.00%
Precursor m/z 755.86321 Identity Threshold 47.75
Charge 2+ Mass error 6.1E-4




—L4992 0664 _Caspase3_28-32-5 distiller2.3_985 1681 1 2.mgf

(475.21457)
Int #y4 (639.26345)
A M b[6]-H20
' . (689.309)
12889.80 - : #y6
11457.60 - : .
10025.40 (418.24296) :
#y3 X
7 714.26281
8593.20 4 (#43.12361 (. . )
i Ap361) v
., b4 :
7161.00 - CT (647.18621) (802#3399)
Lo (588.28489) | 06 ! d
5728.80 : (544.17667)"%° : ! ;
' b5 ! ! X
(330.07164) M ' . !
. 7 b3 1 : 1
1290.69 (304.19968) (557.29574
2 Pre¢-H20 2t
2864.40 : M
I ' (828.09064)
(231.09233) (401 22503? 24502) (62619615 670.382{11) bs (901#3‘; 2857 34588)
1432.20 - (175.2081) b2 éﬁ%ﬁiﬁ é b[5]-H2D #([6]-NHi3 (785.54506) - b9
#yl v #y[3] "Hgo 4 v M #y[7]-NH3 | v
0.00 | 1 | II I | Lo o1 | 1 | 1 1 .| 1 | 1 | 1 | # m/Z
96.99 190.85 284.71 378.56 472.42 566.28 660.13 753.99 847.85 941.70
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 92.1
Protein P62736, Q562R1, QI9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EQ0 Confidence level 99.00%
Precursor m/z 566.31347 Identity Threshold 48.85
Charge 2+ Mass error 8.3E-5




~1L4992_0664_Caspase3_28-32-5_distiller2.3_1204_1964 1 _2.mgf

(475.21955)

|nt y4
V' N 4
2074.051 X (f)?;fz‘r’ T 89.34513)
1843.60- ! !
1613.15 : :
1382.70- (418.17373) : :
3 (" 14.27406)
1152.25- ! b7
(443.23555 '
yglosdesp  (544.15443) '
921.807 &? b4 (44217 (e47.08173] | (802.37302)
v ReSPse47) | D6 I I
691.351 X Pret-ﬂZO gfvs : '
(330.27531) ! ' X ' X
b3 X ! !
460.90 (304.18927) C
y2 (401.181B8)
A ] (828.07087) (901.4672
230.451 (175_113252305%381) : (4)6[8.1;516'_' )3&58-14825)(5&2']?32:8 6712.495[77) (784.2824) b8 y8 957.48599)
oo J y[sl-fza O VEINHS VT H29 %9
0.00 T i | wtp Ul prod b 11 T, l'.' all '." P Ll i | i [, > miz
96.37 190.86 285.36 379.85 474.35 568.84 663.34 757.83 852.33 946.82
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 81.46
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31347 Identity Threshold 48.85

Charge 2+ Mass error 8.3E-5




—L4992 0664 Caspase3_28-32-5 distiller2.3_116_565 1 2.mgf

(1076.4672)
Int y10
V'S v
207.70+
184.621
161.551
(435.25053)
b4
138.471 : (806.4015)
: 3
115.391 ! :
92.31- ' :
i (1058.5329)
69.23 ' y[10]-HRO
46.16- (520.26181) : : 7994) :
: 364.04047 ! '
( b3 : (dhgnainan) (AB235¢54) (gglgg 249 (1147.6241) 1549 6124)
(262.10419) 3,6 g7%47) +y[8]-H20 v y1l
23.081 (250.19994) 2 (463.28383) )1 " NHE #y[n2]46 6-’; ) 37086]  (873.18807) (@7A0HE58) (1182.26%37 4138569893 36 6544)
- v | - b7 | b[8]-NH3 b[9]@TO rll b[12]-H b13
0.00 1l | | I .1" I | M ' L 11 II . T. 111 ".'T # m/z
136.26 267.21 398.17 529.12 791.02 1052.93 1183.88 1314.83
~Info
Modified Sequence AcD3-GM<Mox*>NAPK<AcD3K*>GQTGNSSR-COOH lon score 73.51
Protein P23588 Confidence level 99.00%
Precursor m/z 755.86326 Identity Threshold 47.74
Charge 2+ Mass error 7.1E-4




—L4992 0664 Caspase3_28-32-5 distiller2.3_219 739 1 2.mgf

(1076.4712)
Int y10
V'S v
273.64
243.231 (435.10856)
#b4
212.831 :
182.421
152.021 X
(806.31149)
y8
121.621 v
(621.22896 : (1058.4¢55)
91.21- v 2 %hos : yHoLTEe
(364.03816) (5(259 157032 . 9 ! 04424) (991.52882)
60.811 P xklo] -, (631! 35211) Bh66) #99 !
(349.21%04) ( 5 3@598 [12]++ 20 (890.23463) ' (
262.1699 ' 463. 24455 2 '
30.40 ciosigen B PRI ‘ o8 7R 124138} %182p 3467)
40 | 9]% ib #b[12] b[13] H20
000 P N | I.I . - 1 ||| 1 # m/Z
128.14 264.97 401.81 812.32 949.16 1086.00 1359.67
~Info
Modified Sequence AcD3-GM<Mox*>NAPK<AcD3K*>GQTGNSSR-COOH lon score 67.87
Protein P23588 Confidence level 99.00%
Precursor m/z 755.86299 Identity Threshold 47.69
Charge 2+ Mass error 1.7E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2302_3793_1_2.mgf

(475.14892)

Precursor m/z

Charge

566.31347

2+

Int #yd
A T
: (639.24945)
; b[6]-H20
94.74 : :
(337.15729) ' I
&y[6]++-NH3 X )
84.22- M ; :
73.69 : :
63.161 ; (689.37513)
. #¥6
52 64- (418#27588) .
y3 1
T (588.29469) (7|14'33737)
42.111 : (551 4897 L
(443.24868 REeq N5t 2y vy
(330.11.71) . b4 (5MEPLER) 21 !
31.581 b3 1 b T : !
v ' ‘I ' (657.31085 ! (802.37125)
: : 1 5 #y7
21.051 - : , Y
313.R74179) X (?28'&;'532) (901.5965)
| 31.19044)5 |-b) 3 (401352 v #Y8  (957.40264)
10.53 (175#3383@) Dy (2863 e ‘ 09
" I|| || 11 |“ 1 . I | . | | II 1 m/Z
78.02 175.45 272.88 370.31 467.75 565.18 662.61 760.05 857.48 954.91
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 50.15
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%

Identity Threshold 48.85

Mass error

8.3E-5




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2419 4356_1_2.mgf
(475.20334)

Int #yd
V'S T
(639.19683)
59.417 b[6]-H20
| (689.38757)
52.817 e
(418.31693) : :
46.211 #y3 : ;
(473.06607) : (7514 24995)
39.61- Vi 0560 Y
VY (65[.07594) !
33.01 2o
i . (588.31043) | | : (802.17568)
26.40 . s | iy
L{@Qa 54) (544.17443)! ! '
19.80- A f b5 | :
- (557,26498) :
13.20- : : Preg{H20 3+
(231. 07606) (40[1'?8( 2 (57p.52057) (§28.1762)
] #y[3-Nii#58.270 Pl F- (785-5633)b8
0.00 l|.|J.ILII.||I|||| ] i ||| 1 .II || . | ] I| . | . i I|| > miz
87.68 199.77 311.87 423.97 536.06 648.16 760.25 872.35 984.44 1096.54
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 52.01
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31346 Identity Threshold 48.97

Charge 2+ Mass error 6.3E-5




—L4992 0664 _Caspase3_28-32-5 distiller2.3_143 635 1 2.mgf

(1076.4901)
Int y10
A T
621.131
552.111
(435.08091)
483.101 b4
414.081 I
] X (806.32974)
345.07 : V8
(705.11524) :
276.06 '
(mﬂﬁ? ) ! (1058.4675)
- ' y[10]-H2O
207.04A (621.35104) . M
y6 . .
138.03- A | 02081y (091.41804) |
7 s (63.21063) | brog Agé 38 (89017082 ad7 3000) 2
(262.17311f349.16498) 63@% T 3pepB-H30 ' ! 1231 84%7
69.01- (250.13852)  y3 (463.214500 5204805 2625 [7(]76293764 5wty 2213) (1120 4847) (b oL Hzoléﬁgﬁg%e)
02 Tff#y[lo i1 NHE6] H20 b7 | b[9]y$4P10]-H2D | y[11]- »—120
0.00 ||! 1, J,.l s | i N T | I..III L . ‘|T ||.I |I| # m/z
141.50 271.86 402.22 532.58 662.94 793.30 923.65 1054.01 1184.37 1314.73
~Info
Modified Sequence AcD3-GM<Mox*>NAPK<AcD3K*>GQTGNSSR-COOH lon score 77.32
Protein P23588 Confidence level 99.00%
Precursor m/z 755.86313 Identity Threshold 47.74
Charge 2+ Mass error 4.5E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2349 4030_1_2.mgf

(475.15196) (639.20736)

Int #yd b[6]-H20
V'S T
' (689 31596)
I L #y6
135.33- :
(418.14485) ! !
120.301 #y3 ! :
105.261 : :
' (714.22053)
: b7
90.227 (443.16076) : (8025’7711)
JB1-1600g | ¢4
75.18- IS0 : :
: (557 01567) (6570610 ) : :
60.15- - 5274938y b6 ' ;
(304@%87%11) ! ( £88)33925) v -
#y2 03 ' v o#y5 '
45.11+ : : : T X
E : (55'( 8292) '
30.077 (828.15629)
(231.09447) b8 7.48495)
15 0a- > (400,179 - (901#700(%) -
. (175.10611) ~ #y[3]-HR y8 v
#y1 M |
OOO T . 13 A I..I. 1 I |l|.l b |I| L) . | 1, | . —L # m/Z
82.16 193.69 305.22 416.75 528.28 639.81 751.34 862.87 974.40 1085.93
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 66.17
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31346 Identity Threshold 48.97
Charge 2+ Mass error 6.3E-5




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2436_4459 1 _2.mgf
(475.17099)

|nt y4
V' N v
: (639.10%689.39364)
! #b[6]-H20 y6
52.17- : :
46.38-
(418.14729) : '
40.58+ v3 : '
34.78" (802.39879)
(443.16599) (114.21713) g
165093 ' :
28.99+ b4 #Tb7 .
23.19 : (557.46583) : :
(329.99491) ' Prec-kRiEEEHS09) .
17.391 #b3 Prec-H20
(304.10144) v,
7 o
11.59- M v (827#%78461)
(231.04687) : (401'306,;;:2;]'2;&%1) T (901.30664)
J ' (4niSl3y '38785) ' '
5.80 #b2 V3120 VIHNH3 (B;[Ffs 36) ‘ y8
0.00 Ly ] |I| b L duy | l..ll]|||||,L|||H.“||.|| Ll 1 | ] '.l | l1 1 e . ||| a i | > miz
73.79 178.90 284.01 389.12 494.23 599.34 704.45 809.56 914.67 1019.78
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 64.18
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31346 Identity Threshold 48.97

Charge 2+ Mass error 6.3E-5




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2387_4196_1_2.mgf

(475.19709)

(639.1477689.33105)

Int y4 #b[6]-H20  y6
4 M M M
71.757 (418.18645) : :
y3 : .
63.771 ! '
: (714.1004)
55.80+ X #b7
47 83- (443.11417 (588.25496) X
' SYEIALNITR 2 !
#ba (544.27294) , '
39.867 (330.99979) : #TbS \ (657.3026) |
- : : ' #06 d (802.32501)
31.894 : : ; ! y7
23.92- (304.;)2774 0) (st 23703 - :
v Pre¢-H20 2t
15.947 “j{gfﬁi s 641) (526.103p7) T
(175.13205) (401. Y092y [4I-NH3 #b[5]-HZD: 612.3741) M
971 y[3.NH3 < (784.41743) 1 (901.54705)
7.97 yl | I yIBI-NHB JTHZP 8
OOO . ||'I P l 1l 'l Ll I||. 1 | I I l.||l| 1 I|I ] 1 I |I || 11 II I|| |“ II I - # m/Z
83.84 179.09 274.34 369.59 464.84 560.09 655.34 750.59 845.84 941.09
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 81.05
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31345 Identity Threshold 49.03
Charge 2+ Mass error 4.3E-5




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2376_4142_1_2.mgf
(475.18536)

(639.2790689.3806)

Int y4 b[6]-H20 'y
4 M M M
78.144 : :
69.46- P
60.78-
(588.26472)
s SRS x cpa2ison
52.09+ yv3 T : (657.08443) T (802.41558)
Lo - b6 - v
43.41+ Lo : . : :
o (544.30044) , X . '
o bs ! - ; \
34.73- (330.15119) ro T : :
b3 ! !
26.057 : (428.02237)
(304.27418) (5534982 b8
17.36 (231.00279) % !
ho | 6712.54006) .
- ' (400.102 yI6]-NH3 (901.51468)7 57g38)
8.681 y[3]-H2 M y8 b9
0.00 L 1. |||‘I ] | i Ll i plll i ] || il | L m/z
120.53 223.25 325.97 428.69 531.40 634.12 736.84 839.56 942.27 1044.99
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 67.04
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31343 Identity Threshold 49.02
Charge 2+ Mass error 3.0E-6




—L4992 0664 _Caspase3_28-32-5 distiller2.3_141 632_1 2.mgf

(1082.498)
Int y10
V'S v
(435.10226) '

495.691 #b4

440.62-

385.54+

330.461 X

(812.37957)
275.38+ y8
220.314 :
: (1064.5427)
165.23 (627 80257) Y[101HeO
(364#1b23323) v (208, 357851610 :
110.157 - ' BociH20 2+ (991.43989) 1
: gy 94.39011)(890.30211)  #b9 (1158:64785§1249.132)
2 (355.25035) 8]-H20 #h8 M #b12
55.08- ( Lk%ﬁ)%?zﬁh) y3 (¢ eI (873.29742) ,(985.45928) (@B@%Ll(hzsa%m?a@ézﬂ%)
- 4 #b[s]_hIm (y[g]-_ ) ﬁmv@mq#b[lzv]_,r@b[l 3]-H20
000 .I|.| 1 . Y. | I 1 . | | |I 1 # m/Z
108.95 242.82 376.68 510.54 644.40 778.26 912.12 1045.98 1179.84 1313.70

~Info
Modified Sequence AcD3-GM<Mox*>NAPK<AcD3K*>GQTGNSSR<C13>-COOH lon score 72.43
Protein P23588 Confidence level 99.00%
Precursor m/z 758.87308 Identity Threshold 48.10
Charge 2+ Mass error 2.08E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2443 4509 1 _2.mgf

(475.32032)
|nt y4
A T
56.81+ (639.09768D.42565)
b[6]-H20 y6
50.49- : :
44,18 : :
: 714.20494
37.871 (418.23097) ; “ b7 )
(433.15204L b
31.56 Y5204 ;
i ba .
25.251 ' : : (802.;177788)
X (588.31113) v
. ' YS  (6§7.19463 '
18.94 (329'33?483) (557.51964) ( b6 X
v NHERAY M '
- ' (ég?ﬁ %ﬁ? ,
1262 (304.15216) (45p.17187) re”ié' ' | (957.53795)
6.31- (175.24748$0.99231) Z VIFINHS o ‘ (428.69281) b9
000 |||I all | 11 ] . .| | NTEE | Il || I .||LI.L ‘ll .|| lll“l | . 1 ||I . I . . I | 1 : I # m/Z
81.79 186.00 290.21 394.42 498.63 602.83 707.04 811.25 915.46 1019.66
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 67.29
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31342 Identity Threshold 49.03
Charge 2+ Mass error -1.7E-5




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2363_4086_1_2.mgf

(475.22737) (639.194¢689.30748)
Int y4 b[6]-H20  ye
V' N v v v
113.65- I :
101.021 C
88.401
(114.15193)
75.771 (418.17888) b7
yg3.19917 v (802.46106)
63.14- (330. ;31862) &f@gf%’ p . 7
v v Y (637.13645) ! !
50.51- : o 2 ! !
' oy é588.24531) ' '
1 1 (544.20669) y5 ! 1
' ' b5 ¥ : !
37.887 (557.24938) '
(304.14578) Pre¢-H20 2+
i y2 M
25.26 04 (400.253 2#53.3’\'2:22) ' (42822745
12.63- (231.12851) yia1H2p VD (SbZ[gj(-)Slg 0 6;;;&234) s (901.46526957 36957
: (175.05892) b2 v v 7 y8 9
LA | ] | |
OOO . - [ PO Y |..II|I. T |,|I [1/FEREI : . 1 L1 1 . [ | . # m/Z
96.83 190.71 284.58 378.46 472.34 566.21 660.09 753.97 847.85 941.72
~Info
Modified Sequence  AcD3-GQVITIGNER-COOH lon score 74.99
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3E0 Confidence level 99.00%
Precursor m/z 566.31336 Identity Threshold 48.86
Charge 2+ Mass error -1.37E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2465_4616_1_2.mgf
(475.20459)
|nt y4
V'S T
- (639.18209)
41.40 #b[6]-H20
36.80+ :
. (689.37768)
32.20" ! y8
27.60- (443.16512 (6;7 13339314 .29949)
(41802 (557.35357) #o 1 o7 (802.44507)
y3 #b4 M .t y7
23.007 v v R8e7-856862f . M
. Prec-H20 2+ : v '
18.40- o (588555663) : :
(330.01057) v ! ! !
#b3 | (544.24313)
13.807 (304. 36087) #b5 :
: ! ! (901.62064)
9.20- : ' y8
' (401.43202) M
(231.08107) YI3INH3 | (957.48858)
4.60- (175.27162) #b2 ‘ | ('71.30063) 6712.520[11) #b9
: y1 yI61-NH3 yJeI-NH3 v
0.00 ] i Ll 1l | L1l 1 | i"'“'ll' ||||| |||||||||||| I!l 1| | ] i | | I| ] | i | > miz
97.05 190.92 284.78 378.65 472,51 566.38 660.25 754.11 847.98 941.84
~Info
Modified Sequence  AcD3-GQVITIGNER-COOH lon score 67.76
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31335 Identity Threshold 48.86
Charge 2+ Mass error -1.57E-4




~L4992_0664_Caspase3_28-32-5_distiller2.3_2453_4562_1_2.mgf

(475.28598)

|nt y4
A T
48.79
43.37 (639.18885p-2607)
b[6]-H20 Y8
Y (714.27352)
37.95- AL
32.52 A
i 418.21745 ' Yo
27.10 ( (%3'28)46 s (65'7.;;)72&‘) !
v ob (588.32922) | |
21.681 Lo y> (802.72091)
Do : ! (802y72091)
16.261 (304.2529) o ; ' y7
y2 2) '
T (SI%?EE%%%%2+ '
10.84- (330.09491(101.29532) b '
' p3 y[3]-NH$458.1918) 1, (828.15033)
(231.16857) Y (400.TeqE TIPS il b3
5.42- (174.88473) 2 . yI3]-H20y141 H20 (526.215p1) ~ (884.65312{057:44635)
yl | T b[5]-H YIBINH3 | %
0.00 | . | o ] uh 1y L .II . L1l L 10y || | ] ] 1 |I — m/z
83.37 193.19 303.00 412.82 522.64 632.45 742.27 852.09 961.90 1071.72
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 62.94
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.3136 Identity Threshold 48.77
Charge 2+ Mass error 3.43E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2335_3973_1_2.mgf

(475.12844) (689.3071)
Int #y4 #y6
V'S T T
X (639.21732)
: b[6]-H20 !
157.611 : .
140.10- (418.26478) :
#y3 :
T : (114.11789)
122.581 (443.08635 (657.12658) b7
08083 1 b6 ; (802.34014)
105.071 v b4 v ; #y1
Lo 6904) | : ;
1 1 (5 1 1 1
87.56 (330.10827) vt %%3%%@ ' ' -
b3 . I?SSU NB@B& ' ' ;
v ' Pre¢- H20 2% ' !
70.054 : A !
(304.13209) I
52.541 "2 !
35.021 : (458.320[79)
f #y{[4]-NH3
(231. 04653) v 672.356D1) (901.40099)
(40123646 ’ (B28.2317) a8 (957.40146)
- 8pal1562) #y[6]-NH3 (785.425B9) pg i
17.51 (175.27771) ‘ #y[ﬁaj%f]l'{)o #y[7]-NH3 ¥ b9
0.00 [ i | 1 T '.“I" |.|||:||i| | } | I|| m/z
96.39 191.05 285.72 380.38 475.04 569.70 664.36 759.02 853.68 948.34
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 70.25
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EQ Confidence level 99.00%
Precursor m/z 566.31353 Identity Threshold 48.87
Charge 2+ Mass error 2.03E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2476_4669_1_2.mgf

(475.2443) (639.13697)
Int y4 #b[6]-H20
A T T
| (689.20284)
34.47 ' y6
30.64 T
26.811 :
(418.24365)
(544.24 (#14.25878)
y3 #Eé%%%)'y251336)(657.08213) #oT
22.984 : . /5 we LT
(330.16696) ; : : M :
19.159 i i - |
: (442.98201) : : : :
1532- (304.23225[) &4@'@8‘2@1? 1 1 : 1
y2 o, #b4 (802.40032)
' ! T y7
i ' . (557.24401) v
11.49 ! : Pre¢-H20 3+ :
| ' |(515.58758) " \
7.66- &y[o]++||
(231'14566) (401.22864 52&204 ) (784 99 .159) (901 2
458.21479§°28- : : ?éé’@.hslas
3.831 "z y[?’]'v'\'kéy[ﬂ-ms S#bT];HZ YITENH3 #28 V8 oiop 1420
0.00 o ld ] ...muLl.uh. | | I T y iz
89.93 192,51 295.08 397.66 500.23 602.81 705.38 807.96 91053 1013.11
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 63.8
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31352 Identity Threshold 48.87

Charge 2+ Mass error 1.83E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2289 3678_1_2.mgf

(475.17426)

|nt y4
A v (639.14247)
: b[6]-H20
107.32- | :
: . (689.37684)
95.39- ' w0
83.471 (418.26695) : :
y3 X
i M (714.23594)
71.54 : Chy
59.62- (443.14095 (697.09097 0247622
- o | G (e02ere)
47.701 o (544.343) : ! M
! b% : | !
(330.0848) : b 9359) . :
23.857
(231.16892) 201;11§§|%%g (672.2149)
11.924 (175.14546) b2 M ]]:HZJ YTNH yl6]-NH3 (785.36(7) (88082 2R031957.36321)
yl ” M v v YI7INH3 yI8]-Ny8 b9
0.00- | L ] - | M T LI i | m/z
79.24 175.04 270.83 366.63 462.42 654.01 749.81 845.60 941.40
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 61.22
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31353 Identity Threshold 48.87
Charge 2+ Mass error 2.03E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2399 4250 1 _2.mgf

(475.21297) (639.15219)
Int #y4 b[6]-H20
V'S T T
74.377 (689.41274)
#y6
66.11 :
(418.24391) :
57.84- #y3 .
. ! (802.42248)
49.587 : ; "7
: (714.15134) :
41.321 (330.17938) (443.10474) b? .
1 &mﬁﬂw’é‘ (657.3:91]) : !
. v 4 v 1 :
33.05 : v (557 B882§381) | T :
: ! GHEEA3RIR Dol
24.79 : ! bS: | \
(304.21588) '
16531 (230.86988) v
b2 : (p71.29304) (828.68927S901'381@5)7'30715)
8.26- v (286.20028) (1 Fﬁﬁ?@) b #¥8 bv9
. (175#])./91313) #y[z]v_H 0) #y[6F-NH3 v
OOO :I - . .I. | |=I i 1 1 ! 1 1 II |I | | | . | . I # m/Z
82.82 193.67 304.51 415.36 526.20 637.05 747.90 858.74 969.59 1080.43
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 68.39
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EQ Confidence level 99.00%
Precursor m/z 566.3135 Identity Threshold 48.87

Charge 2+ Mass error 1.43E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2428_4407_1_2.mgf

(475.1932)
Int y4
-
E (639.16672)
' b[6]-H20
63.06+ ' (689.38246)
1 y6
(418.16381) : M
56.06 y3 ! !
: ' (714.14809)
49.05- (412.94732) ; ' b7
@iﬂﬁ%ﬂ‘!¥ : -
42,04 ;Y o
35.04+ ! : (802.47115)
! (544.20128) y7
28.03- (304.19555) b3588.29293) :
y2 R !
21.02- M vy (657.1294]) :
: . v b6 -
(3:30'8; 434) (5571.25119) M
14.01- ) Pre¢-H20 ¢+ : (428.3963)
- ! b8
(231. 17807) | . :
7.011 g SO S O o (651 35621)
| YRR pisiy 2 b
OOO - I I|| ‘l.l‘_‘l_‘_l‘lll.l 1 1 |I I | L L — 1 1l '|| 11 ||| E— . 1 # m/Z
76.08 192.64 309.20 425.76 542.32 658.88 775.44 892.00 1008.56 1125.12
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 71.12
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EQ Confidence level 99.00%
Precursor m/z 566.31352 Identity Threshold 48.87

Charge 2+ Mass error 1.83E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2294 3735_1_2.mgf

(475.21185)

(639.22505)

InAtk y4 b[6]-H20
: T (689.29584)
! I y6
: (7:14.10881)
101.774 . 1 b7
90.46 (443.13118 E Lo
e TR Msrsa : Co
79.164 MILZ o
67.85- o :
v (647.06132 (802.32207)
56.54 L . 1 y!
Lo (5571388813515) | b6 b
RESHSPIERS - -
45231 (330.&?739) PredH20 T+ ; :
T (544.3p274) | : :
33.92- ' v
22.627 (230.95555) | (400.2399) : 001,564
& YA 56 27500528 109D 67P.38866) y8 hs7.44052)
11.311 (175.26624) YIBINHGE ylar-NH3 b[5]-vH2 y[%j-NHs v bv9
yl v v
0.00 ol |||||||| “Ill i ] !u [T | | 1l ||||I ] m/z
80.76 179.55 278.33 377.11 475.89 574.68 673.46 772.24 969.81
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 51.61
Protein P62736, Q562R1, QI9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, AA3EQO Confidence level 99.00%
Precursor m/z 566.31348 Identity Threshold 48.87
Charge 2+ Mass error 1.03E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2487_4722_1_2.mgf
(475.14783)

(639.119(689.28225)

Int y4 #b[6]-H20  y6
4 M M M
(443.0769), X X
QYIBBO7E0)3 : :
#ba ! ! '
29.984 Voo :
(418.1803) ; (114.22763)
26.65- y3 . : #o7
Co (667.1992)|
N #b6 :
23.321 G v !
19.98- : !
: ; : (802.3453)
16.65- (330.14098) ! y7
#03 (544.12329) I
_ - #b5 :
13.32 (304.21423) (557 488088542) .
2. RE67-NBE0EP :
9.99- v Preg-H20 2+
! ‘@%@ 98 Lo
6.667 (@01.029p4)1 P : (901.63292)
e ¥
3.33- (175.06016) (286.97686) ' 67[1.248D5) (327_%88578)
yl y[2]-vNH | y[B]-H20 #v |
0.00 |I|| L |||I ||‘u|| IIlI|||I|I } || ] | i | || i || A m/z
96.82 190.71 284.60 378.49 472.38 566.27 660.16 754.06 847.95 941.84
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 60.15
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31348 Identity Threshold 48.87
Charge 2+ Mass error 1.03E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2495 4774 1_2.mgf

(475.26683)

|nt y4
- T
: (639.19
#b[6]- Hﬁ@?g 25072)
40.571 M /6
36.06- : :
31.55+ E E
' (714.19475)
: ' #b7
27.05+ LY
22 54 (418 (#3342599 | :
(647.05608)
8@;@8?#“39913 #b6 I
18.031 Lo (544.56528) ' X
o #b5 X
453 . T (588.21322) | !
13.52- (30434239;% ) . s .
y. v : : (785.46564)
9.027 . : (55 09196 67[1.24464) y[(ﬁ(iﬁﬁ@OZS)
(526.04881H20 2 yIBl-H2p (75;471].34;&8@.11419)
231.04303 B.16395)#b[5]-HAD” M VI71-H20 #bs
4.511 ( 42 ) 9%55 gg‘/ﬁ”"\'” > . v (901.)%1935)
0.00 1 '.I [ 1 i .|||| i || Ll ”” l".|'||'||' | | : | 1 || 1 | I.' | | 1 | > m/z
93.74 195.60 297.46 399.31 501.17 603.03 704.89 806.75 908.60 1010.46
~Info
Modified Sequence AcD3-GQVITIGNER-COOH lon score 53.76
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3E0 Confidence level 99.00%
Precursor m/z 566.31325 Identity Threshold 48.87
Charge 2+ Mass error -3.57E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_1085_1819 1 _2.mgf
(475.19796)
Int #y4
A v (639.18641)
X b[6]-H20
' . (689.35466)

33650.10 ; Hy6

29911.201 :

26172.30 - : :

(114.16165)
22433.40 (418.18139) ! el
#$33.15956 X
18694.50 &‘?@gf%sa (588.3158) (68 7'865987 X (802.30802)
LT #5 T ke
14955.60 - Do (544.18792) | : ' :
(330.00904) o bs : : :
11216.70- b3 | (557.34319)] ' :
(304.13271) RES-BLBLF
#y2 ! Preg-H20 21
7477.80 - Y v
(230.97249) X '
b2 é401.1324 53_188743 ! (828.14593) (901_4199)9
3738.90- v QORLa52\4Rs) (526.2398) 67[L.347f7 (785.35755) b8 (957.41276)
(175%71145) %Zﬁ%ﬁzo bl5]-H2D #y[6]-H20) #Y[7-NH3 "B b9
000 T . | I| | . I 1 1 | . " I | — l . I | . | . I m/Z
96.95 190.82 284.69 378.55 472.42 566.29 660.16 754.03 847.90 941.77

~Info
Modified Sequence  AcD3-GQVITIGNER-COOH lon score 92.14
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 566.31331 Identity Threshold 48.86
Charge 2+ Mass error -2.37E-4




—L4992 0664 _Caspase3_28-32-5 distiller2.3_114 562 1 2.mgf
(1082.5638)
Int y10
V'S T
181.57 (435.06733)
b4
161.397
141.221 X
121.041 :
(812.36772)
100.871 y8
i ! (1064.683)
80.70 ' y[10]-H2O
60.52+ :
(627 ;’65 963)05.2465 B) !
40.35- (364.09144) (526.19213) v b6 (991.26792) (1249.5166)
: (355.10%63) y5 ! X b9 (YPUY-5188)
250.10445 y3 M | (794.21982) g0 31772 1186629149) b12
20.17- v R ! D) | 2X985.1b211) ( bl p) bl (1318 4888)
v | yeNH3 ﬁ -~ bldspaAGT1)
. . M PR P N P PR T 1l : 1 1 al . L | 1 | 1 1 A
o0 PO O 1 R O o A 1 N TR R
109.29 243.13 376.98 510.82 644.66 778.50 912.34 1046.19 1180.03 1313.87
~Info
Modified Sequence AcD3-GM<Mox*>NAPK<AcD3K*>GQTGNSSR<C13>-COOH lon score 73.41
Protein P23588 Confidence level 99.00%
Precursor m/z 758.87319 Identity Threshold 48.10
Charge 2+ Mass error 4.28E-4




—L4992 0664 Caspase3_28-32-5 distiller2.3_218 738 1 2.mgf

(1082.6077)

Int #y10
4 (435.07186) M
b4 :
246.11+ :
218.77-
191.421 :
164.08+ (812.43198)
#y8
136.731 : (1064.5027)
. #y[10]-H20
109.381 : '
(627.25468) ! :
#y6 (991.35584)
82.04 (3645(?3474) (541.80026) ? (705.1409) b9 '
0: (52%#?%@?3) : h§49 75;)5;11 (890.11264) : (1249.385)
54.69- ' (532]61874) (70.8697% 94.38157) bv8 ! (1162.2442 mﬁg@
(355.09883) (698YEiRITA) #y[8]-HRO (115343836) v
(2%96B428825) ; : FANN M Ti X
27.357 by A 09]R 1072 (873.42b24) (97430 hy (1231589 318.1782)
M ' '“1"* b[8-NH3  b[9] NFRBOL] b[lZ]-HFO [L3[H20
0.00- ,]'I .|| wll 1 i L1 ] .T | > m/z
126.27 263.02 399.76 536.51 673.25 810.00 946.74 1083.49 1220.23 1356.98
~Info
Modified Sequence AcD3-GM<Mox*>NAPK<AcD3K*>GQTGNSSR<C13>-COOH lon score 71.59
Protein P23588 Confidence level 99.00%
Precursor m/z 758.87312 Identity Threshold 48.07
Charge 2+ Mass error 2.88E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2461_4586_1_2.mgf
(481.23051)

(639 23432)

Int y4 #bl6]-H{6D5.24366)
+ 1 1 y6
45.46-
40.41- !
35.361 (424.20623)
v3 (714.0468)
v #b7
30.317 : v (808.35024)
: ! y7
25.26- - ! :
(443.14775 ! !
20.20- o4 (657.17163) :
(330.10737) ; (560.@@&3_%428) #b6 '
#03 ' (550 v
15.15- v ! ! (907.92862)
: 1 Pr§55H 2 ' | V8
(310.14969) L : (8‘8#%,98585) M
10.107 'yz P! - :
v 464.16943) !
X 4071 4841\ (6[8.71p4
231.07464
5.05- (181, 235(388)#b2 ) ‘&%3 ok ng @ﬁ gg yiel-NH3 | (791.65395 (957.49371)
yl IJIJ M YI7ENH3 #b9
0.00 |TI| | IJ|I.I|I || |||| 11 ||l| III 1 . 1 T . L — m/z
81.42 194.05 306.67 419.29 531.92 644.54 757.17 869.79 982.42 1095.04
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 68.27
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32374 Identity Threshold 47.93
Charge 2+ Mass error 4.82E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2471_4640_1_2.mgf

(481.1867) (639.22322)
Int y4 #b[6]-H20
VS v v
45.46- | (695.30275)
! y6
40.41 1 ! :
35.36-
30.311 :
(594.41985)
25 .26 (424.09174) y5
(443.05982 M (714.17139)
+ #b4 ' #o7
20.201 Do . (657.24643) T (808.3855)
v ! #0b6 ! y7
15.15- o G ' I .
268145 e :
2#b3 v
10.10- yf v | (828.32708)
- (406.38333 i #08
P y[8l-H2(144.20838p6 237 677.32491 M
5.051 (181.15665) v VAN g#b[5]-H )) 61130 ' (890.62736957.60447)
v v - y[8]-vNH3 #99
OOO L1 - bl || } al IL”_‘|| |.l||i| gl I ||I| . |I 1 | | || 1 "I 1l I . | # m/Z
84.54 306.22 417.06 527.90 638.74 749.57 860.41 971.25 1082.09
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 52.98
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32372 Identity Threshold 47.92
Charge 2+ Mass error 4.42E-4




~L4992_0664_Caspase3_28-32-5_distiller2.3_2288_3667_1_2.mgf
Int
-
471.14+
418.791
366.44
314.09+
261.75+
209.40+
(481.24406)
157.05- #ya (639.18632)
M b[6]-H20
] I " (69736325193
104.70 '
(4243308403 657.15486Y007
(330.0267) %¥3b4 ) 5 | b6 ff: ' (808#?(;745)
52.35- (231.1847) (@“@m) . 89’%4) (677.42159) (790. 4%%%51934) (907. 3576@7@7 25714)
b2 [5]- NTS #i/[G]-H 0o #y[7)- H;f #y8 bo
000 ; L J: i i L Ll ...I:.ll itk II..I.J )I[ T I| T . 1 . 1 m/Z
81.11 177.17 273.23 369.29 465.35 657.48 753.54 849.60 945.66
~Info
Modified Sequence  AcD3-GQVITIGNER<C13>-COOH lon score 50.54
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32404 Identity Threshold 47.93
Charge 2+ Mass error 0.001082




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2490 4744 1_2.mgf

(481.25542)

(639.0551(§95.33843)

Int y4 b[6]-H20  y6
-~ M M M
(424.25693) | X (7_:L 4.10485)
2 : ' | b7
28.914 X | M
25.70-
(443.2519) !
22.484 ' b4 !
19.27- !
: (808.38386)
' (594.49755) y7
16.064 ! y5 v
. Y (6%7.28333) X
' b6 :
12.85- : M -
(544.31591) ' :
(330.15661) bS : !
964- b3 1 :
M (561.1972)
: 453.97302) PrectNH3 2}
6.421 (291.7868) 1 &y[gl++ M (6[8.447p2) (957.81385)
(231'16084)“@_]'@2?8 ? (454-15788) ésr :22%3; il & (907.93896) 1
3.211 b2 Yz (406.210p2)f[4]-NH3 v8 .
e | y[3]-H2p | |7 | | -
0.00 L | L ||| | b1 Ll ] | ill | L1 ||| ] i || |I ||| —L m/z
83.34 179.26 275.18 371.10 467.02 562.95 658.87 754.79 850.71 946.63
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 65.44
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32375 Identity Threshold 47.93
Charge 2+ Mass error 5.02E-4




-L4992_0664_Caspase3_28-32-5_distiller2.3_2369_4110_1_2.mgf
(481.15171) (639.180¢695.32808)
Int #y4 b[6]-H20 #y6
4 M M M
88.681  (714.15115)
! ; b7
78.83 ! D
(424.18479) : '
68.98+ #y3 '
59.12- : :
(443.01849 ' (808.49184)
. J #y71
49.27 : b4 (6t 75%899) :
| (594.39862) v :
39.42+ : (544.13792)#y5 . '
(330.10723) X be A X :
b3 - (569.19678) :
29.561 M Pref-H20 24
(310'2;8?9) vY (848.14325)
w2 o b8
19.711 (230-;’7177) : 464.3294595.99667) M (957.35316)
2 ] 4]-NH3b[5]-HZ0 ! b9
= . v ' (907.54725) +
9.85+ (181#3?614) : (406.385§3 %4%215) ' 617.39247, (791.41913 #8
v #y[3]-HE I | #[6]-HRO #y[TENH3 -
OOO l . 1 III. 1 [ Iln M 1 1 L 1 } |.| 1 | 1 1 . 1 m/Z
82.78 193.92 305.05 416.19 527.33 638.46 749.60 860.73 971.87 1083.00
~Info
Modified Sequence  AcD3-GQVITIGNER<C13>-COOH lon score 81.84
Protein P62736, Q562R1, QIBYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3E0 Confidence level 99.00%
Precursor m/z 569.32344 Identity Threshold 48.31
Charge 2+ Mass error -1.18E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2342_3997 1 _2.mgf

(481.25334)

ln}; 7 (639.17907)
: #b[6]-H695 32059)
: 1 y6
149.09+ : :
132,53
(424.21334) ' '
115.961 < L
: (65[7.0080544.14451)  (g0g 43172)
99.40+ X #o6 | #b7 y7
82.831 (443.19481 ; : :
T iba (594.30078) | , ' !
v y5 ! : 1
66.26- ! (544.12706) 7 : - :
(330.19818) . s
#b3 ' =
i (310.3154) ! (560'7429%)
49.70 vy RebMZDg)
v Prep-H20 2+
33.137 ' !
(231.01048) (406,296t jﬁgﬂ 3)6.76443)
#b2 3 sl ] 2666459
] 2 13291)3.333 ) 617.21899 (790.48788)6459)(907.46404)
16.57 (181.25722) (ffj[i]'_%l_yq- 20#b[S]N yi6l-H4o y[7]-H3a08 y8
y v v v
OOO T. . | ..I||I| ol ‘.I I . 1 I.I lll I b 1 I| II 1 I . . I I - . m/Z
86.58 200.19 313.81 427.42 541.04 654.65 768.27 881.89 995.50 1109.12
~Info
Modified Sequence  AcD3-GQVITIGNER<C13>-COOH lon score 63.92
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32343 Identity Threshold 48.31
Charge 2+ Mass error -1.38E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2326_3936_1_2.mgf

(481.16948)

|nt y4
4 v (639.12814)
: #b[6]-H20
: . (695.23914)
213.057 y8
189.38- !
165.707 (424.19077) ' X
3 gi4.19562)
142.031 ' (697.15489)" 4,y 7
: #06 -
118.36 ; : :
(443.13085) : : (808.44203)
1 #b4 ' ' y7
94.69- v . . T
(330.07379) X . 4(22227107) i :
#h3 ' - X
71.021 - : #bf@“%“m .
(310.11899) M '
y2 ! e
474 O : I (907.4634)
(231.0196) : (406.247B5)s 4 o747(527 12245 790 4(7812 28.1:2674) :
23.671 (181.20416) 702 YIBIH2D g NnH3 ™ #bIEI-N[3 y[7j-H23gE (889.65033§957-54854)
yl v - y[8]_H2F #Bg
OOO T l. T | Ill.l el B luel il.llnll |.|I|I|,|,Ll I | — || .l | - — || .||||I . l . T [ | —L # m/Z
93.18 195.10 297.02 398.94 500.86 602.78 704.70 806.63 908.55 1010.47
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 75.82
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32347 Identity Threshold 48.30
Charge 2+ Mass error -5.8E-5




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2383_4167_1_2.mgf

(481.14806)

Protein

Precursor m/z

Charge

P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EQD
569.32353

2+

Int #y4
V'S T
i (639.21854)
98.86 b[6]-H20
87.887 :
| (695.27951)
76.891 : #y6
65.917 (424.22984) : :
3 (714.b16518)
£l ' p7
54,92 ! LY
: (594.2168657.01717) |
43.941 (443.12048) #yS o I
b4 (544.15232) ! . | (808.46327)
v . ' ! #y7
32.95- ! b5 ! <
(310.16843) ! - ! ! !
(8%8.19215) ' I :
21.971 + b3 (560.94476 78.27936 |
Lo . y[6]-NH3 (828.27124)
10.98- (181.34883}-00815) %yéﬁ%ﬁ b8 (957.44121)
L ‘L £ | N b9
O 00 1 . II i Ly o N T ..I' Lal - I I | I| [ | . | —L # m/Z
92.93 197.66 302.39 407.13 721.32 826.06 930.79 1035.52
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 81.28

Confidence level 99.00%
Identity Threshold 48.15

Mass error 6.2E-5




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2416_4326_1_2.mgf

(481.27752)
|nt y4
A v
X (714.28023)
: (639.24515) b7
! #b[6]-H20 :
68.77- : :
61.121 : :
(424.19907) ' '
V3 ' (695.28488)
53.48 M AR L
45.841
38.20- (443.13906 (544#})%%%%).4622957.076415
(330#})2934) #ba M Vv5 #Tb6 ' (808.47215)
30.56- M ; Lo ; v
: : (560.18115) : E
22.921 (310.20762) | Preg-H20 2+ ' ;
y2 !
15.28 ! 464.29998) :
' YIA1-NHIB26.47 i
(292.48516 (406.554 243 v Lil8 677.37112
4 (231.20383)21-H y[38-HZO0| ! . y[6]-H40O (828.06195;907-60966)
7.64 20383121y : | #b[étN + 96 48
0.00 L 1 ||".' . l.l!.ll.l "l""‘l-ll‘.' al | |.| . |IIII| |, '.l | : 1 m/z
84.48 200.36 316.24 432.13 548.01 663.89 779.78 895.66 1011.54 1127.43
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 61.01
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32358 Identity Threshold 47.96
Charge 2+ Mass error 1.62E-4




—L4992 0664 _Caspase3_28-32-5 distiller2.3_983_ 1679 1 2.mgf
(481.14269) (639.21044)
Int #y4 b[6]-H20
V'S T T
5315.311 I
4724.72- '
(695.41297)
4134.13- #y6
(424.17906) (714.18571)
3543.544 #y3 o
. (637.03866) ' |
(443.15848) b (808.33275)
2952.951 oA s : #y7
vy (560 41236) : b .
2362.36 Vo 2507) ! - .
: (5%@5@ : :
1771.77- (33099549 T :
(310.27641) Lo
2 ! 1 1 1
1181.18 i ; g :
' (406.470p$4p4-28912 (428.1716
; a1- (907.5364957.34672)
s0059]  (1s1.0aeL 10059 PR l§>(526 a1 sy oosodpare | T g
iy bvz #y[3] NHzM4LHAO 5 AYIBL-NH3 YR v v
0.00 | . . 1 Il . . . | 1 L l | . | . | # m/z
103.41 196.56 289.72 382.88 476.04 569.19 662.35 755.51 848.66 941.82
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 63.1
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EQ Confidence level 99.00%
Precursor m/z 569.32356 Identity Threshold 48.03
Charge 2+ Mass error 1.22E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_1768_2680_1_2.mgf

(1236.3969)

Int #b10
P T
72.414
(494.28413)
y> (646.38629)
64.361 ' #b5
; M (1478.28)
. : (607.46447) #013
56.32 ! y6 (793.45822) '
. M #06 .
48.27 . . : :
40.23 : I (937.56996) :
' : ) (1084.4877)
| ' 7(995.03958) Y10
32.18 | #b8 ' (1293.3615)
(822.23576) ' M X #b11
24.141 (733.50999) 2 ' : : v
(252.21902) &(571[35]3%8 | : ' (1353.9669)
. y2 (437.20453) &765‘"’ b V[12]-H20
16.09 v (62B.34 6% (12%7.6770)" "~
: (380.451413877.50782) 5]-H @%%g 9 1kos (138 5p86)
1y[5]-NH3 v 6 ) 0
8 05- 3 9.26\5%3) ' MB@@v#b[s] H20 #[L1]-NH3
1?20 21 | H |
: ||||||| |I||I| |||II|||||| | I|I| II > m/z
123.05 270.89 418.73 566.58 714.42 862.26 1010.11 1157.95 1305.80 1453.64
~Info
Modified Sequence AcD3-SLINK<AcD3K*>FDSQLGGQAR<C13>-COOH lon score 71.63
Protein Q9P2M7 Confidence level 99.00%
Precursor m/z 865.4757 Identity Threshold 48.42
Charge 2+ Mass error -4.38E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_1210_1971_1_2.mgf

(481.2425) (639.19112)
Int #ya bI6]-H2C695.34075)
-_ 1 1 #y6
2796.75- I :
2486.001
2175.25- '
(714.13759)
b7
(424.220f4) " ,
#y3 1 v 1
1553.75+ M ! ' (808.4604)
. (594.29776) | ! ; #y7
1243.00 L e ! ' :
(330.14927) F (542898751, ' :
b3 566 N5EB2Y. ;
932.257 (310. 2598) Préc-H20 2+
#y2 : 1
621.50 - 'y
! D
(231 0917) - (406,227 ﬁ(i%?ﬁ ]?a%g) ® ‘8'8;1498) (907#%6?6%7.44248)
310.751 (4916361 aay[4]-Hro(526-036 4) (6[78.500P3) (790.44867)~ ¢4 b9
#y[3] NH3 b[5]-H2 #y[6]-NHi3 #y[7]-H20 v
0.00 11 l L |‘ IJ || 1b |IIII‘| 1 - 1 1 . ‘ —— I. | . | . |I m/Z
102.03 195.65 289.27 382.89 476.52 570.14 663.76 757.38 851.01 944.63
~Info
Modified Sequence  AcD3-GQVITIGNER<C13>-COOH lon score 86.14
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32322 Identity Threshold 48.30
Charge 2+ Mass error -5.58E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2297_3748_1_2.mgf

Int
-

394.42+

350.59+

306.77 1

262.94 1

219.12+

175.307

(481.30344)
- y4
131.47 M (639.10404)
X b[6]-H2((695.36466)
87 651 ! (560.31671) - V6
330.13936
(@gé_éﬁ%)) : (4/88.08121) (54’4.%9@333295 2657'&3 609514';71 538) (808.7125) (957.40965)
43.82 b[3JNFT3 o (526.278%) v v (8§7.99003) (907.45785) b9
b[5]-H2Y | | b8 y g v
O 00 JI A I| | 1 | N T T 1 | # m/Z
85.89 180.97 276.04 371.11 466.19 561.26 656.34 751.41 846.49 941.56

~Info
Modified Sequence  AcD3-GQVITIGNER<C13>-COOH lon score 48.92
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32335 Identity Threshold 48.29

Charge 2+ Mass error -2.98E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_1084_1818_1_2.mgf

(481.22988)
Int #y4
A v
: (639.27389)
. b[6]-H20
X 7 (695.37181)
1 : #y6
31095.90- : .
27640.80 1 .
24185.70 - (424.21973) : :
43 10122) ' (714.13372)
' b4 I b7
20730.60 1 Y v
17275.50 X '
vy (504.28334)6p7-2196) | (808.47375)
1362040 . (544.b153793) #y5 '076 ' #¥7
(330.02988) (56D.45694) : :
10365.30 b3 Rseio- M52y : :
! Prec-H20 24 !
6910.20- (312;5;55) !
(23152803) M (407'30535334 21665 I (828'38478) (007.43579) |
- i #y[3]-NH3453 o 526.17882) (678.409p5) v8 #y8 957.47168
3455.104 (181.18155) ‘ ﬁ?{%ﬁégiﬁﬁﬁ%g b[5]-H2( Ay[6]-NH3 v b9
0.00 L II : 1 .||I ..|| [ : L : L | : | : |. > m/z
103.27 196.76 290.26 383.76 477.26 570.75 664.25 757.75 851.25 944.74
~Info
Modified Sequence  AcD3-GQVITIGNER<C13>-COOH lon score 92.1
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3E0 Confidence level 99.00%
Precursor m/z 569.32323 Identity Threshold 48.29

Charge 2+ Mass error -5.38E-4




~L4992 0664 Caspase3_28-32-5_distiller2.3 2500 4797 1 2.mgf
(424.27034p1.25233) (639.181(695.39023)
Int y3 y4 #b[6]-H20  y6
4 M M M .
22.62" . :
20.117 (45,3 21562) '
#p4
17.594 : (560.61637)
! REGO§HER2Y
- ! Prec-H20 2+
15.08 ! M (714.40219) (808.51114)
1257 : (544#1?.17) (657.21508)| #b7 v/
' T (s94.27687) | 2% | !
(330.11084) by5 ! ; :
10.05- #b3 Y ' . !
M ! ' ! ! (828.25482)
(310.23157) (#53.8862p) ' : ' #b8  (907.77954)
7.54 y2 #y[8]++ ' ' y8
v (48336088) ' i
X VIAl- 3@3)35647 X X
5.031 : A8 s 620 (790.6647) :
-'N#ﬁs(a]; |6\31Hs€ y[7]-H2pD
i £0/7139999) (312 po3f4) 527.6p447 (890.42626)
251 (180 92&6) %{ié]++ so3-NI3 #b[5] ‘1;]._2'\%%1) yIBI-NH3
O 00 ITI |l | | | |I hl . | _“ 1l . | || l I I | | M | | I | . I m/Z
89.62 192.35 295.08 397.81 500.54 603.26 705.99 808.72 911.45 1014.17
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 55.47
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32365 Identity Threshold 47.96
Charge 2+ Mass error 3.02E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2433_4428 1 _2.mgf

(481.27896)

Charge

Precursor m/z

569.32365

2+

|nt y4
A v
: (639.20322)
! b[6]-H20
63.16-
56.141 | (695.37784)
: ¥e
49.13- L
(424.04811) (714.23842)
42.111 y3 =l
! (697.08679)
! b6 o
35.09" ! M
] (330.04389) ' X X .
28.07 b3 (443.08474 ' (808 ;'72 404)
M b4 ' 4
| ! - (544.15%48), 36334) '
21.05 (310.3036) : Yy :
2 ! : S :
14.041 : (56p.26313) (957.35216)
' e _?20 g (828.18415) b9
. 4,500 1%26.411 - (907.36198) ¥
7.02 (181.03921) ‘ %%35 Gis 93%0[5]%2 - b8 y8
vi v HLO &
OOO |TI|. 11 IiI . 1 Ll.l.llil. | ||I lI ||.| I |I| | II . m/Z
79.87 185.82 291.77 397.72 503.68 609.63 715.58 821.53 927.49 1033.44
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 75.0
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%

Identity Threshold 47.96

Mass error

3.02E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2404_4271_1_2.mgf

(481.27783)

(639.22458)

Int y4 #b[6]-H20
A T T
X . (695.38647)
1 : yv6
77.211 ! :
68.63 o
60.054 :
51.471
(424)'/;856) (714.12206)
42.89+ 1 #o7
(443.10631) ' (808.52649)
(560.28862 '
' #ba 7
- 7 prec-HB8433607) X y7
34.32 Lo (544.%03379) y5 ! '
Cl #o5, Y : :
25 74- ! T 1 (657.15636) :
Lo ' #b6
(310.09475) - | v
17.164 (%329#%73072) : (793[%2@2@%5682)
(03111578, 36I1)T Eiggjggggn (52633001 ((6 71430 5? (7%[%?2 :l)§398 (907.2:628)
8.58+ 181.23966) #b2 i ' 54.1480 i & yl7l- y8 (957.39642)
( o )72 y[2]vHZ2ij y[S]NHéy[4]_NH3 %[5],'* T [e]ﬁfF | T #bg
000 I..I]v | . Ill 1 | Il-ll.l II ‘llllli“ll |“ | s 1 1 E Ll | 1 ! 11 . | 1 | —L m/Z
79.98 180.01 280.04 380.07 480.10 580.13 680.16 780.20 880.23 980.26
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 81.41
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32367 Identity Threshold 47.93
Charge 2+ Mass error 3.42E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_1772_2685_1_2.mgf

(488.27732) (1236.3266)
Int y5 #b10
VS v v
: (601.4305) :
: y6 |
35.131 ! X (816.34591)
. y8
31.221 : : (1478.5472)
: : (147918472)
27.321 ! . #b13
23.42 ( 346.50071% ' I
ap5 (729.29021) ! '
v y7 1
- ! v (995.18809) !
1951 ' #08 (1293.3226) '
15.61- : . (931.39099) (107)%258) o1t
' (431.30168 : (71693 2o M ;
y4 : ! ! '
11.711 (246.35052) T (615.13361 X ! , :) 1531.7648)
X - X ' 1251.6107 #b[14]-H20
7 81- (246;3[)52052) . &)(é;%]fzé% 7.32 (1123.3352) /11 |(1350.4965) M
. M (FRT4R4938) y[:]&b 1os 8] : #b1p :
' #9@ ' (p78,43p4H)60AROBH2G !
3.907 ‘ jb[g]-NHEL10LHPO | ‘ ‘
0'00 .|I |I|I| | I | ; II I | I I II 1 # m/Z
116.06 272.41 428.76 585.12 741.47 897.82 1054.17 1210.53 1366.88 1523.23
~Info
Modified Sequence AcD3-SLINK<AcD3K*>FDSQLGGQAR-COOH lon score 69.23
Protein Q9P2M7 Confidence level 99.00%
Precursor m/z 862.46654 Identity Threshold 48.79
Charge 2+ Mass error 0.001383




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2480_4691_1_2.mgf

(481.21714)

Protein

Precursor m/z

Charge

P62736, Q562R1, QI9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EQ

569.32368

2+

Int #yd
V' N T
: (695.56933)
: (639.17465) #y6
ble]-H20 ¥
32.17- . '
28.59+ X :
(424.30322) ' !
i (#¥3.07649) ' !
25.02 ¥ bd ! :
21.444 Vo
(330.01926) bl (714.29796)  (808.39902)
17.871 b3 - b7 #y7
M b (657.26343)[ 7 .
14.30- ! (594.22333) : :
: #y5 : -
(310.02082) (544.06457) ¥ ' '
10.72- #y2 b5 '
X (407.278[72) ! '
i . } (526.0228)87355
7.15 (231.2168) ' #y[BLNH3 9 87355 s (8b5.42083)
gz 17 My CoLTEE (o7 aeeuy
3.577 I Hy[41-NH3 i ' 0 s i
0.00 [ wl 10y 1l .l' I|| ! ||||| I.' ] |I| | ] > miz
83.78 179.24 274.70 370.15 465.61 561.07 751.98 847.44 942.89
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 67.4

Confidence level 99.00%
Identity Threshold 47.93

Mass error 3.62E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2440_4480_1_2.mgf

(481.32398) (639.280¢695.44252)
Int y4 #b[6]-H20 vy
4 M M M
X X X (808.4481)
: : : y/
(657.15329)! !
30.961 (424.14321) LA '
y3 b :
27 52 M (594.50264) | | : !
| : R :
24.08- : ! :
20.64- | :
(443.16878) '
#b4 !
17.207 v (544.19098)
310,135 : #S
( ?@.3@31) ! M
13.76- v #23 1 (56p.85316
- : Prec-NH3 2}
. . (560.10433
10.32 e Pre :-TZO 2¥
(526.3571)
6.88- (406.124#34-0863B) p[5]-1: (907.99535)
(230.93938) y[3]-H2p3Y8l++ M Y8
#b2 M " Nfél) ' Ee: 8.4292;] (790.681p9) : (957-%45823)
- 292.01588 - : ) #
3.44 (181.y219217) ( Ji2iH3b ) q’y%@% : y[7iv'*23 E (10335461)
0.00 M| | 1”. 1 ||| TN [ |I | | || 11 i [ |I i | ! :TI > miz
94.52 198.65 302.77 406.90 511.03 615.16 719.29 823.42 927.54 1031.67
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 62.51
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32359 Identity Threshold 47.96

Charge 2+ Mass error 1.82E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2357_4054_1_2.mgf

(481.20247)

Int #y4 (639.19588)
A M b[6]-H20
' | (695.31946)
129.594 : #y6
115.191
100.794 (7154.15022)
(424.22387) =l
86.39 #y3 o
i (443 12272 I
72.00 s ;
: : (560.46714) oo 14075 . (808.35991)
57.60- 0! poeonpEay (571497 #y7
(330&;324) : Prec-H20 2+ bv6 X
i v ' (544.35(682.33831) | | '
43.20 ! b5 ' #y5 : I
(310.28276) T |
28.807 #y2 : :
: 4.28618)26.6335) ;
14.40- (231. 14049) ‘ §J%?§ﬁ %’m]-N ! (828. l;1503) (907. 55?33,} 5 0366)
0.00 ; II ] LJ_[I_ oL Ll I| Ll 1l |I Ll | i T i > miz
73.76 182.35 290.95 399.54 616.74 725.33 833.93 942.52 1051.12
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 65.53
Protein P62736, Q562R1, Q9BYX7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EOQ Confidence level 99.00%
Precursor m/z 569.32359 Identity Threshold 47.96
Charge 2+ Mass error 1.82E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2425 4377 _1_2.mgf
(481.21425)

Int #y4
A T
: (639.17994)
' b[6]-H20
78.71-
69.97 :
61.221 : (695.29797)
1 #y6
52.48- :
43.73- !
(424.19395) (560.20828) '
#y3 Prec-H20 2+ X
34.984 M M
(44;3-b1f493) (594.31891(6%7. 197%]453? 884) (808.52069)
26.24 (330.13891) DY O b M wi
(310.220%) ' : : ! :
| v 1 (544.27188) . 1 1
17.49 #y2 ! ' b5 ! ! !
Lo v (828.44265) 957.44681
8.75- (230':;)994) ?% : ih%% 52.901/16%526.11739 b8 (907.626(77) b9 )
v ‘ Nk (41:H20 bls]-H v #y8 v
000 | — 11 L A1 1 4. TI .I |ll|l I 1l I Bl I II 1 ol I . L |. I I| 1 . m/Z
146.27 247.84 349.41 450.98 552.56 654.13 755.70 857.27 958.84 1060.42
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 62.7
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 569.32362 Identity Threshold 47.96
Charge 2+ Mass error 2.42E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_2393 4218 1 _2.mgf

(481.21269)

(639.21946)

Precursor m/z

Charge

569.32362

2+

Int y4 #b[6]-H20
A T T
82.841 : (695.45625)
: y6
73.647 ! !
64.43- (443.02218) .
#b4 X
M (714.16652)
55.23- : 1 #b7
(424.26374) !
46.02- 3 :
36.821 : (560 581eF2099) |
(329.90655) : 5 3’7 (808.4577)
27.617 (310.18459) %v 25 4
2 T (828.31755)
18.41+ - | o ' #b8
(231.04437) | (407.292 )%(Z‘;;;élé‘* - M (907.44032)
#b2 y[3]-NHB ! y8
g v (292.414p7) v X (790.25687) v
9.20 (180.91087) S22 (a2 yI71-H2
0.00 N T I|| ] ] ||||.I ||]|’_ f i ] i 1! - —1 > miz
98.97 192.72 286.47 380.22 473.98 567.73 661.48 755.23 848.99 942.74
~Info
Modified Sequence AcD3-GQVITIGNER<C13>-COOH lon score 72.74
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3EO Confidence level 99.00%

Identity Threshold 47.96

Mass error 2.42E-4




~1L4992_0664_Caspase3_28-32-5_distiller2.3_1110_1850_1_2.mgf

(657.54968) (821.36654) (984.46786)
Int #y[10]++ y6 y7
4 M M M
3126.421 (651.2:9064) !
b5
2779.041 "
2431.66 (488.15897) : (1157.571)
ba 1 y8
2084.28- (00525059 :
(432.23989) > (1040.4056) ! (1297.4914)
. : b8 . b10
1736.90- v . v ; !
X ' : (727.33258) X X :
! ' ; Prec-H20 2+ : ! ;
1389.52+ ' (579.46108) M ' X
X #y[8]+ ! X '
1042.14- : ! (96[%.535 (6)2)
1 1 Y1 /]-R4
315.23701 ' -
(§o4_;g|§1) ) (570.74234) (349_'32) '
g #y[B]++ @1 ty'[g?ff‘g) y[6]'TH‘ (367.4049) VIREiBs403)
347.38 (287.16pp) (493.08248) v ' b7 (1922.3059) b9 (1279.5196)
y[l2IN T[QH | || [8] 2O | b[10]-HRO
0.00 L A —— 1 ||,|l| I ‘|| . IJ || I T I | T .| II | I |I II ] | L | ] I| # m/Z
107.94 237.71 367.47 497.24 627.01 756.78 886.55 1016.32 1146.09 1275.86
~Info
Modified Sequence AcD3-IGVK<AcD3K*>YSEK<AcD3K*>QER-COOH lon score 48.99
Protein Q99439 Confidence level 99.00%
Precursor m/z 736.40908 Identity Threshold 48.38
Charge 2+ Mass error 7.82E-4




—L4991 0664_Caspase3_28-32-4 distiller2.3_574_1215 1 2.mgf
(483.22679) (656.4568620.29663)
Int y3 y4 b6
4 M M M
: : : (1195.2961)
: | : bo
290.271 : I X
! ! (1100.5366) '
1 1 y8 1
258.021 . (893.35421) M '
b7 : :
225.761 (637.35251 X : !
(621 gy 3T:h ! : !
57 : : '
193.517 (354.28458) o : '
y2 L : .
161.26 ! . ' (985.52973)
X L ¥1022.2333)
129.01 : ! (870.53885) . b8
: , y6 VT
96.76- (276.25976) (755.55932) : I
b2 62853948h y5 . '
. 01.17469) siglmagey| (737.16333) (8b7[%._1$ 906)
64.50- ' b3 (465 4% 9@4183) (e ANt p2.25A 20 M
T el |t - s
i (337.23024) _ y[8]-
32.25 VI2LNH3 ( 49871) ‘ ‘ ‘ -
000 .|.In.| 1hl | Illl L 11 ||I|I|||I| 1 || I.lI || | | |I || 11 I . # m/Z
107.67 226.32 344.97 463.62 582.27 700.92 819.57 938.22 1056.87 1175.52
~Info
Modified Sequence AcD3-GK<AcD3K*>DDDVK<AcD3K*>EK<AcD3K*>R<C13>-COOH lon score 51.5
Protein 094913 Confidence level 99.00%
Precursor m/z 688.38076 Identity Threshold 48.78
Charge 2+ Mass error -6.21E-4




—L4991 0664 Caspase3_28-32-4 distiller2.3_243 818 1 2.mgf

(785.45628)
Int &y[15]++
V'S v
304.33+
270.51+
236.70+
(776.58242
202.881 8yi16]5$M42D
&y[15]+}-NHB
169.071 :
135.261 :
790)3062
( g | (912:31169) (1113.548) (1434.4408)
101.44- v Y8 (999.4566) y10 #b14
(78, 8?5 % : 2 ' (1206.4216) '
4 +E" 1 T 1 !
67.63 (496.20 @3‘383 37648)(869%825%%%' . ! : #o12 (1328 4418) :
28 220 otkas1, T )0209§5$‘ #bgﬁgﬂzlg) | (1q95#84p7) (1241.6232) "
8.99136) y[lO] @189. 305&1 (1504.6213)
81- (374. 1 ( ABy (6%d.21861) @3 i
33.81 o %55@5 6 V6 Hﬂ \ aAlbrnzo| el #b[12 % % #b[15]-NH3
O 00_ L | .|ll]| |l|I Ill ] |,| 1 - II.III . | |I . — # m/Z
107.39 269.04 430.68 592.33 753.98 915.62 1077.27 1238.92 1400.56 1562.21
~Info
Modified Sequence AcD3-SGPSSQNSSQNSDLSR<C13>-COOH lon score 84.19
Protein Q96N21 Confidence level 99.00%
Precursor m/z 851.39451 Identity Threshold 46.26
Charge 2+ Mass error 8.32E-4




~1L4991_0664_Caspase3_28-32-4_distiller2.3_1844 2857 1_2.mgf

(978.34851)

(1352.2827)

Int #b[8]-H20 #b12
A T T
| (1239.3157)
591.13+ (822-3;3295) #b11 '
y: M '
(833734427) ! |
525.45+ #b7 ;
(466.39845) ' !
459.77 - va t '
394.09- : (732.24654) : (985 140286) :
! #b6 . 9
' (579.36258) v ' &
328.411 <353-2§791> : y5 ! ' (1086.5231) (1522.5886)
yT ! : (707.43759) : y10 #ola
262.72- : ! o : |
197.04- : (1168.534)
(619.20451) 10
131.367 ! % P70.588)
(900.66825) (13@@ _§é§5()119§§i 8)as)
i Roeo-Hisasy 110y 1A H|ARAb 18] B3%%]-H20
65.68 Prec- 20[9}4_ p v y[l ]v-HZO ‘
0.00 ! 'll.'ll "|| .I.;I| L |||| |I.| ] l||| | I| | i ] i > miz
122.98 288.86 454,74 620.62 786.51 952.39 1118.27 1284.15 1450.03 1615.91
~Info
Modified Sequence AcD3-SLK<AcD3K*>EALTYDGALLGDR<C13>-COOH lon score 65.32
Protein Q15056 Confidence level 99.00%
Precursor m/z 909.49715 Identity Threshold 48.50
Charge 2+ Mass error 0.001278




~1L4991_0664_Caspase3_28-32-4_distiller2.3_1835_2846_1_2.mgf

(949.31003)

Int #b7
V'S v
(495.372) !
y3 '
208.991 .
] X (629.31962)
185.77 : b5
' (608.33622)
162.55- (5116.26659) ya4
' #b4 L
139.331 : Lo
_ : b (721.53469)76.1849)
116.10 : ! y5 #b6
92.88 (483.36883 : :
(348'),2259?163.18497) #y[7I+ : :
69.66 (175.19447) M i :
yl | ' '
~ ' ' (448.13688)
- ' ' ' (553.32202)
46.44 X | (448[6b6BS PrectH20 2+
! #y[§]++ v
23.22- (230.17084) ' (894.82983)(965.57226)
#02 || Y6 7
0.00 Ly FUNTTI | I A g 1 L4 > miz
91.88 191.86 291.83 391.81 491.78 591.76 691.73 791.71 891.68 991.66
~Info
Modified Sequence AcD3-LAK<AcD3K*>IIFK<AcD3K*>R-COOH lon score 48.04
Protein P49321 Confidence level 99.00%
Precursor m/z 562.38095 Identity Threshold 35.61
Charge 2+ Mass error -1.34E-4




~L4991_0664_Caspase3_28-32-4_distiller2.3_1838_2850_1_2.mgf

(949.36308)

lnAtL (501.36153) #h7
v3 (629.15281) X
M #b5 X
948.22 :
842.861 :
(516.15906)  (614.33508)
737.51+  #b4 y4 |
. M (776.2406)
' ' #h6
632.15- - l M
' ; (727.52258)
1 1 5 !
526191 (486 264762) : yT :
(181.y118794) #y-[ Tk ' : :
421.431 v M :
: (354.43613) ! !
' y2 ' 556.31947
316.07 . ¥ (403.20074) ! é)rec-Hzo 21
1 #b3 T
210.727 ' | (450.74239) :
o HyIel+
105.361 (229.98573) (900.62441) (971.9094)
#92 y6 y7
OOO Ll ] l r— | . 1 |.! TME . | I 1A . 1 . 1 |I | . | # m/Z
95.51 191.12 286.73 382.33 477.94 573.55 669.15 764.76 860.37 955.97
~Info
Modified Sequence AcD3-LAK<AcD3K*>|IFK<AcD3K*>R<C13>-COOH lon score 51.65
Protein P49321 Confidence level 99.00%
Precursor m/z 565.39103 Identity Threshold 32.94
Charge 2+ Mass error -1.16E-4




~L4991 0664 Caspase3_28-32-4 distiller2.3_1176_1970_1_2.mgf
(604.2669) (1232.3136) (1680.7157)
Int #b10 y16
it &yi[ll]l%ﬁh”w v (1479.5961) v
1 1 y14 1
188.10+ : : :
167.20-
146.304 X (1937.8726)
(788.46123) y18
125.40- 841851463133 (12241617) (1422.6514 :
214) y13 '
88 glil = '
e " . :
qirssnars 1 OS2 : (o st :
83.601 2 : Lo ! (1109.5606) : (1415 : 55) : (191990)
. ' ; y10 12 Hh20] s :(1662 7351)(1{91].8042) y[181H20
62.701 ' ! M L282.3461)(1 406.1253) || ' : y[17]-H20 :
X X : 16]-H20 v X
(§49.20512) ( 023;023) v (1215. sg‘ﬂﬁﬁ?’f@lﬂjﬁﬁ oD (1785 :633 ) .
b v . ! lI : )
41.80- e S e AN | olepdd820 3D
(517.34624p3[L.30092) | (794.12707) (958 14602)1085.4418 - ! (1576.7264) . =
20.90- (520y13819§P 6]’IZO AOITER2O | p(g)-NiH3 | #b[o)-H 021206-F 35) 1162.4136)[15]-\IH3 ' :
' b5 v v | viai:Heo (a1l ~ ‘
000 I.Il. |II|I||.. ||l:| l‘],l il :||| ||.|I|| I..I. |I|||| |"II|I|I |.||| |I I II !I . . # m/Z
280.29 461.12 641.95 822.77 1003.60 1184.43 1365.25 1546.08 1726.91 1907.73
~Info
Modified Sequence AcD3-GVM<Mox*>NGEYYQESNGPTDSYAAISQVDR-COOH lon score 126.03
Protein P09496 Confidence level 99.00%
Precursor m/z 1456.638 Identity Threshold 41.48
Charge 2+ Mass error -0.003109




—L4991 0664 Caspase3_28-32-4 distiller2.3_236_810_1 2.mgf

(782.48228)
Int &y[le]++
-
297.59+
264.531
231.464
(773.61966)
198.404 &gi15]63968)
&ui86198i6)3
165.331 #b[8]-NH3
. X (906.42391)
132.26 . v
(691.35038179{);5501 v (1107.3448)
99.20+ ¥ °8 . (993.4132) Y10
I \ : y9 ;
. (577.4146) ' (753.85104) ' 7 (1322.4909) 416.4525)
o013 (262.25342) (490-35550) ys  (r03)278sitple (987, 21066)(108391 %1223-1321 12 112050
vz (37523603) Y (571, 28266) b7 Q4B o | # ﬂé@éﬁ&;%g - MEECECIL
33.07- v ¥3(a43.31445) HDIBL}120 ({8823 362) 8L 075,35k | (uppibamon | - N
#b[5]-H20 o|-H20 y[9]>1 | #b] %T!H&He, | |
0.00 . |I L1 vag 1 i .lll. S L | Ll I|| > miz
116.59 269.87 423.14 576.41 729.68 882.95 1036.22 1189.50 1342.77 1496.04
~Info
Modified Sequence AcD3-SGPSSQNSSQNSDLSR-COOH lon score 87.08
Protein Q96N21 Confidence level 99.00%
Precursor m/z 848.384 Identity Threshold 45.18
Charge 2+ Mass error -4.6E-5




—L4991 0664_Caspase3_28-32-4 distiller2.3_850_1573 1 4.mgf

(959.60586)

Int #y[18]++-NH3
V'S v
1
1
1
1
(660.30393) -
#y5 '
10652.40 - .
1
:
9468.80 - ;
:
1
8285.201 : (838.80606) (Jooajjsg)g
: b[i5}+ (068 pE1E6)
7101.60 ' et g
(777. 35961) i
b6 . |
5918.00+ (738.81317) ! ¥
b[l:é}’«g? -51500) "o
Y b[L4]++
4734.40 . = '
1
(604.18433 ! I |
b5 ! ' .08
3550.80 - (533.21443) 7 v (9195 Sy %g
b4 | 0,814 e
4 (76 /
2367.20 1 ' ? 11¥E ( (1170 2000zz0.4452) (1476.5238)
) .,.;a-,, 1) | F@% 3 083 o §1658.5556)
R o (133 267828 1346.9 SRRR11589. :H20
1183.60 (276-J(Z§ 297538), BT o bL3QI*
T@1’|+ blZ v v
0.00 ".- . ||||| L1 TR |I| ! | . |
118.10 286.15 454.20 622.25 790.30 958.35 1126.40 1294.45 1462.50 1630.55

> m/z

~Info

Mo. AcD3-GK<AcD3K*>QEAK<AcD3K*>PQQAAGM<Mox*>LSPK<AcD3K*>TGGK<AcD3K*>EAASGTTPQK<AcD3K*>SR-COOHIon score
Q13428 Confidence le
903.73039 Identity Thres
4+

\

D

Mass error




~1L4991_0664_Caspase3_28-32-4_distiller2.3_1840_2852_1_2.mgf

(978.36121) (1465.4819)
Int #b[8]-H20 #b13
V'S T T
1621.62- I
(816.40783) X (1352.4516)
1441.444 (816y8)783) (1239.3323) #tELZ
#b[7:NH3 #b11 X
1261.26- : v
(460.28555) X :
1081.081 y4 ; : ;
(347.17144) M (573.33553) X : !
y3 ! . 5 ! 1 1
900.90 v ! 2 ' -
. . : 1080.4422
720.72- : : : (701'379 199 (833.35206) ( y10 )
: : (792.25065)  [1L7 M
! . #b6 ' : (1522.5821)
540.54 1 vy X ' #b14
360.36 |
644.37364 I 7
(290.23765) ( V6 : (897144917) (1062¢2 Eﬂfzﬁ%@ 165 1203.5415)
180.181 y2 (SEMBTORR9) =~ (798.1089%reclH20 2+ y[10]-H2@hg 2 A1 51
v ) v [ STV - | 37420
#b[4] 420 \ | yielHa v - L |
0.00 L Ll d .I..II bl |.I | . I - Lealils I..||I || 1ol | Ly | | . ||| 11 || I| | | | L1 .|I I | . # m/Z
136.35 287.57 438.80 590.02 741.25 892.48 1043.70 1194.93 1346.15 1497.38
~Info
Modified Sequence AcD3-SLK<AcD3K*>EALTYDGALLGDR-COOH lon score 86.58
Protein Q15056 Confidence level 99.00%
Precursor m/z 906.48705 Identity Threshold 48.88
Charge 2+ Mass error 0.00122




—L4991 0664_Caspase3_28-32-4 distiller2.3_457_1075_1 2.mgf
Int
-
2029.50+
1804.001
1578.501
1353.001
1127.501
902.004
676,50 (608.30464)79 23362)
- toaoatkl vo " (ERE)
bg5 v b (879 3705)
451.00- (448.28411) o 1(728.09646) 7
Jp7oayd " ' ' v (959.2612@7.3471)
(329@’9@@) )2 ' (528.09194) . ' bo 3(904?16%42208% (1235'13;116)
225.504 (30423@7) v bv5 ‘b[ 1,] H20 (1214.2629)
y2 | b[12]-H|20
000 I.I IJ l M | I | I. | |I M # m/Z
105.52 231.19 356.87 482.54 608.21 733.88 859.55 985.23 1110.90 1236.57
~Info
Modified Sequence AcD3-GPEAQAEAC<Cmm*>SGER-COOH lon score 64.47
Protein Q9NX24 Confidence level 99.00%
Precursor m/z 703.80601 Identity Threshold 43.21
Charge 2+ Mass error 3.61E-4




—L4991 0664_Caspase3_28-32-4 distiller2.3_508 1138 1 2.mgf

(1006.3366)

Int #b8
A v
(554.24604) !
y4 '
614.201 :
! (762.49163)
545,954 : #06
(338.19823) ! !
477.711 2
409.461 : (625.23161) ! (120828659
1 5 1 .
' yv X #b[10]-H20
341.227 : (467.21933) : -
y3 : (935.24195) :
272.981 ! ' #o7 (1093.2268)
(qos.aray) ©705%59 27 1170.493)
204.73 " 1 (633 %6844) yv6 T: (1075_2:499) 3@
#b5 1 '
- X [9-HRO .
136.49- 1 (917.15‘@@8.269’8)%8'8‘9{%% .
: : (771|3394) #0[71-HP@b[8)-HpO % !
. (615.09¢24) | PrecyH202+ ' v : (12996078 iijii%é’
68.24- (2L 20EByas98) o sorot) #b[SL RO ' ' y1o "
s | ) il | |
000_ l Il.h.. I.I | " L| iu.ll...ll ] | II| 1 .|.|| | . ] 1 II 1 |I I || . | . # m/Z
126.45 263.66 400.88 538.09 675.30 812.52 949.73 1086.95 1224.16 1361.38
~Info
Modified Sequence AcD3-SQENEEK<ACD3K*>ASEYR-COOH lon score 68.89
Protein 094782 Confidence level 99.00%
Precursor m/z 780.35824 Identity Threshold 45.66
Charge 2+ Mass error 1.76E-4




~L4990_0664_Caspase3_28-32-3_distiller2.3_1043_1766_1_2.mgf

(1072.9734)

(1391.6901§1519.5705)

Int #y[18]++ y10 y12
T M M M
184.04 1 . :
163.59- :
143.141
122.697 (769.3626308.23428)
#b8 (g4g]oeuas)
102.257 X #b9
' M 51161.5451)
X X (1041.2209)  yg
81.80- : : (10§n198) T
! ' #Mmgh’.'ﬂléé 78.1074)
0
(583.51991)(712.3931 v B181) (1304 509)%1 (?8?;3).;57194)
40.901 y4 yS pi82D334.5898) 4 ' ' (1863.099)
X (751.36 F-NH3 (y@73.4037) | (1([374;.9506) 15
. (410.18139) ' Hib2]se JTL0]-Hi20 y[13]:Hi20 -
20.45 )3 I #E[SH | 5 ‘
" Lllll..l...l.l.l I|l|l.il|il. 1 | | 1 | | I | |
0.00 T T T T T T m/z
215.88 408.18 600.47 792.76 985.06 1177.35 1369.65 1561.94 1754.23 1946.53
~Info
Modified Se... AcD3-AVAEPANAVK<AcD3K*>GAGK<AcD3K*>EM<Mox*>K<AcD3K*>EK<AcD3K*>TQR<C13>-COOHIlon score 62.:
Q9HCF4 Confidence level 99.
Precurs... 1280.7044 Identity Threshold 47.;
2+ Mass error 0.0C

v




~L4990_0664_Caspase3_28-32-3_distiller2.3_1598 2449 1 _2.mgf

(1029.3429)

(1529.7161) (1683.6059)

Int &y[19]++ #b13  #b[15]-H20
VS v v v
(660.33858) : : :
y7 : ! !
562.72- : : :
500.191 ! :
: (1630.615)
437.67 (488.y259438) : (1625115415
375 14- :(559.41946) :
(559¥A 946) '
' #b5 !
312.621 v !
250.10-
| (1019.9572)
187 . 57 T (%?%é%géb 8(!6’%}"7&50 (1276_5616) (1942.7744)
)&7 e (1155.3411) y&Z (1612.6284 (1872-y{%§kNH3
125.051 (643.34839) " #b[(ll%z'%?m : (VB HE2 #017
(431,2414892,32330071-NH3 ' (1000 F39. ! 404.5338) | #b[14]-H20 ' (1996.9442)
62.52- (317.17 %; 8] .39969) (901.3684) i) (117234332 aapg) yi3 v 1740.807) o110
' y3 ](g%jg s, oSS ]ﬂo Y2 #b[o]- D y[ll‘];NH”l & v #‘Tlelfﬂo ‘ v
A 4 yl4l- v v
000 1. T.l..l . II Lo dal n . Ll.ll II |.| ||| A Ly ||| | | |.I | | . | II | . | # m/Z
149.19 350.77 552.34 753.91 955.48 1157.06 1358.63 1560.20 1761.78 1963.35
~Info
Modified Sequence AcD3-SPGK<AcD3K*>VLLQSK<AcD3K*>DQITAGNAAR-COOH lon score 103.94
Protein P22234 Confidence level 99.00%
Precursor m/z 1095.1148 Identity Threshold 46.92
Charge 2+ Mass error -0.001123




Int

-_

3590.73+

3191.76+

2792.79+

2393.82+

1994.85+

1595.884

1196.91+

797.94 7

398.97 1

~L4990_0664_Caspase3_28-32-3_distiller2.3_1594 2444 1 _3.mgf

(666 3917 65 %fgazel)
a#bu%b J£+-NY8

(252.095815 129%%0)
(235.2326B5EE7:

y[2]-NHBb[6]++-NH

R

(494.2574)

(699.71644)
#b[[L2]++-H2(

#b[10]++NH3
'

(559.34595)
(437 32226)  pb'

(97219088171)
#b[fﬂ][rlf]H

1 1
(999.54362)
1

%z %) (1155.3771)
b[10]-H20

1
(1173.3862)
10

v

(1398.5931)
b[12]-H20

(1529.724)

b13
v (1630.6118)
b14
!

000 Ill I.
95.67

430.57

1100.36 1267.81

1435.26

1602.70

> m/z

~Info

Modified Sequence
Protein

Precursor m/z

Charge

AcD3-SPGK<AcD3K*>VLLQSK<AcD3K*>DQITAGNAAR<C13>-COOH

P22234
732.41921

3+

lon score
Confidence level
Identity Threshold

Mass error

53.23
99.00%
45.90

-5.11E-4




~1L4989_0664_Caspase3_28-32-2_distiller2.3_1614 2477 _1_3.mgf

(660.35095)765.53663)
Int #Hyr b[13]++
A T T
3496.68- :
(842.27818)
3108.16- v b5} 3-H20
2719.64- : I
2331.12 . I
\ (559.29425) I
1942.60- ' (550436425) 816.01617)
=. h " 3 ;)
1554.08- I os]@x 43D
: 708 585 é@]@& {3 (972.49622)
1165.56 X o[ 107 ¥k 3‘ HPD) #418]4963p)3
907 . by ? 1) 3 b[18068.233)
(57§.31889) A Dy 8
b[(BB7559%) 72%-% ""w' - 14’(\lso 22028) (1W18I8171)
777.04- i 6BEs)14B51 ) :[14]+ b[16]++ . #y10
(43 1.4386298.947% il ! (8 1 254?@& 57857)
(328.13183) (44%&19 il P % ) (1529.6454)
| (246.34 e (21, WG LN aTs (1288.3246) (1416.8133)  b13
388.52 #yzm) o dnyji IR 5.3248) GancBizs) b
SI7]++ A | | | v b[12]-NH3
0.00 ‘ )i IR 1 I |||| I | L [ h 11 . TI . # m/Z
114.62 268.98 423.35 577.72 732.08 886.45 1040.82 1195.18 1349.55 1503.92
~Info
Modified Sequence AcD3-SPGK<AcD3K*>VLLQSK<AcD3K*>DQITAGNAAR-COOH lon score 63.35
Protein P22234 Confidence level 99.00%
Precursor m/z 730.4126 Identity Threshold 46.89
Charge 3+ Mass error -1.99E-4




~1L4989 0664 _Caspase3_28-32-2_distiller2.3_1621_2485_1_2.mgf
(1529.7219)  (1683.6021)

Int #b13 #b[15]-H20
A T T
(660.32768) | I
201.07 y7 (1029.0866) :
' #y[L9]++ :
178.73 ! !
156.394 : :
. (1020.%3839)
134.05 (488.25505) #109D-8838D
y2 #y[19]+}-NH3
111.711 ' 7
' (559.36847) I
89.361 ! (559)85847) '
' #b5 :
X (1276.5769)
67.02+ '
X (773;183492) (1155.4688) yi2 (1612.5747)
| 26) (672|60363) : (301212849, : #hILAr20 (1758.5892)
29 34- (317.466124 38 451 ME2643 31495) (865.4811&1@?4275‘;%08 5 7706}189.6265) (1386.8321)1499.44B8) | #h16
: y3 : T3 #y[16] Ty [17%+ |Prec|H20 2+| Y11 YIL3H20 y[14]-H20 ‘
000 I....I illlul.l 'I"| Lol || |.‘|.Ihlllll.|.ll.||.| IIII I [ | ||| — 11 | 1 . '||I 1 I . . | # m/Z
173.35 346.29 519.22 692.16 865.09 1038.03 1210.96 1383.90 1556.83 1729.77
~Info
Modified Sequence AcD3-SPGK<AcD3K*>VLLQSK<AcD3K*>DQITAGNAAR-COOH lon score 50.97
Protein P22234 Confidence level 99.00%
Precursor m/z 1095.1158 Identity Threshold 46.81
Charge 2+ Mass error 8.77E-4
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(978.24394) (1465.4386)
Int b[8]-H20 b13
A T T
1056.331 I
938.96 (822.55264) E (1352.3091)
#y8 b12
821.59 1 :
: (1239.2681) E
704.22 4 (466.20488) ! b1l '
#yd ' M :
| ' (816.45943) : !
586.85 ! 7 NHS :
: ( ?53967) (985'47273)(1086 391) :
469.48 ' (579.49145) '~ #y9 . 1
(353.2438) ' #y5 (732.29495) |7 7 #y10
Hy3 M 7074186 | . ,
352.11 M ' #y1! ! : ! (1522.4724)
' ' M ' ' b14
! (619.35207) , ' v
234.74 4 bS : (99: 2157) !
(650.40432) i I (1AGBRRABYGY)  (1334.4po9) (1447.4P61) |
' #y6 @ @5) (967.31 I5’5311068.5 14]( 2)70,7( {@]'_ngggégbﬁzo
117.37- (296.23974)| (419.15371)) (548.2284) wE)E #y[9]-H{20 #y[TEE ek 52#@5% 4 R
h > 79 #y[12]-M20 L
0.00 t 1l bl .I.l |..|| 11 i I|I| || II” ] I I| I,|,|| I:l || I ] llll I | 1l 1l || || . # m/Z
135.58 287.19 438.80 590.42 742.03 893.65 1045.26 1196.88 1348.49 1500.11
~Info
Modified Sequence AcD3-SLK<AcD3K*>EALTYDGALLGDR<C13>-COOH lon score 81.41
Protein Q15056 Confidence level 99.00%
Precursor m/z 909.49637 Identity Threshold 48.54
Charge 2+ Mass error -2.82E-4




~1L4989 0664 _Caspase3_28-32-2_distiller2.3_1930_2907_1_3.mgf

(353.15134) (733.34805)
Int y3 #b[13]++
A T T
5800.41+ (724. 15127)
#b[13]++ H20
5155.92 '
4511.43
3866.941 :
1 (724.90585)
3222.45 #%%3; 1 N3
(667.95665)F
] (466.2841) #e62195663)]
2571.96 y4 #b[12]++-NHJ
1933.47- : ' 3.39207
: (676‘81%% ;051:(?3 39207
(296.17576) #o[1L2] IR 051 ’ (1352.3343)
1288.98 y2 (5481246033 161177) *° 2{14??5) ! (978.25517) bl2
' (19.25024 #fs@ﬁg 9iFp7.38 f ) b[8]-H20 (1239.2831) v
' . 7 822.6(822 v bll  (1334.4215
644.49 (181.08231) ) 1 ohe s (56'%‘%5’"_ ]++ 44) v /8 (985.44339) (1168.4834) P2 (b[lz]_H O)
y: #b[4]+ v YoIR r ] hd TB b10 >
0.00 ] . :.I Ill 1 |..] ||.III.||.u|I|III | nl ||I.II Il.. I | . | 1 11 1 |I | . II # m/Z
63.90 204.46 345.01 485.57 626.13 766.68 907.24 1047.80 1188.35 1328.91
~Info
Modified Sequence AcD3-SLK<AcD3K*>EALTYDGALLGDR<C13>-COOH lon score 57.25
Protein Q15056 Confidence level 99.00%
Precursor m/z 606.66694 Identity Threshold 48.51
Charge 3+ Mass error 5.22E-4




~1L4989 0664 _Caspase3_28-32-2_distiller2.3_1079_1817_1_2.mgf

(677.53877)

Int #y[10]++
V'S T
3991.68+
3548.16+
3104.64 -
2661.121 (970.54664)
y7
2217.60+ :
1774.08- (1491.6164)
(702.19752) ' b12
b6 '
1330.56- M .
(7L0,45555) :
y5
v (1473.5p19)
887.041 (354.21321) 668.56792) {944,283 (1083 5926) (1205.5452) (1313'121813) b[12]-H2O
y2 (467. 32121) (596 +H-NHE'74..44049) (883.6 la%]-HZ o blO (T353.8714) M
v ggt (68411 iﬁ% 6 y6 T~ 130050 .
443.52 Y (542.4481 b[6}H [11] wb v (1187.3456) b[l é),
#y[8]++ | - v | b[10]; 1 1
0.00 IIJ . Al l " |||l |I:I. 1 ] ll ! .II||.| I.I | . |. . L II. |I L - I | # m/Z
109.48 260.26 411.04 561.82 712.60 863.37 1014.15 1164.93 1315.71 1466.49
~Info
Modified Sequence AcD3-GSEPK<AcCD3K*>LSK<AcCD3K*>NELK<AcD3K*>R<C13>-COOH lon score 50.67
Protein Q15046 Confidence level 99.00%
Precursor m/z 836.49218 Identity Threshold 45.41
Charge 2+ Mass error 0.001027




—L4989 0664 Caspase3_28-32-2_distiller2.3_616_1245 1 2.mgf

Protein

Precursor m/z

Charge

Q5WO0B1
915.41752

2+

Int
-
(1397.4997)
y12
225.82+ v
200.73" :
(849.33588) '
(807.30415)++ '
175.64 1 #or T !
i : ' (1023.292) :
150.55 Lo 9
125.46 (821-333:51) E
.y7 1
100.36 (1009.1598)
(605.32094) #ES (1196.5773)(1310.5331)
75.27- (433.16351) y5 ; y20 v
#b4 v ») ' : '
£0.18 (262.22928) T490.36087) 3 ' : ' (1379.4019)
.181 y2 q )gl ' (1207.4372) y[12]-H20
v (3755; o VIR ST e 39, 42pA78.2873) #b[1l]- H(210292 300 ég : (1496.8011) 5#1:[?&73]5:%)
| ' (334.12375) (5@@%%16 70321y 16. l@@ﬁim]ﬂr FNHS [9]-H2 +2802) 1 bos, 76)
25.09 #03 #1504 120 yiolH R | T bﬁﬂ%ftﬁﬂ H20 i
0.00 ‘.l""'l ul I| =|||.| ] ||]| || | ] ||I|r | | ||I ] || | I|| > miz
124.70 289.74 454,78 619.81 784.85 949.89 1114.93 1279.97 1445.01 1610.05
~Info
Modified Sequence AcD3-SSNVSNK<AcD3K*>DSSEDDISR-COOH lon score 82.92

Confidence level 99.00%
Identity Threshold 45.57

Mass error 0.001152




~1L4989 0664 _Caspase3_28-32-2_distiller2.3_1085_1824 1 _2.mgf

(1663.4324)
Int b15
A v
(947.76363) :
b7 '
6757.74- I
6006.88
5256.02- !
4505.16
3754.30- (1374.3137)
' b[12]-H20
3003.44 :
(539.33167) (908.09829) :
2252.58- e YLK |
v (897.40798).47108)
150172 ' (753.37635) ya y10
727 2 3692 ' v 8.332
“ 4 b (652. 33158) . '72(3'1)0%1‘0%5%135)17 5’%1 1018)
y4 o1 WS %%%})[ (1507.275) (1750.5668)
750.86 = J; ‘ b[10] H20 1 1) (118 Bl s0s5) b16
' (268 1T A8p73) YOI % ) S L1130 -
y2 #y[6]+¥ b | [
000 | i II I |I II 1 | # m/Z
119.92 297.81 475.69 653.58 831.47 1009.36 1187.25 1365.14 1543.03 1720.92
~Info
Modified Sequence AcD3-AFM<Mox*>SEM<Mox*>K<AcD3K*>SGSTLDGVSR<C13>-COOH lon score 69.66
Protein Q9BWUO Confidence level 99.00%
Precursor m/z 965.95911 Identity Threshold 47.25
Charge 2+ Mass error 0.001034




~1L4989 0664 _Caspase3_28-32-2_distiller2.3_2010_3019_1_2.mgf

(978.36185)

Int b[8]-H20 (1352.4237)
4 v b12
147.71- :
131.30- (816.38238) !
(816y8238) '
b[7]-NH3 X
114.88 M
98.47- :
(347.18093) '
y3  (460.32575) '
82 06- v y4 (732.28456$33.30125 (1080.4474)
65.651 ; (573.20369) ! : '
: : Y‘?:’lgfg Gt 1.43263£ : (99.1824) !
49 241 N y$762.29319) b8 X
b v 8p[14]++ v
32.821 T gm 57199 | | 807}53100) | !
. (1175.5671) i
(419.169007) 41 S BIR0RY V[11]-H20 (133449 436
16.411 b3 7 ‘ Ti' Tzr 2 (i/?fc?]'.zpzzlg) v b[l%% -HZO)
000 .:|||| .|||||.|I ]I‘F l | | || I|| | ||||II” |II|| | ||||| ||| I II | | 1 | ||| . . ] # m/Z
125.25 289.70 454.16 618.61 783.07 947.52 1111.98 1276.43 1440.89 1605.34
~Info
Modified Sequence AcD3-SLK<AcD3K*>EALTYDGALLGDR-COOH lon score 51.53
Protein Q15056 Confidence level 99.00%
Precursor m/z 906.48719 Identity Threshold 48.91
Charge 2+ Mass error 0.0015




—L4989 0664 Caspase3_28-32-2_distiller2.3_624_1254 1 2.mgf

(1568.4687)
Int b14
A T
(807.31176) (1403.5803) X
b7 y12 :
179.291 v M .
159.37-
139.45+ (852 23699) .
'#V[15]++ (1029.4335) :
119.53- : 2
99.607 (433.25448) ; :
b4 (827.41151) :
79.68- M y7 (1009.398)
: (611.23665) ' & (13153002) (1550.6014
. 5 (8p3.6698 v 3
59.76 oo b iop (13856429 16552659
(268-(;816) : (7403122131 NIB  (1011!3p92) (1207.3114) ! yi2Lh ! M
- Ye ! . Hp b[11]-H20 ! - '
39.84 37) (ggg@ 5)%(’)1096 202) | , 1 | (1637.5119)
; 384051 b[9]-N ; . (1298.7p35) b[15]-H20
334 ~ | {lo783%9) y[11]-H20 v
19.921 [10]-H20 M
|b[3]v ey 71 | v| | |
0.00 , | Al bl w L1y Al > miz
122.83 290.01 457.19 624.36 791.54 958.72 1125.89 1293.07 1460.25 1627.42
~Info
Modified Sequence AcD3-SSNVSNK<AcD3K*>DSSEDDISR<C13>-COOH lon score 63.05
Protein Q5wWo0B1 Confidence level 99.00%
Precursor m/z 018.42724 Identity Threshold 46.41
Charge 2+ Mass error 4 5E-4




~1L4989_0664_Caspase3_28-32-2_distiller2.3_1950 2934 1 _3.mgf

(347.17184) (724.4486)
In‘tk y3 &B[13]1++-Nb8
| (733:10439)
3995.641 &b[13]++
3551.68- ¥
3107.72-
2663.76- :
2219.80 (668.07794)
&le68lo7F7d2y
(460.30669) &b[12]++-NH3
1775.841 y4 M
: (67695659
1331.881 ; &b[12]++
' M (Zf b7 5,3.29614)
i  &b{lildd20 Y 1352.6297
8817.92 (290'028 869) (573.25 fgiﬂ) ?ﬂi ' (1239.2856) ( b2 )
z ; L2 '(816.35791) b1l =
443.96- 175 310 1 (4@39253(:%0.2§ B34 578k §509l7)(# 7.839 JE8ERY91) (9&%:1%%2) (1221.3v558) (1334 3I 3)
. . J bvE raldd ! +H - ] .
( ¥ Z§466125031 e VIO 44 (ka0 ETF)L [ W[&H_NF b8 b[11];»—]20 b[lz]_HFo
v hod s + v v v
0.00 1 I. .T 11 |I N TRFE T |l| I I.lrF TI L |"| b I.a.l | I|| 1 | | I| | . I . I| # m/Z
57.58 198.86 340.14 481.41 622.69 763.97 905.25 1046.53 1187.81 1329.08
~Info
Modified Sequence AcD3-SLK<AcD3K*>EALTYDGALLGDR-COOH lon score 51.47
Protein Q15056 Confidence level 99.00%
Precursor m/z 604.66031 Identity Threshold 48.90
Charge 3+ Mass error 7.74E-4
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(1663.4667)
Int b15
A T
2585.88+
2298.56
2011.241
1723.92
(1374.2783)
1436.60 b[12]-H20
1149.28- !
(533.27997) !
3 ( 5274 '
861.961 (418.17730) Ceorle: Age
(418(87789) ! (1645.5822)
574.64 1 y4 (646.2362847'4179) 2hok178.3121) £)392-2851) b[15]-H20
M 6 Y/ (8344 ST RopH20 10 (1298.529) 0 507 3500) M
. (51520 -  ( SiYSIELHCO T (1151 370d 261.39%?3) v (14;9%@ . (1758-136387)
287.32- (410.9p716) - 9.29921) (77 By 34Besa- prssay (1091.1225), 1 b(1280413687) | | -8451) L
bv{ i/[‘r’]’vH gia[s]-HzT HyBL5] - e 2])2 bo v y[1‘2]v-12o 1]‘2;% % 4]-H20
0.00 , el :.l..l. Sl T 11 .IIII |:I | || 2 .“I —l |||.II I"I T ||II |I | I|I| # m/Z
143.23 318.55 493.88 844.52 1019.84 1195.16 1370.48 1545.80 1721.12
~Info
Modified Sequence AcD3-AFM<Mox*>SEM<Mox*>K<AcD3K*>SGSTLDGVSR-COOH lon score 89.42
Protein Q9BWUO Confidence level 99.00%
Precursor m/z 062.94891 Identity Threshold 46.40
Charge 2+ Mass error 7.76E-4




~1L4989 0664 Caspase3_28-32-2_distiller2.3_1069_1805_1_2.mgf

(674.41791)
Int #y[10]++
A T
1812.691
1611.281
(964.51458)
1409.871 y7
1208.46- :
1007.05-
805.641 (7cz'§§731) (1491.5777)
v b12
604.23- (c67pd8P38) :
#y[10]+i-- 1
M (077-5581) (1205 4437) (1473.5052)
402.82 1 (348.30179) (589.35549) : (877 51245) y8 (1318 3242) b[lZ].-H 20
y2 (461.41884) bs |\ (rezEEA 939}3 (944.50 366) ' V (M?.SQl?) A
27()416 1615’)3 v A AR a2y DIBIHPO . (1300.5048D X
J 28 (5(390:40202) 814 2425 .
20141 ,§y[4]++_79%§ b[5]"‘}FO 2@;? AP0 2|‘ (87319 [“LTG'
v b[lO]
0.00 |. I L b .|... ll. |.|. | I:. Lot ! | | | | II . l .|| .|| . . # m/Z
111.45 268.59 425.73 582.87 740.00 897.14 1054.28 1211.42 1368.56 1525.70
~Info
Modified Sequence AcD3-GSEPK<AcD3K*>LSK<AcD3K*>NELK<AcD3K*>R-COOH lon score 62.29
Protein Q15046 Confidence level 99.00%
Precursor m/z 833.4824 Identity Threshold 46.33
Charge 2+ Mass error 0.001609




~14988_0664_Caspase3_28-32-1_distiller2.3_1108_1808_1_2.mgf

Charge 2+

Protein P50991

Precursor m/z 800.37868

(1001.4551)
Int #y8
V' N
. (1100.4182)
#y9
187.21+ v
(500.08549)599.16193) !
166.41 b4 b5 '
145.611 | (565.30387) :
o :
X + (§36.24749) .
124.81 ' Y (1035.1976)
! A (964.20340) b9
. oy b8 - (1199.4952)
104.00- : ' v : #y10
83.20- (401.15192) ! :(686.23693 wr E ' E (1310.5082)
' (4607579%874) | b L ! : b11
03 #y3 ; | (988.25123 - -
62.401 Lo ' i #yl8]-H20 X
41.607 619]24549) (1: 81;;92]'_1)205)
(287.3;379) #y;i;l’; H3 NOI-NH3 7 | (1181.5767)
20.801 v : fl ‘ v 1 #y[10]-#120 (1407.4535)
Lt L '
0.00- jjhlll || "'.‘I" I||| | ! || L1 I|| L1 | ] I.I ] I|| > miz
106.11 249.99 393.88 537.76 681.65 825.53 969.42 1113.30 1257.19 1401.08
~Info
Modified Sequence AcD3-NQIVVSDYAQM<Mox*>DR-COOH lon score 56.24

Confidence level 99.00%
Identity Threshold 46.97

Mass error -0.82E-4




~14988_0664_Caspase3_28-32-1_distiller2.3_1112_1816_1_2.mgf

(500.08137)(599.17808) (1007.4739)
Int b4 b5 y8
VS v v v
' ' ' (1106.3673)
1 1 ! y9
' ' (1035.1774) 7
] ' 1 p9 1
458.27 ' v X
407.351 (571.19327) I :
- y4 : I
! : : (1205.423)
356.43 : : : y10
305.511 (401.2215) ' (542.31995) | ;
(@R[ PR15) ; 3’(2 (964.32087) :
254.59+ b3 ' ; 86';6?775) (920.41779% '
: 7 (784.57028) I
203.681 I . b[7]-NH3 Lo
152.76- ' ' : o
(443.24255) (715.40795) X (1425.3751)
(288.06776) y3 2 _ b12
v y[L2]++-NH3 -
101.847 b2 - ¢ 949.45932
M ' (6¢8.02826) (98945 (1088.4]09) !
(296.3089£$84.201L11) , b[6]-HpO ! y[gl-H20 oL 1407 6b59
50.92- 2 DIEIN v (902.47p97) v ];(1?46.2632) (1300.5[738) (b[12]. 20)
. & s i ) -
| | y[1] HPO | b[101NH3 yl11]:Ho L
000 I |I| 1 I||I |I l II I I| I ||| || I | || 11 L1 I n || # m/Z
119.56 262.01 404.47 546.92 689.37 831.82 974.28 1116.73 1259.18 1401.63
~Info
Modified Sequence AcD3-NQIVVSDYAQM<Mox*>DR<C13>-COOH lon score 69.17
Protein P50991 Confidence level 99.00%
Precursor m/z 803.38952 Identity Threshold 47.91
Charge 2+ Mass error 557E-4




—L4987_0664_Caspase3_pre28-32-2_distiller2.3 699 1329 1 2.mgf

(562.2(599.2748)

Int Prec-H20 2y5
A T T
E : (866.52306)
1 1 y8
4211.46- | :
3743.52- !
3275.581 (543.23253) :
#b5 ;
2807.64 '
! (809.47647)
(520.39444) g
2339.707 #yt9]++: '
(542.47515) '
333.13679 Ry '
1871.76 (276.1069(%) #h3 )  f :
#b2 - ! '
1403.821 (282'24717) | zé[zé]?ﬂ:’;f)
v2 ' (5$1.320(18) s (961.45658)
935.88 1 (433(.%585&%)6 o y[5]-H2D (84§-ﬁ7£ g) #09
: glete (51118004 || ¥ (687.0386) (791.52547)181Y .
(405.31% ! #y[g];rJr_ d ' #h7 y[7]-H2PD ' !
467.94- (181.2352) #y(4Bor1b8sf) (669'24]@&.3135) v ' (943.4674)
yl M #514 [ v‘ #OI7IHA0 g ‘ #b[9]-HZO
0.00 I . | i |I .].I TR m 1l | L . I '|I | | |I |I il . 1 |I 1 # m/Z
96.18 191.10 286.03 380.95 475.87 570.79 665.72 760.64 855.56 950.49
~Info
Modified Sequence AcD3-GK<AcD3K*>GPIGSK<AcD3K*>TR<C13>-COOH lon score 59.97
Protein P25705 Confidence level 99.00%
Precursor m/z 571.35264 Identity Threshold 44.59
Charge 2+ Mass error -1.29E-4
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(695.979¢5),57418)
In‘t y[13]++y[1i]++
N v
4853.97-
4314.64 .
3775.311
3235.98+
i (796.05336)
2696.65 Y[15++
2157.327 (386.1637) (487.20635) X
#b4 #b5 1
1617.99- T
(287.00948) :
1078.66- #b3 (70135264)
! P391)
. (216.051 (342.76243) ot
539.33 #b2 V2150 : 2207539 18%D989$1059.4204) (1192.6385)
v y #B[@ #blmvg #b[l]J-HZO yll
0.00 I| A | I.:L . T| L | . Y # m/z
87.52 208.08 328.64 1051.99 1172.55
~Info
Modified Sequence AcD3-GLAVTPTPVPVVGSQM<Mox*>TR<C13>-COOH lon score 54.67
Protein P26368 Confidence level 99.00%
Precursor m/z 626.34933 Identity Threshold 48.07
Charge 3+ Mass error -1.75E-4
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(559.8FH31567) (860.49378)
InAtk Prec-H204/5 b
4209.48- : I
3741.76- '
(543.20451) (803.44043) |
3274.04- b5 #
v y7
(276.1064) (517.39469 M
2806.321 (2769264) &y :
b2 X : X
2338.60- ; o :
: ! 842.34339)
1870.88- ' (333.17691) '
' b3 By [BBHEI0)
M (536.321p7) b[8]-H4O
' (430.84457) -
1403.16- ' #yth '
' (44848)28259) M '
' gfy3 11116002404 '
935.44 - (4808455 7) t 7;(,31516) ) (687.32959) ' (961.45008)
. #y[3]-H2O s nbp b7 (785.35645) b9
D v ee9.12714)  WITLHRO (943.27587)
467.72 (175.19668) ! b7]:H20 b[9]-H20
#y1 | l‘ v 1
0.00 N - P I. P 1 " ||| i bels IIl | | T | | 1 I| . # m/Z
68.21 185.69 303.17 420.65 538.13 655.61 773.09 890.57 1008.05 1125.53
~Info
Modified Sequence AcD3-GK<AcD3K*>GPIGSK<AcD3K*>TR-COOH lon score 57.69
Protein P25705 Confidence level 99.00%
Precursor m/z 568.34253 Identity Threshold 45.68
Charge 2+ Mass error -2.07E-4
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(743.47897) (1384.6501)
Int #y[14]++ y13
A v (990.3628) M
: yD :
2067.12 ! :
: ' (1485.6433)
1837.44 ! ' yl4
1607.761 : :
(695.24334) :
y6 -
1378.08- M .
(487.16535) ' (881.15029) ;
1148.40- 871163833 (692.93583) #b9 (1186.4993)
#b5 #y[18]++ M yl1
v Y (794.40972) ! M
918.72 : (683.940933] W : !
! #y[13]+3-NHB ! X )
X 7p4.3 )694) i !
689.04- 413
(386.15665) ed g
459.36 1 #b4 (107:)-5409) (1467.5008)
v #b11 )
(@?&%%?57) L (496 667.290 v (1158.5118) (128;12043) YL H20 (16if)'157271)
229.681 6%6 A4 (1059. 1-76933[12] 5334335 | v
(orsiamer)  (4p3.3335H2 PoH-H20 ¥ e T33.4334
yz1 y3 v #b13 |
0.00 M i R 1 | I.IJ T L J i .||I Ll Ll ] 'y i i > miz
134.21 304.64 475.08 645.51 815.95 986.38 1156.82 1327.25 1497.69 1668.12
~Info
Modified Sequence AcD3-GLAVTPTPVPVVGSQM<Mox*>TR-COOH lon score 85.95
Protein P26368 Confidence level 99.00%
Precursor m/z 936.01089 Identity Threshold 48.49
Charge 2+ Mass error 0.001033




—L4986_0664_Caspase3_pre28-32-1 distiller2.3 1118 1900_1 3.mgf

(746.37119)
Int (695.9634%) 4]++
V'S y[13]++ \
5538.06-
4922.72- .
4307.38 (795.9985)
y[15]++
3692.041 .
3076.70-
(487.07974) :
2461.36- #b5
(386.06126) M
#b4 '
1846.027 (287.06228) ; :
#b3 ' '
1230.681 v : 012)
: : 500
(216.0767 6 1%;208)
- - 0, 8008
61534 (215%24@%32'2 302) (3(31 - ( ﬁ% -ﬂ’éo) (996'5401(#%}15?71%55) (1192.7299)
yige+ X Hb[8] e y9 #O[LIFH yi1
0.00 ] f | A | L [ M > m/z
115.97 235.37 354.78 832.39 951.79 1071.20 1190.60
~Info
Modified Sequence AcD3-GLAVTPTPVPVVGSQM<Mox*>TR<C13>-COOH lon score 60.66
Protein P26368 Confidence level 99.00%
Precursor m/z 626.34924 Identity Threshold 48.11
Charge 3+ Mass error -4.45E-4
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(533.3064) (797.38562)
Int y4 y6
A T T
! (696.27556) !
' (696 ¥556) '
: b6 1
2834.37 I I
2519.441 , (577.32373) :
v Prec-H20 2+ 1
v (621.21635) !
2204.511 i b[5]-H20 '
(476.21972) ' - '
(476¥8972) ' ' '
1889.58- b4 : :
: . . (896.4592)
1574.65- (375.13618) : L 7
(276.07907) - ' X X
b2 : ; !
1259.72+ v (348.28856) ' (535.80061) X (997.51358)
| (aasizdeso) ylBl+ : b
944.791 : (343[28856) ' !
y2 . :
629.86- : (458.33176)
! ] 639.16794
Pl P56 35959) O 5676 48065) 750,420k, 3505
314.93- (175.17938) (448.89691) YI4IN 7 (6/15]48885) 6NH3 b7 (879.58689)
yl y[6] 71-NH3 (979.671B8)
v il l | b[6]-NH3 M R 1) b[8]-H2p
0.00 I . . I o L wul | 1 I|| 1 . |,|I | 1 |I ||| ! IT # m/Z
92.95 191.63 290.31 388.99 487.67 586.35 685.03 783.71 882.39 981.07
~Info
Modified Sequence AcD3-GK<AcD3K*>VTYGQK<AcD3K*>R-COOH lon score 64.07
Protein Q92499 Confidence level 99.00%
Precursor m/z 586.34258 Identity Threshold 47.48
Charge 2+ Mass error -1.07E-4




—L4986_0664_Caspase3_pre28-32-1 distiller2.3 1116 _1897_1 2.mgf
(746.52142) (996.31873) (1390.627)
Int #y[14]++ y9 y13
VS v v v
(695.955)! ' '
432.131 YL : ' (1491.7468)
: ! Dy
384.12- (487.16575) \ | | :
#b5 ' !
336.111 : (701.31915) :
: y8 :
288.09+ : .
i ! . k800.3754) (1192.5697)
240.07 : V7 yi1
! ' (1176.4643)
192.06- |796.2:$1294) #012
#y[15]++ 1y
(685.26632) % "
. (386.13366) '
144.05 #ba # 43[708(978.42328) -
v 2ol A | (1293.6215)
' v | (1077.2863) -
96.03+ ' X 12
286.98052 (566.31350567. ] ged ol >
( #b3 ) #b[6]-H20#b[7]4 1l §7716) ﬁ&iﬁggﬁi? f‘?} . 41678.4418)
48.02+ (282.72742) (429.31468) (557.3938) k7] (1095.5378)(Lp15.5887) (15Z2-i323 ib[ﬂ]_Hzo
y§T y3 ]ylo r [}3]-H20 y[5H20 "+
0.00 | P B [T | ] .|u| M . 1 . | . | > miz
137.49 305.59 473.70 641.80 978.01 1146.11 1314.22 1482.32 1650.42
~Info
Modified Sequence AcD3-GLAVTPTPVPVVGSQM<Mox*>TR<C13>-COOH lon score 60.33
Protein P26368 Confidence level 99.00%
Precursor m/z 939.02085 Identity Threshold 47.92
Charge 2+ Mass error 8.11E-4




—L4986_0664_Caspase3_pre28-32-1 distiller2.3 975 1710_1 2.mgf

(548.24379) (1458.4021)
Int y5 b15
A T T
: (1259.4797) !
X yl2 !
552.82+ : ;
491.39-
429.97 1 :
: (1616.5262)
368.54 1 b17
307.12-
(661.33137) (1327.2676) '
y8 : (1561.6052)
245.70 (530.2433) ' bl14LH20 y15
(390.2506) YRIHPO : (804.47666) : '
- . X ' 1202.510 ' X
184.27 y3 . b (976.1p511) ( GpiLshos) | (as0dEn) |
1,2145 21746) ' | Y 9112] -H2Qu345.37 [ (ARTAEEIH0T)
122.85- : f%%%egfm“ A2316) : : . 12 | j1abls
. Fo v L El ]iﬁé‘lzlzl o _f374, 48744% $s.41433) (1145 31(1 2.1d14) 1387.5459)| | (1543 b1y
(346.03620) Ui ~  y[9]-HHO (1B59XE22) | | | g ¥ (1831.6068)
61.427 b4 (477.07 (gél[&]znig e b &5[3]355%) - %[11227 mgfl | 3 ffarzo 1467]5: 0% “QelasezEn) b19
e A O L R R 25
000 . :.....:.l. .I. aail ] ..I”lla ] ||||I|| 1 b I II A || | ] | TT 1 . # m/Z
194.34 372.95 551.56 730.17 908.78 1087.39 1266.00 1444.62 1623.23 1801.84
~Info
Modified Sequence AcD3-GGGEVSSQGPEDSLLGTQSR-COOH lon score 106.96
Protein Q9P107 Confidence level 99.00%
Precursor m/z 1003.4792 Identity Threshold 47.43
Charge 2+ Mass error 0.001068




—L4986_0664_Caspase3_pre28-32-1 distiller2.3 563 _1186_1 2.mgf

(539.34617) (803.44774)
Int y4 y6
A T T
: (621.09731) :
X b[5]-H20 X
1893.87- :
:F’ESSO;: :2 - (702.4314)
1HER80 +: 5
1683.44 1 Prec-H20 2+ yj
(538.37659) ! : X
1473.011 Ayl :
! ! : (902.37413)
1262.58- I - y!
(276.04738)  (375.06941) ! ' E
1052.15+ b2 b3 (476.27197) ;
! : b4 ' (997.45571)
X ' ' X b8
841.72 - (354.30359) ; M
: y2 1 \
631.29 : | !
' (482/38985)
' 3 (696.26481)
420.86 1 M (639.11225) b8
(458.383 ):]_§522.398 51) b5 1 (8 24.19973)
(181.18112) 45474 y[4]-NH3 M ! 7
210.43- 1 et Y  eesaopre) (19007 7R (saa.507h)
v v | y[5]-NH3 yiorg y[7]-H2P
1 ' | L 1101 1 IR ITH e 1 . 1 | | A
000 | T T T | | T I I T T i |I | T T | 4 m/Z
98.54 196.60 294.67 392.73 490.79 588.86 686.92 784.98 883.05 981.11
~Info
Modified Sequence AcD3-GK<AcD3K*>VTYGQK<AcD3K*>R<C13>-COOH lon score 61.34
Protein Q92499 Confidence level 99.00%
Precursor m/z 589.35262 Identity Threshold 46.55
Charge 2+ Mass error -1.69E-4




—L4982_0664_Caspase3_24-28-8 distiller2.3_525 1181 1 2.mgf

(542.40528)

Int Precy420 2+
A ‘_'
(278.19236)
360.951 y2
320.857 ! (715.25286)  (809.33913)
: y5 #b[7]-H20
280.741 : : :
' (441.35326) ' '
. y3 . !
240.641 ; M ; ;
200.53- ' '
' (664.29866)
160.421 ' e
(372.19676) :
120.32 @raapaos) kR0, | wssszay '
(31397 ' #b4 #y[8]++
80.211 yiRb¥Ha20 - (478.37656) | (827.13326)
(181.12035) v T e i | 3#t2084) (646.255}3) ~
yl (272.10996) o - 814 57592 (8835171928553 733)
40.111 #yidle+ [6]++ #[6];H20 ( 6 | : y[% 197 #08 (g7, 35809)
000 | ]I pe il 1wl |I [ | h“..l ||. . 11 “ I||II| ||I|||| | I,|| IIIl 11 # m/Z
77.68 175.28 272.88 370.48 468.08 565.69 663.29 760.89 858.49 956.09
~Info
Modified Sequence AcD3-SASVK<AcD3K*>TYPR<C13>-COOH lon score 54.13
Protein Q8NIT8 Confidence level 99.00%
Precursor m/z 552.81663 Identity Threshold 48.15
Charge 2+ Mass error -2.04E-4




—L4982_0664_Caspase3_24-28-8 distiller2.3_468_ 1112 1 2.mgf

(533.32063) (797.34199)
Int y4 y6
V'S T T
I (696.40161) I
: (696 y)161) :
: b6
1574.10- , N
1399.201 : X
(476.20633) | (577.32778) ,c, 42) '
(476y@633) | Prec-HZ0gx o0 :
1224.30 ba ) - :
1049.40- : ! : ' (896.44677)
X X : y7
874.501 (375.09635) : : :
bv3 H (535.42109) : (997.4309)
699.60 - (348.2252?) #y[i ++ 1 bs
(276.b222197) (386isp529) : -
524.70- T (348[2P5R9) : \
1 y2 ! :
349.801 X (458.257
(175.15489) bl4]:H2 & 9-;’3@7@.)37256)
174.90 vi (448.60111 ~(87819¥ess) (779.33@%5?95@78. 456(73)
¥ #y[ﬁr BIBIM YOIT2P % yimHzp
000 | 1 " |I I i I " | TI. " ll 1 |I II II # m/Z
92.93 191.60 290.27 388.95 487.62 684.97 783.64 882.31 980.99
~Info
Modified Sequence AcD3-GK<AcD3K*>VTYGQK<AcD3K*>R-COOH lon score 64.18
Protein Q92499 Confidence level 99.00%
Precursor m/z 586.34281 Identity Threshold 47.32
Charge 2+ Mass error 3.53E-4
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(803.38617)

Int y6
A T
(539.33206) :
y4 :
1 (580.41952)
1684.98 | PEBOMLEE2
| Prec-H20 2+
1497.76- . -
! X (702.30815)
1 ! 5
1310.54- ! y (621.221) M
' 1 b[5]-H20 X
1123.32- (538.32506) , | ;
. &y[ ]++ : : 1
936.10 X E (902.48772)
(276.11253)  (375.15814)  (476.27318) . y7
b2 b3 b4 ' M
748.88 ) ' : I (997.49659)
: : . ; b8
561.66 . - . ' ’
' (354.33618) ' '
y2 '
| v (48240764) (696.23389)
37a.44 : (458.223y3 (639.17287) b8
' b[4]-H2Y 1 b5 v
187 221 (181'113229) '(52421'333;4) v ' (785.44333)  (884.48899)
yl | ) | | y[6]-H2D y[7]-H20
0.00 | . . 1 0l aln A t Il. L1l | . 1 ll 1 |I .| |I } # m/Z
99.50 197.46 295.42 393.39 491.35 589.31 687.28 785.24 883.21 981.17
~Info
Modified Sequence AcD3-GK<AcD3K*>VTYGQK<AcD3K*>R<C13>-COOH lon score 62.56
Protein Q92499 Confidence level 99.00%
Precursor m/z 589.35279 Identity Threshold 46.50
Charge 2+ Mass error 1.71E-4
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(784.33285) (1418.4648)
Int #y[13]++ b12
A v v
375.311 :
(509.35899) I
333.61 4 055258
' 9
! (637.36466) o
291.911 ' y5 "
. M (T8 ) ' (1519.5183)
250.21 ! : 18 sdo2p " (1182.6637) b13
: ! #y[13}+-NHS ¥ y9 v
208.51 - (518/29756) ! .' (934'583533) h : (1305.3601) :
(405.11846 )53 o) ! " v : b11 :
| b4 b5 ¥ ' ' ! !
166.80 : M ! X (11?;1.368) (1352.6857)
(282.18394) ! X 10 Coyll
(395.29823) ! X - S (1501.4809)
125.10- YTZ 3 . @76.7 ;3}%)325 48) . : ! : b[13]-H20
y[LL]++ 939 560 65809 ' 1400. 5988 '
83.40- (620.3145) 7 ( YRIEREY  ((wssepso) ! ( [121H? : :
' y[@ﬁwﬂﬁ i (916.29 44) x plary (1295 J161
RN ) (@awms) | i (1278(3[%;'8 2908)'
41.707 4 20 y[7]Y o) ” y[lo]-.’\l B
0.00- | l|,|| ulL ll‘ ||. L1 ! |||||“ ] Ll | L ] |I ] > miz
130.83 289.42 448.02 606.62 765.22 923.81 1082.41 1241.01 1399.61 1558.21
~Info
Modified Sequence AcD3-SSQGLQDK<AcD3K*>EQNLTR<C13>-COOH lon score 90.2
Protein 060293 Confidence level 99.00%
Precursor m/z 850.44468 Identity Threshold 48.96
Charge 2+ Mass error -2.68E-4
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Int
-
628.15+
558.36 1
488.56 (781.22801
#y[L3]++ (1418.4926)
418.77 (760.42769) b12
' (70 21r69) (1048.4115) :
(503.30883) y6 1 y8 '
348.98 y4 MK X X
- (631.30128) - (934.35633) : :
279.181 : y5 ' b8 : (1176.4869)
: . ' : (106':;.:352) y9 (1519.4192)
209.381 ' % ! b13
(405.11451) (518. ' ! (1191.1595) (1346.5098) M
(276.17855) b4 5 . 10 (1305.478k} :
139.59- y2 (389.37681) 5) (916.38894) ! M b1l !
Y (371.39886 ¢ eV (451X ' M I
69.80 :329;8@ e ))(4§%O f é} '2L D (b[8]-HZO ) (1030.6546) a . o 140(;-5H ;(g)
.80- 17 v 8]-H2 : -
bl3] Y133 . H3 Ve ‘ y[Tl]— H3 ~
. ||| I|.| | Lk ol .Ill 1l 1l N |I | | 1 . # m/Z
111.95 265.49 419.03 572.58 726.12 879.66 1033.20 1186.74 1340.29 1493.83
~Info
Modified Sequence AcD3-SSQGLQDK<AcD3K*>EQNLTR-COOH lon score 77.96
Protein 060293 Confidence level 99.00%
Precursor m/z 847.43536 Identity Threshold 49.10
Charge 2+ Mass error 0.001233
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(538.3059)
Int &y[8]++
A T
:
: (803.4557)
' #y6
11444.40 1 '
10172.801 :
8901.20 !
1
(702.31405) !
- 580.35823
7629.60 ( (621).16585) #y5
: -H20 M
Prec-H20 2+~ 1
6358.00 - v ' '
(539.27632) 1 : '
#wa . X
5086.40 1 (276.13993) ! X ! (902.47576)
b2 (375.12883) (476.28611) ' ' 7
T b3 b4 ! 1
3814.80 1 : . v : (997.43871)
; : : ! b8
(354.24132) (482,41779) v
J #y2 (696.22751) X
2543.20 v y3
; (456,231 1) bé (8p4.31507) !
1 : ] v b7
(181.24283) b[4]-H2 (639.14227) (785.651p3)>
1271.604 291 (522.29037) b5 ' y
0.00 | o [ L — . ; Ll i ] | } ] .l Il ] | > miz
98.80 196.83 294.86 392.90 490.93 588.97 687.00 785.03 883.07 981.10
~Info
Modified Sequence AcD3-GK<AcD3K*>VTYGQK<AcD3K*>R<C13>-COOH lon score 64.74
Protein Q92499 Confidence level 99.00%
Precursor m/z 589.35298 Identity Threshold 46.46
Charge 2+ Mass error 5.51E-4
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(535.40527) (797.36018)
Int #y[8]++ y6
V'S T T
(533.3046) ;
9712.89 v4 '
X (696.35436) X
8633.68- : (696 #5436) |
! #b6
7554.47 ! X
1| (577.37 ']({ 8H429(§’) :
'| RBIC-NHEBY T :
6475.267 i| Prec-H20 2+ 1 !
(476.18752) M : X
i (476 43B752) ' ' .
5396.05 “ba ! !
(276.06756)  (375.05811) : I I (896.41753)
4316.84- #b2 #b3 . : y7
' (348.31714) : : (997.46933)
3237.63 L (38bISLTAn) ! o8
' (348(8171.4) ! .
2158.42 A yv2 (458.140[12) (639.07777) !
' ) #b5
e | ot 16 aedh TR rr0.siba
1079.21 - (1#5[@17&55) (418.350911;) VIAI-NHB 1 (671B]4Y6(36) y[6]-_H23 (878.764p1) (980.08565)
yl Y[v][+ v | #D[B]-NIH3 - y[71:H2p #b[8]-NHH3
0.00 | . - i 1 —l J L ‘n P P S 1 L | |I || |II .T # m/z
92.83 191.52 290.21 388.89 487.58 586.27 684.96 783.65 882.33 981.02
~Info
Modified Sequence AcD3-GK<AcD3K*>VTYGQK<AcD3K*>R-COOH lon score 56.62
Protein Q92499 Confidence level 99.00%
Precursor m/z 586.34295 Identity Threshold 47.28
Charge Mass error 6.33E-4
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Int
-
(865.24781)
b6
2407.68- I
2140.16- ;
(497')/247394) (748.23337) !
1872.64- v PRI H20 !
X (596.25661) ' .
! y5 : '
1605.12 : - !
1337.60- : (;8;;? :
l 1
(y[&%-NHs (810.45935)
1070.08- M v
802.56 (552.11892 -
(578 08329) !
535.04 (268.08435) (383.235615) y[4]-vH20 &y[S?]++-N H3 t%4 yv6 bv5 yv8
y2 y. ' 7| (63p.21834) ' '
| ~ (379.19664) (480 11484y | '| |bB-HIG ' Ba7.33021)  ofTABRED) (1o A p0.579L)
267.52 yiarnta v b[6]-H3O VE-o blg)HbL38.4485)
| | I IS
0.00 - a I .J I:.Il..l... T wlygalol I.IIII || I 1 . 'a '||I . L |II.| I|| . | |. I. } 1 # m/Z
103.81 226.65 349.49 472.33 595.17 718.01 840.85 963.69 1086.53 1209.37
~Info
Modified Sequence AcD3-C<Cmm*>K<AcD3K*>K<AcD3K*>TIVNDSR<C13>-COOH lon score 69.49
Protein Q00987 Confidence level 99.00%
Precursor m/z 681.37896 Identity Threshold 48.55

Charge 2+ Mass error 7.38E-4
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Protein

Precursor m/z

Charge

Q9Y5V3
452.73185

2+

(330.07794) (575.23344) (646.28441)
InAt &b+ 2 o
N
(246.12524) :
218.69- ° ! !
194.391 : | :
' (375.2148)
: y3
170.091 : v
' 530.12326
(259.25861) (394.611) ( #b6 )
145.79 ; Fy18l++ -
(25pHB861) L X
#b3 ' ' (446.33487) X
121.50- . v 4 ! (650.16739)
' bl M ' #b7
97.20- : ; ' : (730.18202)
' 1 1 : #b8
! (511.81748) ' (717.442%44)
72 90- (1158888%96) #b[6]-H20 ' y7
' (18§[65796) M -
1 #b2 : Vo
48.607 . (Ega?ﬂéf?g’%.]é)8374) 45p.00762) X 557.29312) (628.37359 |
' #4BD: Bi26) || ||[#b5 YRIHZPI yielH2p (788.58152)
24.30- #Y[71+- N INH v y8
000 1 |L 1l T ||||: “.l.ll “hl” |Ii| ||I| II l || |”|||| || |” II |II| 11 I| 1 - | . # m/Z
62.15 151.02 239.90 328.77 417.65 506.53 595.40 684.28 773.15 862.03
~Info
Modified Sequence AcD3-AAAAEAEAR-COOH lon score 66.83

Confidence level 99.00%
Identity Threshold 48.43

Mass error 2.65E-4
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(490.28515) (882.27648)
Int b9
. i+ (577.37708) 0
1 y5 1
3158.101 .
\ (628.45641)
2807.20 y (L2
2456.307 | : (677.29371)
E Prec-H20 2+ (795';82939)
2105.40 (610.12759) | M
b6 ! ' ! (1191.4107)
i M X (762.41272) b12
1754.50 (539.10519) 1 ; y? o, M
b5 X ' Y (833.40436) X
1403.60- M  (oor1a8sn : 3 -
! 1 I 1 1 :
' |(61953082) ' ' |
1052.70- X '
052.70 (294.20172) #419)5d0920] (864.24163)
y2 #y[12]++-NH3 b[9]-HZ0 (980.40353) |
701.80+ ' 105.53127) 7 9 (](%i% %)%1) (1173.3 )33)
. y6 ' (962.3939)  b[Y& b[12}-HpO
(321.20834§92.25457) (591. ¢744.44476) - : i .
b ba I;D 1712 g A7 100) (SERSEO) o -
350.901 03 v (59%(H98 BB} YU yl8l-HAo b[10]-NH3 o
i IR i
't I " 1 I |I | L1 . ll 1 ! . # m/Z
116.39 233.66 350.94 468.21 585.49 702.76 820.04 937.31 1054.59 1171.86
~Info
Modified Sequence AcD3-AGM<Mox*>AM<Mox*>AGQSPVLR<C13>-COOH lon score 68.04
Protein P26599 Confidence level 99.00%
Precursor m/z 686.34845 Identity Threshold 48.74

Charge 2+ Mass error 2.34E-4
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Int
-
2016.63+
1792.564
(719.41445) (906#%)‘;725)
- 5 -
156849 (620.50998) & '
y4 . :
1344.42 (461.21874) :
(447'),23%%%3 ) (531[7364) : (733.24602) !
1120.351 (348.30312) v Prec-120 2+ : 1 #07 :
y2 1 : : 1 :
896.28 (175.11319) : I
67221+ (1?&}[,211 9 : I (634.25369) '
' M (34?%% 257 #06
1 H#bMPPH¢ 1
' | #b4 (482.8302) ' 290.37947
448.144 - I &y[8l++ I y6 )
(272.91809 ! '
224.07 1 ) (443.2843Y) ! (888.35881)
#b[3] H20 #b[sdj42af| ‘ ‘ | #b[8]-H40
0.00 Lo |I. |. L, |I.|| } det i I 1 N | || FTY B [ I. . II.I | I ol .| ! # m/Z
83.24 173.03 262.81 352.59 442.37 532.15 621.94 711.72 801.50 891.28
~Info
Modified Sequence AcD3-ASSAVK<AcD3K*>VK<AcD3K*>R-COOH lon score 44.87
Protein Q13148 Confidence level 99.00%
Precursor m/z 540.83992 Identity Threshold 43.82
Charge 2+ Mass error 4.02E-4
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(484.35724) (571.3283)

(882.28895)

Int y4 y5 b9
-~ M M M
3886.74 : (625.44
#y[lz]aé‘ﬁmm)
YRETANHE D+
3454.88 - 1 Prec-H20 2+
3023.02 X X (795.19336) (1191.2771)
S bs b12
2591.16- : : : .
' ' (756.35214) !
610.13563) . 7o .
2159.30 b6 ' !
(539.09864) ¥ .o '
bS ! 1 (827.41081) '
1727.44- ' ' ! V8
1295.58- ' ' : (1078.1936)
' {(864.2086)
(268.5009) (616.44235) (599 53323) ' b[9]-H40 b1l (11733479
863.72- Yz fed18j#4a38p| | 6 M (97 4_397871(1060.3456) b[12]-HpO
' (392.21981) PYL2A-NH3| 809 581049) | yo ( 045.5083)0 M
(821.11879) b4 . (739.34491) iyt by M vior '
431.86 b3 v 523(66353667) |' (Jg?‘-ﬂ?@ - (956.448421027.3394)
#ry[19IHHZO LJ | YT $A0 yoLH y[10]-Hﬁ
0.00 . |||.|I. . ||L..||| |||I [ A || "'.'"L L - I ||| | | I.II| L1 # m/z
133.92 249.27 364.62 479.97 595.31 710.66 826.01 941.36 1056.70 1172.05
~Info
Modified Sequence AcD3-AGM<Mox*>AM<Mox*>AGQSPVLR-COOH lon score 66.77
Protein P26599 Confidence level 99.00%
Precursor m/z 683.33821 Identity Threshold 48.43
Charge 2+ Mass error -1.04E-4
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(534.79908)

Int Prec-H20 2+
A v
' (725.56351)
y5
727.06- (626.50372) M
4 '
yT (733140584)
646.27 : o
I ' (906.45215)
565.49- “aasie26ah) ! ¥ b8
: (453%@55) ' . v
#b[8J++ ' " '
(356246557 6) v, ' - '
484.70- EESH D63 ! - ! :
(354y2016) H (634|34099) ' !
403.921 y2 . b6 :
| (344.22552) : ,
323.14 #0[4]-H20 :
242.351 : (442.476p4)
(181.17446)  (273.05272) | &y[71+
#b[3]-H20 - (796.68998)
161.571 (1811I7446) M X y6
#b[4]++ . 09,6794 ' (617.32Q[79) -
M 43 #b[6]-NIH3 X
80.78 ! B +-NH3 ‘ \ ‘ T ‘ ‘
b l|| | "." ||| . '.I' I| | ] |.| | Ll ! > m/z
87.75 185.33 282.92 380.50 478.08 575.66 673.24 770.82 868.40 965.98
~Info
Modified Sequence AcD3-ASSAVK<AcD3K*>VK<AcD3K*>R<C13>-COOH lon score 45.94
Protein Q13148 Confidence level 99.00%
Precursor m/z 543.84999 Identity Threshold 42.35
Charge 2+ Mass error 4.0E-4
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Int
-
151.774
134.90+
118.04+
101.18+
(652.39911)
84.32" (252.16932) (330.1875 (397.91159) (581.33356) yv6
y2 (3R0[TB: % 1 AN (530.22768) )é :
67.451 ! ba 2 b6 : (659112689)
(259!11895) . y M : :'DJ
50.591 > : s : - :
33.731 :
(181.25144) , )
(18%%121509) (364.462P9 (512.5222) (633.90693) (ﬁgslésé%? (794.3:808)
. _ : 6]-H20 v y
16.86 - YI8I:NH b[61-H2b ylel /S
0.00- 'I'H .|,|.,| LL 2l JH .|.| ol .|||||| “..I. ||||| ||||| | "I L ||| [T ul 1 I| |||. el |I Ll L # m/z
53.95 145.42 236.90 328.38 419.85 511.33 602.81 694.28 785.76 877.24
~Info
Modified Sequence AcD3-AAAAEAEAR<C13>-COOH lon score 54.14
Protein Q9Y5Vv3 Confidence level 99.00%
Precursor m/z 455.74177 Identity Threshold 48.95
Charge 2+ Mass error -3.7E-5
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I (570.8096)
nt -
. PF@@-NI'J%@ 2%

851.50+

756.89+

662.28

567.67 1

473.061

378.44

283.83"

(506 81611) (782.36572)
189.221 &y[91553 1 187) v
061 (209.18757377 N 341% L0z (681. 73?3792) | (850.28828) (978#12541)
.61 (181.14116)5 24966) y3 ﬁiﬁ (459.8 4;) 15,(1@49@526 (PQ8.4450F34 4075632, 224399074 143F) )
y1 #b[S] i)g[ H2O b|5]- RO #b[6]- HZCM?] H4O#b[ 7] H2O  #b %)%??
1 . hat Ly ul T T " 1.1 . L 1 | I W. A
0.00 T l T T i T T > m/z
77.20 193.56 309.91 426.27 542.62 658.98 775.33 891.69 1008.04 1124.40

~Info
Modified Sequence AcD3-TGK<AcD3K*>TQDEGAR<C13>-COOH lon score 49.85
Protein Q9BQC3 Confidence level 99.00%
Precursor m/z 579.80161 Identity Threshold 48.72
Charge 2+ Mass error -4.13E-4
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I (509.33564) (734.32129)
nt y5 -H3 (995.24543)
\ : yiee
932 95- (422.341235) :
y4 ! ' (1082.2399)
' ' X b11
206.45+ : ' ' v
180.641 : !
154.841 :
129.037
103.221
(1064.2619)
77.42+ (g%[f@lg Jso75) b[11[;HPO
‘ (977.25298)  (11p1.3922)
¥ Brag{Hi20 2+
f@%’%@fa‘m + b[10, 1yl
51.611 (325.1873¢03.24PD) (587 075} (866.34609) [ ‘flmﬁ?gw)' v
3 (490.198 1 (809.2482'&% S : %ﬁiﬁ%@b
25 81 (313%&&3%@16 11) bS *igs'g' o B%h&’mb: ) ! yL (1263956131)
b[31-HD bla]-H <1 Bl T e V{1B[ARD20
000 "I T |.|....I il . I.| .I I ! a1l L || |!| | IT | # m/Z
133.45 261.30 389.16 517.01 644.86 772.72 900.57 1028.43 1156.28 1284.13
~Info
Modified Sequence AcD3-SAQASDM<Mox*>GGESPGSR<C13>-COOH lon score 53.99
Protein P50851 Confidence level 99.00%
Precursor m/z 752.32957 Identity Threshold 43.26
Charge 2+ Mass error 3.77E-4
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(503.25915)

Int y5
V' T
(416.27563) X (995.22493)
y4 ; #b10
111.08- : :
98.741 . X (1082.2305)
1 : #bvll
86.39- : |
74.05- :
61.711 :
49.37 (1095.2537)
y11
37.031 (623[-fiii4) (1;)[64.]25 ;:8)
403.0354 v #b[11]-H20
24.681 o )(490 30516) ' O B9 404a0y0, (0B Ap28) « | | (L148:4437)
_ b . (632.13719)! (809. 40448%[@??'% || ypzrHzo
(319.28767) ' oS (614.o¥8 4d212 (809. 0869& 3. 3¥33) ' | (1156.5382336.320905.2625)
12.34- (262.13528)38742§5.32443) ; G| (792. 3 ' : 'yl2  #b13 #0{132313999)
y2#b[3]ﬂ2®b[4] D #b[8]- N‘Fbi ] H ‘ v Fb14
000 . | || " .|i..|| plid III I L, l |I| | E 11 L I I| A | | I|| | # m/Z
103.18 236.29 369.41 502.52 635.64 768.75 901.87 1034.98 1168.10 1301.21
~Info
Modified Sequence AcD3-SAQASDM<Mox*>GGESPGSR-COOH lon score 76.06
Protein P50851 Confidence level 99.00%
Precursor m/z 749.3196 Identity Threshold 42.13
Charge 2+ Mass error 5.79E-4
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(458.1857) (594.60428)
Int y4 Prec-H20 2+
T - - (731.10762)
: I #b[7]-H20
268.59+ : :
(545.8229) '
#y[10]++ ! !
238.741 ! (591.1:6452) ;
: #h5 1
208.90 : : :
: . (806.07013)
179.061 . (616.30391) #08
(520.25767) | % :
149.22- (401.26505) 2 : ! !
y3 : ; !
119.37- : :
89.53 ' #06 | #b7
' (536.8056)  (745.48049) (873.31523)
6%@&@0 : v y8
59.69 A - ' M
(230.0452) = ' _J: NS (660.34457) | X (101%11(?75)
#y[4]++ (334.03412) (517.26549) #b[6].H3O ' )
29.841 (175.17616) ~ (304 2038%° (462.20053¥y[]+4 > (855.367[17)
yl 'yz Hod | y[8]-H2
000 ||II o PR .I:. I| ||. s b ] .I.nIJL‘_ |I ]. .|.|I I |I Ll | » L1 III L 1 I ..I| # m/Z
89.48 192.32 295.15 397.99 500.83 603.67 706.50 809.34 912.18 1015.02
~Info
Modified Sequence AcD3-AGC<Cmm*>QESAGPER-COOH lon score 54.17
Protein Q99575 Confidence level 99.00%
Precursor m/z 603.76582 Identity Threshold 43.79
Charge 2+ Mass error -3.22E-4
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(1160.5763)31.4259)

Int b9 b10
A T T
(547.33346) I '
9268.09- iy (859527372) .
(419.29185) : M
#y3 ! | (920.47467)
2016.08 Y . V7
1764.077 : (557,20367) (849.47718) |
: 0> we |
1512.06- : .| (686(2263203) H :
: : b6 #y5 - :
1260.05- Do ! '
(246.18835) \ ' ! !
#y2 ' v ' (1048.5468)
1008.04 M D! #y8
756.03 (358.23447) | (486.05599) 544 30073) (987.31816) |
' b3 E.05509% gy, (e57282) b8 '
T b4 ‘é b%}bﬁg ﬁf@g@jum 2y M I
504.02 (245.05293) : M M A ecliiod 2+ 02.44796) !
b ; - | ¢ (831.58063)[7]-H2O
¥ " ' - 1213.2815)
25201 - (228.00846) 530.336$5) ' BYBLEAQ) : 1031.5299) (1142.3478) 51 1bo
b[2]-NH3 #y[4]-NH3 I #y[6]-NH3 l #y[BLNH3  BRIHIO T~
0.00 Lb - ] |..|||| I.'“" ] .||m|||“ I'"l.' ||T || L L | 1 .I i | — > miz
97.61 233.99 370.37 506.74 643.12 779.50 915.88 1052.25 1188.63 1325.01
~Info
Modified Sequence AcD3-AQLQAEK<AcD3K*>QK<AcD3K*>AR-COOH lon score 83.99
Protein Q13442 Confidence level 99.00%
Precursor m/z 703.4092 Identity Threshold 47.10
Charge 2+ Mass error 3.66E-4
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(905.401)
InAtk (596.48574) ¥8
#y[10]++ X
' (645.48956) I
' Reas MBEEB) :
1 Prec-H20 2+
2857.14- : v
2539.68 . !
2222.22- ' !
I (887.38429)
1904.764 y[8]-H20
(539.9277)] '
VHE80] 444480 !
(403.16047) y[10]+4-NH3 :
1269.84 (48B[T6047) X M .
v 1 7
952.38 (304.20163) : (50 ?m I v (986.27155)
y2 1 NH3 . b[9]-H20 (1133.6408)
/£ . - ,(848.36244 - b10
634.92 - (417-3;'294) M (747.363) +  y7(891.38485) - -
2e] : & o 6 Y b8 v '
(287.23435) 1(460.20494) © (kg1 23472) yT (8:73 15@7(1_) (10045'5 9N 1078.4936) !
: ' b4 §75.36133) : - y01115.5458)
] (230.07713)2]-NHi3 > 543.1.2039) 0.08 A5
317.46 o i) ‘ b0 b6 \ ( T H F b[10]-HZO
0.00 II | I. ]I L :l T P | 1 I.|. ..Il.l 1o IIL“I.H] 1 hl.ll 1 IIl T T i | . || ! | I I| | | || # m/Z
121.22 231.67 342.12 452.56 563.01 673.45 783.90 894.34 1004.79 1115.23
~Info
Modified Sequence AcD3-ALK<AcD3K*>GTNESLER-COOH lon score 59.8
Protein P08670 Confidence level 99.00%
Precursor m/z 654.35732 Identity Threshold 48.69
Charge 2+ Mass error 1.67E-4




~L4978_0664_Caspase3_24-28-4_distiller2.3_1246_2047_1_2.mgf

(811.08255)

(1232.3822)

Int #y[14]++ b11
T (597.38394) ; !
y4 (767.32789) !
. (e[ B2l7d9) .
1661.22- : maslszﬂﬁlbb?
1 yve 1
: Foy (1062.5379)
1476.647 ! .o b9
' (775.69604) T (11725879
! #y[13]+4+ ' y10
1292.06 ' ~ X M
1107.48 ; (1533.7085)
! ! : (1376.7122) b13
922.90- : (930.57339) : y12 !
y7 1 ]
738.32 (469.31711) : ;
y3 657.21429) : '
| ' ' 1119.2709) X (164&1891)
553.74 (510.22192) b10 v
' b4 11157446 X
- v (13 3(.1358.5 91) :
369.16 (579 - 53 |
(296.18987) ' ~ bil?
y2 ' LT
184.58 - v ‘ I (1549.8183)
13
0.00- I 1 ||I|| 1 ||I | | |I | | | . 1L T . . I # m/Z
118.59 302.74 486.88 671.02 855.16 1039.30 1223.45 1407.59 1591.73 1775.87
~Info
Modified Sequence AcD3-YAK<AcD3K*>GFGGQYGIQK<AcD3K*>DR<C13>-COOH lon score 75.92
Protein P14317 Confidence level 99.00%
Precursor m/z 914.98527 Identity Threshold 49.12
Charge 2+ Mass error -1.43E-4




~L4978_0664_Caspase3_24-28-4_distiller2.3_1247_2048_1_2.mgf

(591.31115) (761 £09323393) (1062.4253) (1232.3773)
Int y4 y6ty[14]++ #b9 #b11
VN v v v A 4 A 4
: . ! ! (1370.5783)
: Co X y12
1296.90 P . (1166.4873) -
Do ' y10 !
1152.80- v : : (1533.6269)
(772:40317) : ' #b13
#y[L3]++ ' X X
1008.70 M : : !
864.60 E E ' E
(463.28708) : :
720.50 - y3 (657.38226)  |! '
(510.15396) (%ﬂﬁz 26)
576.40- , #ba - ( L103§744
E : : (924.45581) v (1360.4514)
432.301 ! ; y7 : #012
' e 7P0.23559) X 1119.1817) (1313.6278
(290.18417) 573.37699 ; 12 X : 010 .
288.20 y2 (453.23491 ( 4_H,O) yie VAEPI2 45880 »loosos (1052.8168)% yll
- y[4]-Hp v #y[[liA]+1- N30 ) v8 '
, #0B | (574.28p24) 0 «| | preclob 2+ & - (11352.5p83)
' M 1@]:&@522&585'85352) ' v | (4449.6802) [12]-H20
144.104 ' #y[L 74467 (1035.7371) {[10]-NH3
Y[4NH3 6]-NH3 y[s]-vTrs v
0.00 ".Il ....u..l. ! ||||||||||||.|| Tl IIII | .||l| ! |||I| bl I ||| L ||| i —1L > miz
123.32 287.72 452.12 616.52 780.92 945.32 1109.72 1274.12 1438.52 1602.92
~Info
Modified Sequence AcD3-YAK<AcCD3K*>GFGGQYGIQK<AcD3K*>DR-COOH lon score 85.92
Protein P14317 Confidence level 99.00%
Precursor m/z 011.97551 Identity Threshold 49.23
Charge 2+ Mass error 4.79E-4




—L4978 0664 _Caspase3_24-28-4 distiller2.3_742_1442 1 2.mgf
(1231.4938)
Int b10
A T
(1160.487) !
b9 '
5304.42 : I
4715.04 . !
4125.66- !
(553.28564)
3536.28 (425.38137) #y4 (859.1933926.54322)
#y3 ' b7 #y7
2946.90- : (557.23298) (855.48115) !
\ ks Hyb \
] X :: 686.23391) " '
2357.52 X : HE26.54721) " '
' v #5 .
1768.14- (252.25123) Do |
#y2 (358.0982) (486.07659) L (987_30949501‘;249)
v b3 it ' b8 A
1178.76 X v 'bﬂzﬁ\g% (697145242) M :
(245.84924) X v ReexNb42) (©37.548b 308.58& 37) '
' + (536.44849) PrectH20 b+ SHPARY[7-HRO | (1037.6418)
1 = H -HH - (1167.6309).6062
589.38 #y[4-NH3 #yIeLHRO #y[8]-NH3 #fygb[10]-NH3)
0.00 II 1 | ! L 1 1 11 . ..||.|I.| al e dli | | L I |II | || P— I . . I |I # m/Z
115.73 237.45 359.17 480.89 602.61 724.33 846.05 967.77 1089.49 1211.21
~Info
Modified Sequence AcD3-AQLQAEK<AcD3K*>QK<AcD3K*>AR<C13>-COOH lon score 71.46
Protein Q13442 Confidence level 99.00%
Precursor m/z 706.4191 Identity Threshold 45.62
Charge 2+ Mass error 2.4E-5




—L4978 0664 _Caspase3_24-28-4 distiller2.3_825_ 1540 1 2.mgf

(599.41283) (911.42561)
Int #y[10]++ y8
-
:(639 30206) '
1864.17- ' (64%29932)
' RpactMHtRR2Y
1657.041 PrecILHZO 2+
1449.91- '
. (893.342p4)
! y[8]-H2pD
1242.78 =
(403.1402) : : (986.29182)
1035.651 (406[1h02) (590.57591) : b[9]-H20
b3 (542.759080] 575929 (804.35237) ! v
828.52- . (534 YHyB) Ol NH3 g ' !
(310.21887) : (51688504 ' . :
' ' 1133.3661
621.39- yvz ' #y[‘f’](vl it 5:7 ! NS
. | N (753.41006) | (854.4793) '
; (423.42223) T 6 v7 '
414.26 . y3 v v v (1004.1625) 1154 :57)
X POSNL6) (460 28943) ' '
N (873.236{19 v 10845700820
S ‘ ‘ T ‘75&2]'.33%39) 2
0.00 .|. :l. | II| 11 I|||| Illl |I|| | ll |I|.iI 11 |I|| . | ll 1 ' | | # m/Z
135.33 244.52 353.71 462.90 572.09 681.28 790.47 899.67 1008.86 1118.05
~Info
Modified Sequence AcD3-ALK<AcD3K*>GTNESLER<C13>-COOH lon score 74.75
Protein P08670 Confidence level 99.00%
Precursor m/z 657.36732 Identity Threshold 48.39
Charge 2+ Mass error 2.6E-5




~L4978_0664_Caspase3_24-28-4_distiller2.3_1251_2052_1_3.mgf

(591.36611)685.75573)

Int y4 y[12]++
A T T
746.86 :
663.87 |
580.891 (808.05567)
y[14]++
497.901 (772.68356)
y[1§]++.
- (463.2631) (583.88454) P
41492 y3 y[]_O ++ 1 1
v ¥l (657.24958) '
331.941 (453.13542) ' (65724088 (761. 31231I
#9? ! #5 (76780018)
11 (555.22784) ' &b[L3]++
248.954 ! '
(290.21573) X '
2 Y 62I I
165.97 - T (381.3984762) ,50103)
53620R343) yil++ VT : ’793)(89@%%75% (106;552344) (1232.3597)
(209. 039é6w 77078Q445 gl g-s-lm v ., #bll
82.98 (175.29048) yaje FNHIEIH+  y(3)- NH3 ' 1166. 7196)
y y10
A Ll 1 ] ] ] ] A
0.00 Ll Inin Ao > miz
56.85 198.98 341.10 483.22 625.35 767.47 909.59 1051.71 1193.84 1335.96
~Info
Modified Sequence AcD3-YAK<AcD3K*>GFGGQYGIQK<AcD3K*>DR-COOH lon score 59.56
Protein P14317 Confidence level 99.00%
Precursor m/z 608.31909 Identity Threshold 49.22
Charge 3+ Mass error -5.47E-4




—L4977_0664_Caspase3_24-28-3 distiller2.3_939 1720 1 2.mgf

(591.33174)

(933.26484)

Int y5 b9
V'S T T
2595.781 (846.31416) !
b8 :
2307.367 !
(678.39442) :
yG 1
2018.94- . .
1730.521 :
1442.10- |
1153.68-
(733.43671)
865.26 1 (763.33691)
Prec-H20 2+
- ' (791.33195)
o 1@@)9 (oo 3L0) Y e oy (1343.7053)
(423.30 1 118 X b[9 603
—— (309. 33004390 09338) 671 oofP61.45831) (828.40496) [ ]vag @3‘; 6409) (:134.6336§215.5657) b13
: (200.92856) b4 (49,,375) y[5]-Niiz  YIBINH3 b[81-HI0 - Y91083. %‘}10 (1325.8412)
b3~ v 4 v - | b[11]-H2OY Y = b[13] le
0.00 I.TJ .|I || Lal .E le M| |..I|I| |.||| | II. .I. Ll | | || | o | L ; I I| # m/Z
131.80 264.01 396.21 528.42 660.63 792.84 925.05 1057.25 1189.46 1321.67
~Info
Modified Sequence AcD3-STGVVAK<AcD3K*>LSPANQR<C13>-COOH lon score 75.89
Protein Q13263 Confidence level 99.00%
Precursor m/z 762.44152 Identity Threshold 46.68
Charge 2+ Mass error 3.39E-4




—L4976_0664_Caspase3_24-28-2_distiller2.3_953 1730_1 2.mgf

(504.28123)  (619. 37634) (801.16976)
Int y4 %ﬁiﬁ% b[7}-H20
A v WS@-NL‘@I.B} )
. (589.69040pC-H20 2+ , .
o eno T |
: SR : : (1061.3591)
1797.84- ' : ! ! (851.46961) b9
' : ! y7 .
1598.08- I ! !
i : ! : ! (1148.356)
1398.32 ! : : b1
1198.56- ! ' !
(581.09776 ' .
(5 >7I-7|80 ;
998.80 (262.1041) Y NH3 '
y2 (979.46237) :
M Co y8
799.04 - ' Vo (819.1561 '
: (390.31262) Do b7 '
1 y3 : 1 v :
599.28- ' T Ca S | ! :
: Y[*] _NHI3 687.35781) :
X v~ [(546.01239 y[6]-NHI3 (B34.39276)
399.52 o Ry[9]++NH3 : yIYfI-NH3 (962.44125) 104445
' [688.21496) (833.25777) y[8]-NH3
215.99745 (343. 85199) '| (6d4.4p218) ; K 961.49465) bIOTNH 130. 4296)
199.76 - ( b2 ) J yIH]-NH3 bIOI O Vi3 ‘( [8]-H ) (11517[;9@7@ O
- wj y v
0.00 l'l."" | ] l ‘ .|||I| [l 1 4y '.II || IHI M |. T | il .l' 1 ‘[I | ||I |I | I| > m/z
105.18 218.98 332.78 446.59 560.39 674.19 787.99 901.79 1015.59 1129.39
~Info
Modified Sequence AcD3-VAQQFSLNQSR-COOH lon score 56.28
Protein 060216 Confidence level 99.00%
Precursor m/z 661.84667 Identity Threshold 49.07
Charge 2+ Mass error -0.00299




—L4976_0664_Caspase3_24-28-2_distiller2.3_639_1350_1 2.mgf

(504.97961) (724.44593)
Int Prec-jA8 2+ y5
- , \
(412.24246) : :
&y[6]++ ! :
206.32- : :
' ! (596.51989)
' 4
183.391 (423.42968) Vv (846#147166)
(303.10637) (423 145) ' =
36550687 #bﬁ ; : :
160.471 s il : !
137.54+ (2942 35187) : E : (735#?)26749) !
(294y22187) Vo | v :
114.621 #b[5]++-NH3 ro (604|45685) :
v ! Hb5 1
. : (362.8142) ! :
9170 (181.29413) ! &y[5]++ ! 1
yl ! v ! (823.42035)
| ~ ! ' (706.80311) y6
68.77 . : y[5]-H20 T
45.85 ; I
(188649615251°) (4Bl 16447)
22.92- e = Ea (6767267 (806.32506) |57 ¢agagtag59)
yi41-H2D y[6]-NH V[7]-HAG
000 bl all | |J.|. | I il || l| I |||I l|||l|l| . III Ll |L|| |I Laat 11 II ul |I I 1 TI | # m/Z
83.53 172.02 260.52 349.01 437.51 526.00 614.50 702.99 791.49 879.98
~Info
Modified Sequence AcD3-SAVQK<AcD3K*>ELR<C13>-COOH lon score 73.59
Protein Q9P265 Confidence level 99.00%
Precursor m/z 513.81135 Identity Threshold 46.30
Charge 2+ Mass error -1.89E-4




—L4976_0664_Caspase3_24-28-2_distiller2.3_422_1080_1 2.mgf

(645.80448)

Int &y[12]++
A T

2857.141

2539.681

2222.221

1904.76

(428.30994)
#ba
1587.301 v
1269.84- !
| (487.25717)
2.38
952.38 (433.y f905)y75 (636.54635)
i f : &ga@8EaEPL) 1044.2186
634.92 L (574, 30&96)2]”3@%(737 14964) (831.2518) 918 37074 S#b%LO]-HZO)
| Rreppmmsay 38333)(98
] L L Ll
0.00 Liy Lol “L.I'll | |".' L . II N | L. . L || | > miz
104.12 236.47 368.83 501.19 633.54 765.90 898.25 1030.61 1162.97 1295.32

~Info
Modified Sequence AcD3-GVPEK<AcD3K*>GK<AcD3K*>SSGPSAR-COOH lon score 51.13
Protein Q96120 Confidence level 99.00%
Precursor m/z 746.41346 Identity Threshold 48.56
Charge 2+ Mass error 0.008459




—L4976_0664_Caspase3_24-28-2_distiller2.3_335_963 1 2.mgf

(431.2372) (604.33534)
Int #b[@]++ 6
e W <
5478.66 (509.28129) X (804.4249)
Prec-H20 2+ ! #97
4869.92- !
: (733.25168) '
4261.18 X #h6 '
(232.18493) (303.24294) : : :
3652.44 y2 (303¥81294) ; : :
1 #b[4]++ '
' M (703.49566)
3043.70- ' ' (438.84296) (605.22222) yzi. oo
: : &yl8l++ #ba T
' (333.26381) X Y '
2434.96 ! : #h2 : :
! (432.07472) '
1826.22 ' #p3
X T (662.35329)
#b5
1217.48- M
(374.31(&%}5.259 1 (588.2842) . (861.2969)
608.74 1 (175.14488) 75N v (71p.42681)  #b[7]-NH3
v y[S]-Nle #06]-NH3 v (676.55535)
v v y
0.00 —Llh ol L ".I ||.|. ] T Bty & Wl ul || i 11 L Lo | i | [ v > miz
105.00 189.17 273.34 357.51 441.68 525.85 610.02 694.19 778.36 862.53
~Info
Modified Sequence AcD3-NK<AcD3K*>VK<AcD3K*>GAAGR-COOH lon score 74.23
Protein P78527 Confidence level 99.00%
Precursor m/z 518.31674 Identity Threshold 45.74
Charge 2+ Mass error 6.57E-4




—L4976_0664_Caspase3_24-28-2_distiller2.3_947_1723 1 2.mgf

(510.31721)(592628B26) (710.52668) (801.14741)

Int y4 #y[10]466 y6 b[7]-H20
V' N v v v - v
: . (656.08525) . I
: \ Ri6s6BER8Y | :
: ' Prec-H20 2+ ! ! (1061.5178)
" T i 1 b9
1662.21 Lo ! v
R : (857.49045)
1477.52 ! ' y7 :
1292.834 ; : !
1108.141 | | (1148.4699)
: b10
923.457 (584.14542) (819.09919) (985';37 985) :
(268.17381) (39635 9 AIBAl43430 v ! |
738.767 y2 M (557/35H2 NS l (706.26816) ' ' '
v ' #y[9]+HO2B.#788T) .b( X ' !
554.07 . ! (493.38122) 7 .| |y5 - : .
071 - - 53628)| | | ;
X (47(51. [&Eg ! ) ' .
b _'¢ gmﬂﬁz . |p92.38943) (933.38413)
- ++H ! _ .
369.38- R Lyisiodia, v |
(344.23) Lo : PI6] +aP 8d054308)  (pooo0927 (1130.5497)
J 9.20454) 7i-H40 YIBI-NHI3 (1043.3792) = s
184.69 SN v b[g]_szoa 519]3 DO
0.00 L III! I,I,I_lllj |I|I || 11 || || I lul || | Il ] ||I || | . | # m/Z
100.64 219.86 339.09 458.31 577.54 696.77 815.99 935.22 1054.44 1173.67
~Info
Modified Sequence AcD3-VAQQFSLNQSR<C13>-COOH lon score 65.48
Protein 060216 Confidence level 99.00%
Precursor m/z 664.8574 Identity Threshold 49.00
Charge 2+ Mass error -0.001672




—L4976_0664_Caspase3_24-28-2_distiller2.3_950_1726_1 2.mgf

(585.46321) (933.46986)
Int y5 b9
A T T
576.48 :
512.42- (846.37765) 1
(672.54671) b8
448.37 1 (67281671) '
#b[13]++ !
384.32+ : :
320.261 ! :
256.211 (733.34592)
b7
(684.32071]
192.164
&yl H2¢-)( 85.36392) | (915.19447)
! y7 b[9]-H20
128.111 ' v 7| (1012.2115)
(417.313089.23712) ' ' ( f87y.) (1343.5027)
(2885968855 b5 , ' ;
i . 05> (568.47794) b[10]-Hg0 b13
64.05 blElys ngobisﬁg) e ‘ Ly (1228 0881) 1
0.00 = ‘.""""Lll' o |i.,|.||.]...||| |..|.||,|,||...' .|||||I“|l.| lll“ I ] | =|||I| 1l 1| |||I| |‘|| |II|| [ | ] II || L > miz
99.03 238.05 377.08 516.11 655.14 794.16 933.19 1072.22 1211.25 1350.27
~Info
Modified Sequence AcD3-STGVVAK<AcD3K*>LSPANQR-COOH lon score 48.13
Protein Q13263 Confidence level 99.00%
Precursor m/z 759.43162 Identity Threshold 47.76
Charge 2+ Mass error 6.81E-4




—L4976_0664_Caspase3_24-28-2_distiller2.3_334_961 1 2.mgf
(437.29158)
Int #y5 (804.23894)
. A (610.39683) b7
' #y6 (733.4091) v
: v b6 :
770.32- : : :
(238.12056) (605.29611) : ;
684.731 #y2 b4 : ;
599.14 : i
' (309.22927) (432.19306) (512.6447) :
513.551 : 1333.22035) by  Rerle4an: !
: b2 M Prec-H20 2+ :
427.96- | .
342.36- o (441:.82043) E
! &y|8]++ 1
= (709.5520p)
256.771 ; w7
: ! (787.508]71)
171.181 (181.18039) (380.19638) (662.21977) b[7]:NH3
] 1 X ({3@@:@@ 2) X b[6]-NH3 ! (84@@6%03)
85.59 ! ‘ #y[5]-NH3 | v ‘ bi8l:N
0.00 . I|I||||.I.||I||||| |Il. lll ﬂll ni. : i ||| I.I' | I||| | : |||| - > m/z
70.60 165.03 259.46 353.89 448.32 542.74 637.17 731.60 826.03 920.45
~Info
Modified Sequence AcD3-NK<AcD3K*>VK<AcD3K*>GAAGR<C13>-COOH lon score 55.29
Protein P78527 Confidence level 99.00%
Precursor m/z 521.3265 Identity Threshold 43.74
Charge 2+ Mass error 3.6E-5




—L4976_0664_Caspase3_24-28-2_distiller2.3_75_650_1 2.mgf

Int
-
59.331
52.741
46.151
39.551 (478.32501)
v4
32.961 ' (898.45325)
' y{040.20186)
i , (550.88407.67844 ?g #08
26.37 L YIRS ) :
(391.23836) #5590 794) (811.49021) ! X
19.78- 3 ty[10] 2 ¥ o
(304.24723) (433 - zf§ 203 '%%%L recffio0 2+ ?853#117036)
13.18 yv(2346 22039)' #b4 %[5]‘@%?8 h%c(?s[gfm 2) (835.34705) (985.51403)
- T g Bl oot
i oA - I [ hai7 (1197 5599)
6.59 (2y8[2? H i #piey T YILO}NH3
0.00 A | IO O |||||| L , iz
89.29 212.78 336.26 459.74 583.22 706.71 830.19 953.67 1077.15 1200.63
~Info
Modified Sequence AcD3-ANDSSC<Cmm*>K<AcD3K*>SSER-COOH lon score 49.88
Protein Q9Y2HO0 Confidence level 99.00%
Precursor m/z 665.7937 Identity Threshold 43.71
Charge 2+ Mass error -8.98E-4




—L4975 0664 _Caspase3_24-28-1_distiller2.3_579_1274 1 2.mgf

(472.24885) (1387.4414)
Int y4 #b[12]-H20
V'S T T
2644.29- :
2350.48
2056.67 1
1762.86 (1302.6606)
yll
1469.05 | (1405.5056)
: th12
1175.24- : :
881.431 :
(1106.4706}205.3387)
587.62 (585.338@2-40631) (1091.@97%12%]‘-@3?17 02 .5 188)
3@ (672.)!@631%7_]8_%6 g%g) #29; v (12842886)
293.811 ( )(575.22306) #b6 ( t;; ' ' y[11)H20
(3047313389) Py v #b ' v (14B1.0591) 1545 5458) (1684.5815)
#b[B1-NH3 v | | | y12 y13 #b[15]-H20
0.00- h _|,|] 11 '.I | ..I.| L III M T P | || . |I| 1l T — # m/z
159.42 325.80 492.19 658.57 824.95 991.33 1157.71 1324.09 1490.47 1656.85
~Info
Modified Sequence AcD3-SAQDQPVK<AcD3K*>M<Mox*>NSLPAER-COOH lon score 77.07
Protein P30419 Confidence level 99.00%
Precursor m/z 038.97079 Identity Threshold 48.81
Charge 2+ Mass error 3.16E-4




—L4974 0664 _Caspase3_pre24-28-2_distiller2.3 534 1253 1 3.mgf

(H592.368B125227)
Int Ho[1ABFHLHAP6
4 M
5592.511 | .
4971.12- |
(764.51514)
HB 5155120
4349.73- #b[15]++-NH3
3728.34
3106.95- :
(701.27999)
(549.66925) y7
2485.567 #b[10]++-H4d M
(272.16518) M :
1864.17 y2 : :
(5$§r?§5 12) (773]21809)
: (343.17203)  (447.83245) (58 %%9_2751 ) #b[lv] (829.49228)
1242.787 ' (343)137203) Sl 70%5’[10] 1 'nglﬁ% 98.64854),  #y[16]++
4@4 T h e ) BRI ++- N Bl a) | (848.391 5.43491)38481)
- e 2 M7 oAy S PR 556 (1Q99:%168b
021.39 (175.25668) ‘ wlg ! o 'u" ﬁ;ﬁf?]l ?%(ibw]f@% 9063,2[) #3[101#5@3 K
1 v v v M 4
0.00 yv ||||_ Ia ||| lll ol I“ I.I.I |.I|I ! 11l || 'll |T L '|I | # m/Z
81.15 194.08 307.00 419.93 532.85 645.77 758.70 871.62 984.54 1097.47
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR-COOH lon score 87.21
Protein P60709, P63261, Q6S8J3, ASA3EQD Confidence level 99.00%
Precursor m/z 606.26681 Identity Threshold 42.96
Charge 3+ Mass error -1.0E-4
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(494.27804)
Int y4 (607.41628)
V'S M yS
34808.40 - I
30940.80 1 .
(345.05244) '
&3iBl-o62ap X
27073.20 - 430523
#b3
(353.71804)
23205.60 i (410.72277)
&8+ precH20 2+
19338.00 1 o ' (658.22419)
. ! #b6
15470.40 (280.20851) : ! e 10563 !
(2&0[52<]>851) (379.26385) | ( #05 ) :
11602.804 (181.09324) Z y3 M :
yl (214 : ' ;
M (#b[2- g%}f%) ; : (460.1065) :
7735.201 ! M ' #b4
- 706.46101
3867.60 (640.00207) ( V6 )
#b[6]-H2Q v
0.00 . . —_— — . . . — > m/z
128.56 191.60 254.64 317.69 380.73 443.78 506.82 569.87 632.91 695.95
~Info
Modified Sequence AcD3-SVLDVVR<C13>-COOH lon score 58.45
Protein Q13885, Q9BVAL, P68371, Q13509, P07437 Confidence level 99.00%
Precursor m/z 419.762 Identity Threshold 45.46
Charge 2+ Mass error -4.3E-5
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(829.72404)

Int #y[16]++
A T
(701.26794) X
y7 !
3340.26- !
! (1545.4282)
(630.26775) #b15
2969.12 - yv6 : v
2597.98- ! :
: (1116.2924) I
2226.84 X #b10
: (976.4152) v gf[i;]“ﬁgg
y10 1 v
1855.70- - : (1187.1371) )
. \(117081%) :
(895.p7409) : :#b[ll]-N H3 1
1484.56 ' T !
(343.22227) (757_41{%8} ' (1099.3p72) 1 1 '
(272.20%4& 227) 14§30 #b[10]-NH3 ! |
1113.42+ - #b[4] ‘I#y[l(%l;i M !
X v (458.2573) ' ' [
' : va 1 (82441 :
742.28 - : . v (57337974) " #b[7 (1309.6813)
: ' y5 00.94 12 (1474.3046
: M ( [15] £556) 1149.681y1 944 3 48)y' #014
By D . 1 v
371.14 (Ap0BERE) 612 20 56({}3]?5‘ 6358 @5 M yit #b12 | (1439.2723)
[SJ#B3  \6]-Hp fWPle] + v | y[13]-NHF
000 I| 1 | ' I b Ll I.| 1 ..l. nd |I I|| | |I|| " l - | || I T 1 # m/Z
141.26 294.44 447.62 600.81 753.99 907.17 1060.35 1213.53 1366.72 1519.90
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR-COOH lon score 80.83
Protein P60709, P63261, Q6S8J3, ASA3ED Confidence level 99.00%
Precursor m/z 908.89686 Identity Threshold 42.99
Charge 2+ Mass error 4.66E-4




Int

-_

3362.04+

2988.484

2614.92+

2241.36+

1867.80+

1494.244

1120.68+

747.12 A

373.561
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(Gmaamlél%ysﬁi?

#b[gg H20 #b[4

] ,#b[?]:ﬂf ,

(472.28019)

&b}gl]++

(585.421867-46200) 1 5575 Q)
(575.380718V 2 204§ 78@0%38 )

()557 3’% #06
A N

%

v
T

(1387.4639)
#b[12]-H20

(1405.5515)

n
(1302.6661) P12

(1205.278)
(1106.462(12%@78)

y
(1091.726)
#b9

v

#b10(1292.4776)

T (126808345

fim = i) ‘
M|

y1l1

R

(1702.5516)
#b15

0.00 L
128.11 299.86

471.62 643.38 815.14

1158.65

1330.41 1502.17 1673.93

> m/z

~Info

Modified Sequence
Protein

Precursor m/z

Charge

AcD3-SAQDQPVK<AcD3K*>M<Mox*>NSLPAER-COOH

P30419
938.971

2+

lon score
Confidence level
Identity Threshold

Mass error

71.83
99.00%
48.84

7.36E-4
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(488.31673) (601.38868)
Int y4 y5
V'S T T
3620.43 :
3218.167 ;
2815.89+
(345.11494)
#b3 407.659
2413.621 @s7218) o0
&y[6]++ -
2011.35-
' ! (658.2133)
1609.081 i : #96
1206.811 (214.0262) .
#0l2pOR08T2, gy 373.26078) (556.98319)
804.54- (175.20813) ¥ 4,5 & y3 (459.98687) #b5
yl vy ! #b4 M
1 - ! 700.29737
402.27 (541.2344)583.35478) ( V6 )
i #b[5]-H2¢ YI5I:H20 v
0.00 M- . I l le ully ; L.l — . . M | 1 . . | # m/z
102.95 168.11 233.28 298.44 363.61 428.77 493.94 559.11 624.27 689.44
~Info
Modified Sequence AcD3-SVLDVVR-COOH lon score 61.74
Protein Q13885, Q9BVA1, P68371, Q13509, P07437 Confidence level 99.00%
Precursor m/z 416.75204 Identity Threshold 47.58
Charge 2+ Mass error 1.79E-4
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(585.4((638)33115)
Int [N
- , \
3865.951 .
! (764.46891)
3436.401 : #esla6s9ZP
' #b[15]++-NH3
3006.85+ X
2577.30- :
(549.6809) '
#b[10]++-HPO :
2147.751 M '
i : (773|29735)
1718.20 : o5+
(448.05194) (707.37393) |7
1288.65+ tyiglosig  (5F9.2p208) y7 :
(278. 21648) OO (seglsashe (728.91501)
859.101 1056 44143) (#b[ i (832.38824§11:48827)
' e 2/ 394 36877)
i SR BDY N RBER08895) (1116.214)
429.55- [L4]+[7]- [8]-HROI9(O8BM233) (1098429
v | ygo #b[lOi—HZO
0.00 ..|.|| |I:l| || I.I .II . . # m/Z
95.94 226.61 879.94 1010.60 1141.27 1271.93
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR<C13>-COOH lon score 57.99
Protein P60709, P63261, Q6S8J3, ASA3ED Confidence level 99.00%
Precursor m/z 608.27339 Identity Threshold 44.19
Charge 3+ Mass error -5.01E-4
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(832.41706)
Int #y[16]++
A v
: (1545.4257)
! b15
1731.51- I
(707.23523) (1527.5;599)
1539.12- (636.14681)y7 b[15]-H20
y6 X (1116.3188) M
' b10 o
| X ! 10(1187.4141) o
1346.73 : : ) b11 N
: ! (1170.3133) ;
1154.34 X ' | b[11]-NH3 '
>4-3 ' ; (823.38891) (982.58116) ' [ ]T'\! :
: | #626]38892D y10 A -
1 (349.23932) ! I v . -
961.95 V3 Hi26]3$99H3 ' Lo
v b[7]-H20 . (t([)fé’]-_iﬂg) =
769.56 - : (464.27173) ’ . I :
- ¥4 : ! !
577.174 (278.24029) I X (760.2414)85. 1.38334) '
y2 : #y[14]++ || Y8
i ; ! : (1341.6601)
384.78 } (343.286010, 47 54p50) (603.54252 (4155.7432) b[13]-H20
b[4]-#120 oo, 7o §LR3A 05& #y[15]H+ y1] v
(344.3p31 {491 réggggmﬁ.;n %@_@ 9.392) = V| | (12441498.1119)
192.394 b[4]{NH3 € SHIRE T |l V71 HRO ' bi2pu-Hx9)
u | | | l | y121H
0.00 el 4 b, Ll i || ] L ] > miz
132.88 286.98 441.07 595.17 749.26 903.36 1057.46 1211.55 1365.65 1519.74
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR<C13>-COOH lon score 54.86
Protein P60709, P63261, Q6S8J3, ASA3ED Confidence level 99.00%
Precursor m/z 911.90679 Identity Threshold 44.25
Charge 2+ Mass error 1.85E-4
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(1387.4599)

Int b[12]-H20
V'S T
(478.3491) .
y4 I
5013.361
4456.32- (472.32714)
&b[8;++
3899.28- o
: (1445.5307)
3342.24- b12
2785.20- '
2228.16- (1308.693) |
y1ll
1671.12- '
(875.62886) '
#y[15]++ (1112.567(]:!-)2%5132425;-?\'7:;) 1702.793
1114.08- v ou yl11}- (1702.793)
(551594248355) (718.0PURAI62500) ! (ooLaeea) . b15
g 9 3 b '.6%.9 8) - . ! (1573.6031) X
557.04 - (310.26634) (447.09 9105@;[ . DR 1 1274.5093) b4
: (315,28033) b4 b[5]-F20 e ' e e HPO (1074.6006) (121 -gﬁm}- 20 1% (1685.4316)
b[3]"NH3 v v ll M | v b[g]-NF 10 | b[15]-NH3
0.00 . |II|'|. ol o | Jﬂ. 1 I I. I.I|L|| NI .h |i . I 1 Ill T L 1 I . | . . 1 # m/Z
132.61 303.90 475.20 646.49 817.78 1160.37 1331.66 1502.95 1674.24
~Info
Modified Sequence AcD3-SAQDQPVK<AcD3K*>M<Mox*>NSLPAER<C13>-COOH lon score 63.36
Protein P30419 Confidence level 99.00%
Precursor m/z 941.98093 Identity Threshold 48.86
Charge 2+ Mass error 4.54E-4
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(894.27447)
Int A58
(832.29959) !
#y[16]++ :
16711.20 :
14854.40 - .
(707.23846) ' (1545.4851)
7 ' '
12997.60- yj : #015
(636.31705) :
11140.807 )? : (1116.2878) :
: : #010Q1187.3303) (1528.4814)
9284.00 1 ' ; : #b11l #b[15]- |.\IH3
! (982.43783) (199 38) ' '
7427.204 ; (823.29181) Y0 #b[10)-Nt1670.3186) I
#yf26]291520 : ; FDIL1]-NH3 :
5570.40 #b[7]-H20 : ! % .
760.50466) | ' ' .
.13674) #y[14]834,1 1 '
3713.60 - (278. y2295 3 (464.33488) v m%sb& 33745) (1098(4p78) (1456.6031)
: X (s7oa7eas)| (208 e e o (1315 8085)  #b[14]H20
! (343.2 337) . (me 5066894 "[3]23] #y[15TF+-T (969.18936) (1155.6p @2’4& 5@8@@9) '
1856.80 1 #b[4]14H20 JEPeEIE2) Visl-Hpol 1Y ! # y” [121&%%73) BEANIZ0 '
sl AT AT |
0.00 — |.| 2 Ly 4 .| L |..|| || I — Il i II.” | } I I 1 | |I I I| # m/Z
144.90 297.69 450.48 603.27 756.07 908.86 1061.65 1214.44 1367.23 1520.02
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR<C13>-COOH lon score 61.03
Protein P60709, P63261, Q6S8J3, ASA3ED Confidence level 99.00%
Precursor m/z 911.9069 Identity Threshold 44.24
Charge 2+ Mass error 4.05E-4
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(910.49209) (1283.6821)
Int y8 y11
T ; (1304.498)
(931.21641) b12
b9 oy (1453.7425)
" X 33
80.651 :: :
! (1023.5365)
71.681 ! y9 ! 1
62.72" ' :
53.76 (853.48168) ' (1617.8678)
(668.53163) v : b16
44.801 y> : X
(597.41959) ' (1018J2926) !
| @48.1(?32) (818.b3§4:13) b‘.vo (1173.3169) .
35.84 X bvﬁ: v o ( b[119628D2) | (1361.6173) X (1746.800)
o . 1028.1613 y10 b13 '
26.88- WoBaN et &yLS+ :yT 3 bl7
' yT b v ' 'y :(1435.8957)(15665033) :
17.92 | (890645 : 266 gy o or ~ :
.92 ! i 3.4723) : :
; 55(0; (81 H2She1 NHB y[11]j‘§,¢§%1 l%ﬁﬁm)(lsa.g.aose (1902.4946)
(%%%%% 80(8240136110)43.42/838H 44775 | |(1000.6{04) X v | vz y[14]-NIH3 (1734.6974) b[18]-NH3
96- z i ] . (1174.9193) | v v
O 00 - I il I. Il. L ||Illn|I |I| I.l | Ill.lllll || 1 I| Ml . || 1 I” II Ill 1141 1 . Ll | | . | | I . I . | # m/Z
156.63 347.09 537.55 728.00 918.46 1108.92 1299.38 1489.84 1680.29 1870.75
~Info
Modified Sequence AcD3-NSSQDALGLSK<AcD3K*>LGGQAEK<AcD3K*>NR<C13>-COOH lon score 94.22
Protein Q13136 Confidence level 99.00%
Precursor m/z 1107.5922 Identity Threshold 48.64
Charge 2+ Mass error 5.06E-4
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(585.24(B3F).26878)

Int 6
' #B[ﬂ]# ka%l
1903.77- .
E (764.41353)
1692.241 (594 32704' #@[65]41352}3
#b[L1]++ #b[lS]i+-NH3
1480.71- ! !
1269.184 !
1057.651 1 !
(549.95797)
#540)e5791
846.12 #b[10]++-NH (707.25312)
(278.09291) M y7
2 1 1
634.59 1 yl (5586171 : (7;;5[ 11531313)
' (447. 97013)) #b[10]+4 69)93 12) ' -
423.06 1 X ' (832. 376]_(‘_8 912. 4@?-87)
(349_297%&} 171628.63164)[812%086k g 962,28951)
211.53 4 (181.2806) ( §?$(hﬂ_73 '4 4SNP rg09) %ag## +gjli’:_ b[8]-H [?hggg%lé]_l) (1098.5315)
: (181y2806) v 4b[7]+ +N #h[o]++ H3}+-N 3l'lv] LAY 6t v 10 #b[10]- sz%ﬂ@?‘l@ize)
#b[4]++ l 11 v T | Hv6 A | |yv li#l&hﬂ3
0.00 i I. T .I.IJlII I |I 11 |.I| II||I. 2 | | II I Ly # m/Z
80.67 201.40 322.14 442.88 563.61 684.35 805.09 925.83 1046.56 1167.30
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR<C13>-COOH lon score 65.21
Protein P60709, P63261, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 608.27356 Identity Threshold 44.24
Charge 3+ Mass error 9.0E-6
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((EEAEBW)2Y 526)
Int
" #B[%ﬁﬂﬂﬂﬂ:@
2100.78 Lo
1867.36
1633.94
1400.52 (764.20614)
#b[15]++-H20
1167.101 (549.94951) M
#H49]949851)D (773:52111)
#b[lO]i+-NH B #bI_JJ.S]
y2
700.26 ;
1 (343.14566) (5673
466,54 (@aB-14568) (447, 88487) 0
(3433131566042’&? . 38181)
| (28 351@4%11)2 ‘, Pe i ofedR A %@% 6 (1098.3457)
233.42 (175.05622) @ @-'5-196)y[v]+#b[7]++ I—VL[ #-H20 O & [@19 #b[l(ﬁ H20 (1187.5433)
yl #b|3]-NH3 ¢ y10 #b11
0.00 v ' 1 |T - |.. i n depil |. hll. hI-.IIII AL 5 ] . L 1 ¥ | II . | | L M # m/Z
72.70 194.32 315.94 437.56 559.18 680.80 802.42 924.03 1045.65 1167.27
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR-COOH lon score 92.04
Protein P60709, P63261, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 606.26684 Identity Threshold 42.97

Charge 3+ Mass error -1.0E-5
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(829.4397)
Int #y[16]++
A T
(701.29145) :
y7 :
(630.26699) :
473.421 6 |
420.821 ! !
: . (1545.3909)
. ! #b15
368.21- : : (1527.4066)
: ' #b[15]-1120
315.611 ! (1116.3171) !
(976.42175) #010 :
263.011 y10 : =
(894.83081) . !
#b[8[-H20 ! ' (1187.4153) .
210.41+ " : (1099. 366) #b11
27028 5343 31572) (820.3631) | ! #b[10]-NH3 :
157.81- ( v2 (34%)31572) (757.61BAIEN3Y) ! X
v #DALH20 4eq 3325511%%)7 || ; ' (1309.6075)
. . 3.31029)
v v R (zfﬂ}égﬁgz) 1L49.6374E)]2%4 5 :1 50.2224) (1474.3348
1 48.86503 N - y11 (]
52.60- o (e SR | o : ;b[lzf%% 13 029
o i 1 T
OOO L u i 1 L || 1 ||| I I | # m/Z
144.98 297.75 450.52 603.30 756.07 908.84 1061.61 1214.38 1367.16 1519.93
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR-COOH lon score 76.28
Protein P60709, P63261, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 908.89694 Identity Threshold 43.00

Charge 2+ Mass error 6.26E-4
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(9083DG5358) (1277.6177)
Int y8#h9 yl1 (1447.8191)
4 MM (1304.5544) y13
Lo #h12 M
68.92 ' (1017.5726) E \
' (1017%726) ! :
61.27 #D[19]++ ! :
53.61- (662.44976) (847.37536 ! ! '
s 7 :
45.95 : ; : (1173.1655) (1617.6746)
' (818.1855) ' #b16
(591.41179) | #b8 | ' (V-1 M
38.29+ v4 ' (761.14799) (1025.2983) (M_ 9) X (1746.7871)
(462.36839) M - #b7 v #YLLIL++ #b[lli/ 0 : (174818871)
30.63 (462¥%839) : : : : ! E #017
ot (648.03811) : ¥ £1390.754) :
| . Y e . : "1 (1286.304 ; I
22.97 ; M srhab) 1| #bp-tzo Y12 '
15,321 (444.04p72) AgF72 66578 (];?123%'_292%1151?)-15508)
HyUBlHo4 g0 (1260.6[78f) (1409.7T5$) -
iEl, Biep+- N3 y[L1]-) #b[11]-HeD | (1632.1369)
766' #b[4] ‘ 35
000 m I.I|I. ||”||| !““ | ||| II | | | . | ] ] | . # m/Z
179.62 350.59 521.55 692.51 863.48 1034.44 1205.40 1376.37 1547.33 1718.29
~Info
Modified Sequence AcD3-NSSQDALGLSK<AcD3K*>LGGQAEK<AcD3K*>NR-COOH lon score 109.15
Protein Q13136 Confidence level 99.00%
Precursor m/z 1104.5822 Identity Threshold 48.86
Charge 2+ Mass error 6.48E-4
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(701.29261)

Int y7
A T
' (829.60183)
51.15- &y[18]++
(630.40011)
45.47 1 y6 !
' ' (1116.3934)
39.79- \ \ #b10
34.10- : :
: (976.4836) !
J y10 ! (1527.4966)
28.42 . . #bi8k51373)
: #b15
22 73 ! (1099.404) VY
I #b[10]-NH3 O
(848.62101) ' M .
17.054 (272. 2651% ? 18625) (458.17779) ((823'9 2) ! (1456.1844) | !
y2 (343¥3625) 4 &y[16]7+-NHB (951 52441) X (145¢18844)
2 bla-H2O v I N ' (1309.7166)  #b
11.37- : v , (650.35777 R ) (Xé&z 1087)# [14]-H20
» ! - (:‘QE E%@s ;53;(3&2@)%8525% 57) . 1 L4;)i51683) HD[13]-NH3 |
5.681 solalnmz G mager I A e ‘
1ainN| .I.||||||!|| | T PO T | > iz
137.92 292.87 447.82 602.76 757.71 912.65 1067.60 1222.55 1377.49 1532.44
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR-COOH lon score 62.71
Protein P60709, P63261, Q6S8J3, ASA3EQD Confidence level 99.00%
Precursor m/z 008.89746 Identity Threshold 43.04
Charge 2+ Mass error 0.001666
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(893.25626)
Int y[9]-H20
-
91.01+
80.901
70.791 (707.29158) (832.55751)
y? #y[lv6]++
60.67 M !
(636.34988) | :
y6 : 1
50.561 v . ! (1116.2061)
: : : (982.60401) #b'lo(ns? 1045)
40.451 : y10 L 4pll (1527.4562)
. (854.5691B) . ' v #b[15]-H20
30.341 (841.3%%28 ! (1099.36Bb70.3126) M
(278.1434) Hb? i #b[10]-f#ABIL-NH3 :
y2 760.34588) [ M - '
- v (349.34837 i X '
20.22 : ( y3 ) (464.32208) KL | - ' (1315.6371)  (1456.6973)
' v y4 ! yl2 #b[14]-H20
. ((IR9/B31608) = v
10.111 oo, g 95) l ‘ b[] (1227.309)
[GHBD | v #T[lZv]-NHS |
||||I ||||“ | i |||||||||l||=|l |.I|||| '.I'I' || T || i > miz
140.97 294.82 448.67 602.52 756.37 910.22 1064.07 1217.93 1371.78 1525.63
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR<C13>-COOH lon score 49.7
Protein P60709, P63261, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 911.90576 Identity Threshold 44.13
Charge 2+ Mass error -0.001875




—L4969 0664 _Caspase3_20-24-8 distiller2.3_385_1069 1 2.mgf
(894.37091)
Int RGNS
: (1545.4248)
' #b15
163.941 (707.33289) :
y7 1
145.731 ! !
127.51 : (832.40971) (1116.2153) :
(636.32394) &y[16]++ #010 ;
y6 1 ! T
109.301 M X : '
' ' ! (982.5%532) X g&i;ﬁjg?
1 1 yl ! v
91.081 : : M | (1187.5189) ;
; ' : (1098.3337r/a2b) :
72.86- (278.10241) ! : #o[10)-HigfpL1]- NH3 ;
%2 (349.25950) : : ¥ '
54.65- B ; : (1456.4052)
: : (464.3093) 760.44168) #b[14]-H20
- &y[14]++ RS0 1547A2 '
36.43 , ey dE2) (1244 56655709 :
92) | M #h12 3952)
| <1298!
18.22 o | yl12f! @%2
0.00 .| ul | | Lol |||I||||ull| [ | ] ||| N
131.94 286.44 440.95 595.45 749.95 904.45 1058.96 1213.46 1367.96 1522.47
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR<C13>-COOH lon score 46.01
Protein P60709, P63261, Q6S8J3, ASA3ED Confidence level 99.00%
Precursor m/z 911.90679 Identity Threshold 44.25
Charge 2+ Mass error 1.85E-4




~L4969_0664_Caspase3_20-24-8_distiller2.3_1356_2379 1 _2.mgf

(763.23582)
ln,t; &p[13R%-NeE
(716#‘;/3;08?) (1089.1995)
v (1060758330 (1427.5178)
Vo #y8 b12
236.81 Lo :
(650.15611) : (1042.6I22:i) E
210.50 b6 #yle}H2a :
184.18- e :
157 871 I ' ! (1254.2435) '
' (569.36764) 1 : bil
#ya : (978.43591)" :
131.56- (396.28097) - b9 '
#y3 : . I
105.251 : : :
. ; . (11d 7%?9%.4783)
; (845.54716 ! P10 4o
- 1 #y6 1 v
7894 (464.21525) % 46%8 R (1155'55% 36.50061341 é;égﬁzdg)
b4 ' (9pB.3882 #y[9]-H 1%) - : -
- 392.9459) ¥ 1 5 59 v m-_‘mﬁy[ll]-HZO T (1541.4244)
52.62 Rk (5@3_ 9 (22[2 ;-2532 ik | (1206ddee) T b33
(282.18116) |Y ' 1) YO L2Ys|| (7 ' By[10pRRO | ' (1624.5136)
- H#y2 U%ﬁ%z.zcu) v X ME (1524.112§ )
26.31 y 5 2o l ‘ ‘ e 120%[14]' 20
000 ]ll. o LWL o e al|||_|‘_‘_.|_.||‘ || Lllllhll Il“ |I III” Ll |!I L | ll 1 ||I . I I| I # m/Z
143.64 307.41 471.19 634.96 798.73 962.50 1126.28 1290.05 1453.82 1617.59
~Info
Modified Sequence AcD3-FSLADAINTEFK<AcD3K*>NTR<C13>-COOH lon score 86.12
Protein P08670 Confidence level 99.00%
Precursor m/z 011.98138 Identity Threshold 49.13
Charge 2+ Mass error 6.98E-4




—L4969 0664_Caspase3_20-24-8 distiller2.3_391 1077_1_ 3.mgf
(585.23(6:36)31719)
Int #b[11]++-H296
A T T
(594:24626)
#b[L1]++ |
592.32+ M
526.50- Lo
460.69+ :
(549.85327 )
394.88+ #440185397
#D10]#+-NHiB (764.24825)
329.061 #b[15]++-H20
| (707.34612) |
263.25 ! (773,12315)
(278.21203) ! #b[L5]++
197.441 y2 : :
! i dil 0ogks) 354345 74621  (832:43449)
131.63- - ittt | ihioodpamesniys 1 N oa 52020
(G3A: D D DL AR+ +-N 3 , Qé@@%ﬁmm
(181.2918) RS jl i 13783200 a0 g8 8l H@tb[ 5 (163;2;?@%?
65.811 (181y2918) : sENHE | etk PorPEoe LA+ R ﬁ' 2 88) #b[10 (1187.2644)
#b[4]++ - | | | | v #b11
0.00 T . | sy i 2 | | N |I — # m/Z
79.52 200.37 321.21 442.05 562.90 683.74 804.59 925.43 1046.28 1167.12
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR<C13>-COOH lon score 75.95
Protein P60709, P63261, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 608.27342 Identity Threshold 44.20
Charge 3+ Mass error -4.11E-4




~L4969_0664_Caspase3_20-24-8_distiller2.3_1355_2378_1_2.mgf

(763.12625) (1036.4766)
ln,t; &b[131PT-NH3 X042 66)
1 -y8
(650.0 ; L
T $
166.52- M ¥
! : o (1427.5698)
148,02 L (1089.1661) .
! : 45[10]-H20 !
129.51+ L = :
(563.30087) ! : ! 1950.3658) '
. 4 ! ! : .
111.01 VT : b1l |
i - . 839.48812 : ! |
92.51 (390 yls? °63) ' ( y6  (940(87805)574) !
T : i 7 #99 (1149.5807) :
74.011 - ' - - ' -
; ; o &6
1 | 1 1 1 'yv9
55.51 ' (545.35p95) | (922.56%35), 1 ;{12(&)34?}/7
(464.1868539]35688D W[7-HPO e (1353.6916)
#b48[1Qk7g WbiFa1) - , : b
_ v 960.33p56 ' (1335.7994) (1541.4477)
37.00 : s (8)/2[(15]-?3 ol G 9]_H20) - yl111:H20 #013
(276.25265), CF: : M M (1220.574) 1 1(1410.7B43) .
18.50- y2 378 ‘ - ! y[10]-H2p 1 |#b[12)-NH3 !
2 yiziNFs ||| JJ. | | v v |
000 1 |I|i|J.l ‘“_F‘“‘Ijl.lll I | ||I | I| il II| L1 Ll | | . # m/Z
129.64 283.66 437.67 591.69 745.70 899.72 1053.73 1207.75 1361.76 1515.78
~Info
Modified Sequence AcD3-FSLADAINTEFK<AcD3K*>NTR-COOH lon score 88.45
Protein P08670 Confidence level 99.00%
Precursor m/z 008.97148 Identity Threshold 49.15
Charge 2+ Mass error 0.00104




—L4969 0664 _Caspase3_20-24-8 distiller2.3_392_ 1078 1 3.mgf

Protein

Charge

Precursor m/z

P60709, P63261, Q6S8J3, ASA3EQD
606.26666

3+

({BOLEEIEBD179)
Int #b[ A HAB
A M
645.281 oo
573.581
501.89-
(764.22328)
#b[15]++-H20
430.191 (549.55204 M
#D[10]++-H2( (701.30214)
358.491 N
(272.22068) X !
y2 . : '
286.79 T (526 7667 ! '
X #b[L0]++4 :
! M v (773.26913)
215.091 ! ' i =l
' 73.35
(343.22951) (728.5880 )' (829.39889)
143.40- ] #y[16]++
(343y3951) : HBBE(agp. 06T64) (905, 4-@,@@, 2513)
#e[ﬂ.—mé SEENR] daa 03)
i IRIOR(Y Pe 1
71.70 (175.10202) #W]H AYHRP #b[10]*
y1 |
OOO " I .| | I | J,|,|| III # m/Z
79.06 194.31 309.56 770.55 885.79 1001.04 1116.29
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR-COOH lon score 87.19

Confidence level 99.00%
Identity Threshold 42.89

Mass error -5.5E-4




—L4969 0664 _Caspase3_20-24-8 distiller2.3_388_1074 1 2.mgf

(829.49654)
Int &y[16]++
A T
(701.34721) !
y7 1
(630.25341) v '
y6 : :
746.961 ! . :
663.96- L
- L (15,5
580.97 : : (976.37702) #gﬁﬁ‘@) :
1 le 1 T
497.97 1 ' (1116.2511) !
. #b10 o
414.987 E (1098.355§}18;367) E !
(894.59495) 1 #O[10]-4120 e '
331.981 45278 #b[8]:H20 : :(1170.3b86)
.)237842 757.30412) I ¢ [#lII}HS3
248.991 (272.16& ? ) avi14]++ ' : v (1456.2897)
h]-H20 y[14] | -
y2 I (458.36358) v ! !
v X 1 (8384844815 X (145¢12897)
165.99- ! : (45886358) (573.33876) : #0[7) 5 YT 44EB9
. yA y2 17 [le51.37461) 149,50 (1309.6408) 14
83.00 depgizdossamito | | £ $3 %MMWMZLS%@“% 42)
.00 - 79 B02)¢ ref{H20 2+ ¥ |é@bl22193@) #b[13]-H2 "ot
(f,[zgﬁl -2:2387) ;Fg]f?@ }[Glﬂfél-NH?» | | |H | #b[12]-NH3 | v y[lS]vF[Z]D
000 ||v M II| |l ||.a..I|| ‘I“l I.II 1 | || |||| ||” Il . | |I|| . ] I II # m/Z
125.05 280.00 434.96 589.91 744.87 899.83 1054.78 1209.74 1364.69 1519.65
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR-COOH lon score 86.12
Protein P60709, P63261, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 908.89656 Identity Threshold 42.94
Charge 2+ Mass error -1.34E-4




~L4968_0664_Caspase3_20-24-7_distiller2.3_1686_2733_1_3.mgf

Int
V' N
5815.261
5169.12-
(715.83302)
452298' #y[12]++
3876.84 E
3230.701 X (816.10672)
' #y[14]++
2584.56- (680%0
H#y[L1]+H .
1938.42- ! !
. (671 G334 358)
1292.28 (393.03689k4. 162?%%0.8868)7.469 THA 9 P 9920
(358 %&@ o #igl +%g %ﬁ%ﬁ?ﬂé} 'y114]++ -NH3
646.14 (193.12194§289- &‘%@%ﬁ) vy 6 ; ) (845, 54473) (9?8 3%%7955211% 930073782601 254.446)
LR R TN PO o PV e
0.00 L d s el e 14 ! II. . ] '.T M i v > miz
73.93 202.72 331.50 460.28 589.07 717.85 846.63 975.42 1104.20 1232.98
~Info
Modified Sequence AcD3-FSLADAINTEFK<AcD3K*>NTR<C13>-COOH lon score 75.48
Protein P08670 Confidence level 99.00%
Precursor m/z 608.32323 Identity Threshold 49.11
Charge 3+ Mass error 3.52E-4




~L4968_0664_Caspase3_20-24-7_distiller2.3_1200_2076_1_2.mgf

(661.35426) (1352.6143)
Int y6 b1l
4 T T
1332.547 E (1239.4046)
: b10 (1423.6116)
1184.48- ; ; bl2
(911.25859) : :
1036.42- &{d16]258590 X X
(774.37571Rb[16]++-NHS3 ' .
(590.34492) y7 ' '
888.36 V5 . ! ! !
740.30 (462.26527) | E : (1622.9204)
y4 : - : bl4
592.24- : ; | !
444.18 X (1291.6343 (155;)11.;138) '
yil v (1723.615)
. 987.§0146 ! b15
2912 (39142b420953) (°72:325h0 O as. 2928), : 19838518 v
131) YERSALS (1) 5549 77.7133 (1583.8578) !
(3509. 175%%%4 bo - (1272 35561335. ?4 y13 (1838.7275)
148.06 1 (290. 3063)03 (573.23861) %) u[m] 3116402 €587 M b16
v y[5] ? 1:H26 -
0.00 | L |I.J| .h.lli i | l ll 1 I . | || . I I | . | # m/Z
135.46 321.27 507.09 692.90 878.71 1064.52 1250.33 1436.14 1621.95 1807.76
~Info
Modified Sequence AcD3-TVLAYENK<AcD3K*>GK<AcD3K*>|AQATDR-COOH lon score 89.01
Protein Q8NB806 Confidence level 99.00%
Precursor m/z 1007.0522 Identity Threshold 48.19
Charge 2+ Mass error 0.001011




~L4968_0664_Caspase3_20-24-7_distiller2.3_1682_2724 1 _2.mgf

(763.17366)

ln,t; &p[130%-Neo
1197.90 (650.09538) (1427.5043)
b6 b12
1064.80 ! !
; (978. 3é6>c 5%2931)1) :
931.701 1 (716.48323) T (10’89 3123)
.Y ' b[i0].H20 (125;1.3433) ,
1 v ! 1 v 11 1
798.601 v Lo o 7 \
665.50 + | (845.51818 A :
(569.4382) ! y6 Lo !
y4 1 1 1
532.40- - ' '
(396.25522) : !
y3 1 1
399.301 M :  (946.49381)
' y7 (1173.723) (1541.377)
: (960747[L59) ) (1409.5[L67) b13
266.201 (303,164 24911) , 1?_[59;;';)4 PO (1y1[g]5 %&3 7662) b{12]-H20 .
(282 266@;75 1P897) @ (579.2782) (827.58p15 -H o (1214 25 341. 6387) . 1
133.10- (280 %51 T FHED3) 3(5b3[§]1: 321) ylerHpo 1~ 1p YLH20 (1624.6713)
g | Ll |
0.00 fl. [TRT] _L“_ﬂlul. L II. |||,|j__|,l_|l| ||I ||| ! | III' 1 I| .I||| I | | | 1 | . | # m/Z
128.68 291.88 455.08 618.28 781.48 944.68 1107.87 1271.07 1434.27 1597.47
~Info
Modified Sequence AcD3-FSLADAINTEFK<AcD3K*>NTR<C13>-COOH lon score 64.52
Protein P08670 Confidence level 99.00%
Precursor m/z 011.98148 Identity Threshold 49.11
Charge 2+ Mass error 8.98E-4




—L4968_0664_Caspase3_20-24-7_distiller2.3_541 1246 1 2.mgf

(832.56897)11573)

Int &y[16
IR yl WW@
| (1545.4214)
1268.19- ' #b15
%07 .3684) ' v
(636.39966 ' X
1127.28- o7 !
: : (11;;5'1%(3;71)87 2643) (1527.5733)
- ' ' : b[15]-ki20
986.37 | | v i # [157] .
845.46 ! ; : ¥
982.45317 ! I I
704.55- (823.2p21) | y10 ) (1000.4026) ;
(349.2454) &yBEBl2pHI0 v #b[10]-KH89.2832) '
y3 #b[7]-H20 X Y pb[11]-420
563.64 ' M : ' v
1 : (464.34979) I : :
V2 v . b4 #b[14]-H20
Y (343.26111) ' &y[14]+841119413) (14]
281.824 ! #b (579.38854 v 40y 1
1 #b[4]-H20 ' 5 X o7 952.28486 2443 '
' 7 ) ' ' ASRY:RAES) 1155.61 5 (915.6088) '
(344.45909) sdm, ' b 112 YeiBaal) y12
140.91 1 #b[4]INH3 A7 ‘) Yo 1#pli2) ]-H2298. 861)
HPO | | y[12]
0.00 L I.I. 11l _|,|I L Ll | || L I.||| || | | |I # m/z
127.27 281.98 436.69 591.39 746.10 900.81 1055.51 1210.22 1364.93 1519.64
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR<C13>-COOH lon score 55.39
Protein P60709, P63261, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 011.90643 Identity Threshold 44.20
Charge 2+ Mass error -5.35E-4




—L4968_0664_Caspase3_20-24-7_distiller2.3_857_1637_1 2.mgf

(619.39397)

Int y5
A T
(396.78583) X
(38/[63583) |
7684.381 450878542
&b[6]++-NH3
6830.561 !
5976.74- : (709.32404)
(276.22003) X #b5
2 ( ) : v
- v 366.2346) | X
5122.92 : P . (810.37181)
: M : #b6
4269.101 : ! : :
3415.28 | (375: 16008 (483.74574) (548';? 279) !
V3 Prec-H20 2+ M (610.39596) |
2561.46- (175.15669) M : : #04 (792.55097)
&pm;ilsmg;a E (437#})53319) ! ! ! (792¥85047)
1707.64- v M : #olo[H20
853.82 (192.98217)
#b1
0.00 II.I L Lk . L Jll Lt ' i be o o i 1. i ] | i > miz
111.64 187.86 264.09 340.31 416.54 492.76 568.99 645.22 721.44 797.67
~Info
Modified Sequence AcD3-FK<AcD3K*>AK<AcD3K*>VTR-COOH lon score 45.15
Protein Q9v4L1l Confidence level 99.00%
Precursor m/z 492.81274 Identity Threshold 43.72
Charge 2+ Mass error -4.76E-4




—L4968_0664_Caspase3_20-24-7_distiller2.3_535_ 1239 1 2.mgf

(630.242B1).28852) (829.35375) (1545.3807)
Int y6 y7 #y[16]++ #b15
4 M M M
234.431 : : :
' ' (1527.3813)
208.38 L #b[15]-#420
(894.37181) .
] #b[8]-H2(976.47168)  (1116.2225) X
182.34 X y10 #b10 :
156.29- : . . :
' ' (1098.375) !
: : #b[10]-H{2E59.31108)
130.244 (343.18783) ' : Y #b[11]-4120
(34393783) ' ; T
104.19- #b[4]-H20 : :
: (755['13;?_‘:_(@48.48312 ) : :
(272.19421) | (458.25917) - y8 '
78.147 y2 y4 (801.0277) (1474.2671
! ! (720.02615YIL51H+ i899.é§§?1 3052) (1309.6239) fibla
! ! ‘ M k -NH3 1[149.6%55 y12
H20 2%% ;799) Vil 1 (1244.6622)7 !
M R : 012 (1341.448411438.2334)
\ #t{[ls]-Hon[B];Hz
I||I ||'|"||'.'||| || 11N I.l || L : | |I > m/z
126.09 280.92 435.75 590.58 745.42 900.25 1055.08 1209.91 1364.74 1519.58
~Info
Modified Sequence AcD3-NGSGM<Mox*>C<Cmm*>K<AcD3K*>AGFAGDDAPR-COOH lon score 75.62
Protein P60709, P63261, Q6S8J3, ASA3EO Confidence level 99.00%
Precursor m/z 008.89647 Identity Threshold 42.90
Charge 2+ Mass error -3.14E-4




~L4968_0664_Caspase3_20-24-7_distiller2.3_1198 2072_1_2.mgf

(1352.5372)

Int b1l
T (667.27951) ;
#y6 1
1334.52- :
X (1239.4001)
1186.244 ; b10
' X (1423.6318)
: ' b12
1037.96 ' ' v
889.68 - ! I
(780.42598) ! '
#y71 1 :
741.401 (468.28485) 25526, M :
68 ?;#yS :
593.12 ubdeea8sy T : (991.50429)
: ' b[8]:H20 (1622.9435)
' ' b14
444,841 ! ! v
I 1551.6673),
296.56 - 1297.7838) ( bl3 )-
' 813) (1066.39551.183.5918) 1%%5 ) (1723.6214)
20.25477 (9539R10%Z292)h9 #y10 11 -N 3 (1589 15
148.28 - b6 #YBOLNH3 ¥ (bzlzoz].jzggﬂ T (1533. Wﬁ§>30-85527 (1820.6885)
v - b[13]- #yl4 | b[16]-H20
0.00- .I|..I| |.I. Al Il III|“|| .I ! b || 1 - 11 | | . ] I 1 | . | I # m/Z
132.17 318.30 504.43 690.56 876.69 1062.82 1248.94 1435.07 1621.20 1807.33
~Info
Modified Sequence AcD3-TVLAYENK<AcD3K*>GK<AcD3K*>|AQATDR<C13>-COOH lon score 73.06
Protein Q8N806 Confidence level 99.00%
Precursor m/z 1010.0623 Identity Threshold 47.58
Charge 2+ Mass error 0.00107




~L4968_0664_Caspase3_20-24-7_distiller2.3_1681_2722_1_2.mgf

Int
-
2284.92
2031.04 A
1777.16- (763.21433)
&{63]21488)3
1523.28 bl7
1269.401 X
(650.15247) X Jore 18'55)
| b6710.37341) 1 ;;‘% (1427.5946)
1015.52 SR JiBL+ i
po 1089.287) M
roLo41 (563.50657) : | :bElO]vHZO (1253 Y :
: ! 1 ! 11 1
390.30322 '
507 76- (390.59°29 (seamesy) (830, 41063,94@72&@;503) A 35) ,
' (579.02075) Aéfg M ' b (164t2).14;1978)
rof404.06629)
253,88 (3rE023h), b (821. %il 34) 1
yENEs yil-HEOS [ B HPO [11] 252] PO (s2a0200)
000 | . " Ill -l .I TR 1 | || Il I | " II L I 1 |I 71 . | # m/Z
139.55 303.51 467.47 631.43 795.38 959.34 1123.30 1287.26 1451.21 1615.17
~Info
Modified Sequence AcD3-FSLADAINTEFK<AcD3K*>NTR-COOH lon score 77.08
Protein P08670 Confidence level 99.00%
Precursor m/z 909.48047 Identity Threshold 49.07
Charge 2+ Mass error 1.01902




~L4967_0664_Caspase3_20-24-6_distiller2.3_1596_2607_1_3.mgf

(1115.2167)
Int b[17]++
V'S v

1547.37+

1375.44+

1203.51 1

(1171.6209)

Modifie...  AcD3-SAATTEK<ACD3K*>AK<AcD3K*>K<AcD3K*>IK<AcD3K*>NLK<A
| Q9BRPS
Pr... 839.8739

| 3+

(1028.5222) | L&+
1031.581 b[16]++ 1
v 1
859.651 (634.48324) ! X
#ya (942.08102) ! X
M (807.5145) b[15]++ '
687.72- X #y5 . (1309.5905)
' M #b11
(461.3816) ! ! v
515.791 #y3 ' (741.86911) fa3s) '
) 1
' (604.61533) (73[71%]5“2"585 71002 7858)
343.861 ' y[8]+ [1"0]++ -NH3 (1709.971)
' (288.27571) ' (598. _b093y7 v 07.948) (1482.676) #bl14 (1882.7304)
171.93- 275 1;52%76-2 2 4§-7° HPkYsdar (ToTpIRBonE v .
b o4 Yo 4lnbq  #bl |40 | ‘ |
0.00 3 Ll i Il . ".'I ] —L i ] i > miz
79.19 275.94 472.69 669.44 866.19 1062.94 1259.69 1456.44 1653.19 1849.94
~Info

cD3K*>K<AcD3K*>K<AcD3K*>LR-COOH lon score
Confidence level

Identity Threshold

Mass error




—L4967_0664_Caspase3_20-24-6_distiller2.3_828 1569 1 2.mgf

(329.22772)

Int y3
A v (835.38658)
: b[7]-H20
I (981.36033)
1499.85+ (457.21498) : %8
y4 : !
1333.20- : X :
1166.55- : : !
: (864.56229) :
999.901 ! (593.18636) y7 '
' b5 b
833.25-
666.60 - ' .
(446.27p09) : (85p.28179)
" b7 (963.;;607)
v v 963y8607
499.957 I (717.48023) : ( b[8]-HAO :
( ) ' (604.54046¥9038)  y6 ' v
. 3417.12975 ' Y G M '
333.30 b3 45680 31017] |
. (!,562-11@3) (84631183 5.2701
166.65 1 (232.16348) ‘ tIT];HZO yI7l- (107%.58@@)%'10 :
sl Ll ] I X
0.00 PR L “. MENERERT |..|I| | aid bolorgl || !I I ”l | ".I || L1 || || | ] i ] i A > miz
96.66 209.96 323.27 436.57 549.87 663.17 776.48 889.78 1003.08 1116.39
~Info
Modified Sequence AcD3-GAK<AcD3K*>VFSK<AcD3K*>QPGR-COOH lon score 47.91
Protein P61011 Confidence level 99.00%
Precursor m/z 655.38224 Identity Threshold 46.98
Charge 2+ Mass error -1.03E-4




~L4967_0664_ Caspase3_20-24-6_distiller2.3_1167_2021_1 2.mgf
(965.48066) (1206.3885)
Int y8 b[11]-H20
VS v v
353.431 :
314.164
274.891 (689.33854)
y6
- (1440.65)
235.621 : (1309.9338) Y13
X y[11]-NH3 X
196.35- ! ! '
v (802.54212) ' '
' Y (2daatsy) | N
157.08 (806.40079) b1l : v '15081%%%62;2;.647)
63.40563 ' -
117.811 gg@hﬁsm;g | (1326.6742) .
: S (1128.4841) | ! y11 : :
(62153;974) M (1043.33p9) Y2 ' v . (1715'165075)
78.54+ - 403677) 7493117d) b[10-HZO ! X -
e ' (TB1.28893)189) : ' \
. G9123576)36435) Y2 6]- . 1781.8577)
39.27 e 4 Y 161 ks \ ‘ (foro012) [l s
0.00- AR 'l'.l ||.l..| ” .Ili |||II ||| '.'l""'| [N T | ] ] | > miz
186.33 373.37 560.41 747.45 934.49 1121.53 1308.57 1495.61 1682.65 1869.68
~Info
Modified Sequence AcD3-GDK<AcD3K*>GK<AcD3K*>QGGPTYYIDTNALR-COOH lon score 87.61
Protein 096019 Confidence level 99.00%
Precursor m/z 1095.0638 Identity Threshold 49.06
Charge 2+ Mass error 0.001995




~L4967_0664_Caspase3_20-24-6_distiller2.3_1701_2758_1_3.mgf

Int
-
3362.04 -
2988.48 (715.82452)
y[12]++

2614.92- '

2241.36

1867.801 X

1494.241 (815.85505)

(680.33076) yl14]++
y[11]++ 1
1120.68- M :
(7('?6 " 4%% (807.12309)
747.121 464.111 ' )
ST58EDa o 5%)0 7244)7 ] 6705 gg;“;g[ A1 NH3
@5*;91' SN é&[@]b“ : 353729{3)1]++ HAg e !
373.56 1 (192.942 3.33057 OB " A5.27990bom 57406)  (946.50107) 8874
#b1 #b[%?%% l51+[ || s+ [ vislpHERERTersy Fb[?lﬁ% y} oo, . % )
0.00 | i | 'l L deowtl ol 1l Iv P I 1 | M i M o > miz
85.09 214.51 343.93 473.35 602.77 732.19 861.61 1249.87

~Info
Modified Sequence AcD3-FSLADAINTEFK<AcD3K*>NTR<C13>-COOH lon score 51.1
Protein P08670 Confidence level 99.00%
Precursor m/z 608.32307 Identity Threshold 49.11
Charge 3+ Mass error -1.28E-4




~L4967_0664_Caspase3_20-24-6_distiller2.3_1695 2750 _1_2.mgf

(763.29248)
Int &p[13f¥%-Neo (1042.5448) (1427.4612)
+ (650.09198) y[8]-H20 b12
b6 : M M
' ! (1060.4999) !
: ! 'y8 !
2168.10- ! (1089.2323) :
: b[i0]-H20 :
1927.20- 1 (716.53693) Cuo :
' y5 . X
1686.30 v L !
1445.40- :
X (978.44352)
1204.50 (1254.4179)
(396'2:?528) (569.45572) b9 b1l
y3 va (05 4847_3946.48085) v
963.60- ! : v oo | ks !
: ; v ' *y[9]-H20 '
| ' ' ' ! '(1173.6175) ,
722.70 ' ; + (998.51351 P Y9
(464.11709) . )l[l@ﬁ'b?%154) Lo i
481.80- tzl (579[31369) b[d]-HRO :(1236.2 533) (1359.6223)
(393.5?184) X 5 (827.FaBPALY 42') M Olérd44%) yil
(282.31558)72 ) (561{1p588) y[6]-H2Ohg ' y10 : (1523.55261624.4197)
b2
0.00 .TI. A 1 | 1. II ! ulg | I b |:| I||.|. || . | || 1 I | 11 | . I | . | # m/Z
128.22 291.44 454.66 617.88 781.11 944.33 1107.55 1270.77 1433.99 1597.22
~Info
Modified Sequence AcD3-FSLADAINTEFK<AcD3K*>NTR<C13>-COOH lon score 87.58
Protein P08670 Confidence level 99.00%
Precursor m/z 011.98139 Identity Threshold 49.13
Charge 2+ Mass error 7.18E-4




~L4967_0664_Caspase3_20-24-6_distiller2.3_1215 2086_1_2.mgf

(667.38131) (1352.60%83 5066)
Int y6 #b11 #012
4 T .
1043.46- : !
. (1239.3905) ;
#b10 '
927.52- M |
811.581 !
(780.49147) !
695.64 y7 !
(596.33692) . ;
(468.14755)  yg ! (992.54916) 16227338
579.701 fpe8auTssy 7 : (949]54206) ( #b14 !
y4 : ' #b[8]-NH3 v
463.76- \ ; I :
347 82+ : ; 1297.7251) |
(430.28718) yll (1723.7012)
#bd (579.44788) . #b15
231.881 (397.26597) - M
y3 i24) (10625‘;59‘fh183-7401) (1334.6D63) .
(359. 283@?‘3' 3 -NH3 %gz 5 llv]- H20 (1p89.92/71) !
115.94 #b[10]-NH ¥131660.934)
T i
Il X T Y O I T A > iz
142.03 327.10 512.16 697.23 882.30 1067.37 1252.43 1437.50 1622.57 1807.64
~Info
Modified Sequence AcD3-TVLAYENK<AcD3K*>GK<AcD3K*>|AQATDR<C13>-COOH lon score 56.05
Protein Q8NB806 Confidence level 99.00%
Precursor m/z 1010.0613 Identity Threshold 47.67
Charge 2+ Mass error -9.3E-4




~L4967_0664_Caspase3_20-24-6_distiller2.3_1693_2748 1 _2.mgf
(763.24331)
Int i
" &b[lspvl7+ NH3
(650.0 ' 1054.5368
b§755-31§7923 (1836_ y804) ) (1427.4196)
1609.74+ ! v y[g]_vH?o b&2
1430.88- L X :
' : §1089.2327) X
L b10]-H20 !
1252.02- : ! T '
v o : (1254.3332) :
1073.161 ' o b11 !
(563.27295) : '
| (390.29239) (978.35573 ' '
894.30 V3 y4 bo . ;
M ! (839.44825 v :
715.441 : : ye ! '
: ! ' (P40.44939)
1 1 1 y7 110 Zlgaggg‘g%%@
536.58 | (902.6339) biffo1-¥20 (1642.631)
<Y G T b14
7]-H2O ' 1. (1236.5p82)  (1409.6637) =
457 72- (464-bl5049) 960.22011) by Ho1 6E3586HE2)H20  (1541.4329)
' > (899 B4l Hpo o T yiudo b3 :
(76,1995 LGOWATS) | (578 7659 821.406687 1320 £ 12207135) 1 || (1523 5p84}624:4659)
. : : -HpO [ ! 10]-Hi20 ! i
178.86 280Bs04spl31) EO S o 1ho 7t1[%_2£gé§]v | . yl ]J‘ ‘ ‘ b[13]-
2 v -
0.00 lf.'l. anl Bl II il . “ ||II II a b III.”” 1 I | Ll . | II| I||I| . | . 1 | . | # m/Z
119.60 285.75 451.90 618.05 784.20 950.35 1116.49 1282.64 1448.79 1614.94
~Info
Modified Sequence AcD3-FSLADAINTEFK<AcD3K*>NTR-COOH lon score 106.38
Protein P08670 Confidence level 99.00%
Precursor m/z 908.97078 Identity Threshold 49.18
Charge 2+ Mass error -3.6E-4




~L4967_0664_Caspase3_20-24-6_distiller2.3_1747_2847_1_2.mgf

(763.14754) (1(BEb4 745 1)
Int &b[13P%-NH3 y[8l:-HB0
4 (710.47145) 11080.2651)
ys ) M0l
(650.14533), PIOLH20
b6 b
342.54+ ! E . E (1427.3994)
Do o bl2
304.481 o e
L (1254.2193)
266.42- o : b1l '
228.361 E E
i (563.46572) :
190.30 y4 (839.57224940.50168) :
(390.29832) - y6 ¥978.3258)
152.241 y3 : ! T b9
: : : ! (1167.6028) (1541.3447)
1 | d04.32824) - 110 :
114.18 : (545 36p64) ° o %gg%’?%) (1335.5506) b13
(464.063EEH ; VIL HPO yl11}-H20 M
76.12- g | L 12387 w (1409.6p84) |
3) ];1201]%% ! blz]{ 20 (1624.7149)
38.06 v - (162y1#149)
| b[14]-H20
i gl | || I M A
0.00 T T T 14 m/z
139.59 1122.73 1286.59 1450.45 1614.30
~Info
Modified Sequence AcD3-FSLADAINTEFK<AcD3K*>NTR-COOH lon score 93.84
Protein P08670 Confidence level 99.00%
Precursor m/z 908.9713 Identity Threshold 49.15
Charge 2+ Mass error 6.8E-4




Int

—L4967_0664_Caspase3_20-24-6_distiller2.3_413 1051 1 2.mgf

(483.92293)

' Pr@@:ﬁltﬁ@ 2%
2007.72A
1784.641
1561.561
1338.481
1115.401
892.32 (418.25584)
3 (618.31296)
669.24 1 . y5
' (549.01941) M
' , #biB1186364) !
- (468.227 '
446.16 ) o %6.5[)7.;;?688: #05 ' (689.35723)
57) : T . (664,406 (776.52319)
223.08- (175.19872 g . #0{B32132P46) (758.735(09.92346)
yézogﬁi%s) ’ J | & #BT YITFHZO * #07
0.00 i I.I....T j,.u_,_u]'l | wlibd | [EETEE ||' L. ! |.| L i > miz
55.85 156.50 257.15 357.79 458.44 559.09 659.73 760.38 861.03 961.67
~Info
Modified Sequence AcD3-YSATVDQR-COOH lon score 48.2
Protein 000232 Confidence level 99.00%
Precursor m/z 492.74477 Identity Threshold 47.91
Charge 2+ Mass error -1.55E-4




~L4966_0664_Caspase3_20-24-5_distiller2.3_1294 2218 1 _2.mgf

(726.43508)
Int y6
A v
: (1755.5527)
: b15
' (928.24666) M
! b[8]-H20 :
2127.51- - !
E (1204.355) I
1891.12- : b10 :
(855. 465%94‘56 -27082) I
1654.73- v/ (984 51437) : ;
: o y8 '
1418.34- !
1181.95- I Lo
945.56 1
(1075.3935)
bo
709.17 1 M
' (1186.3089)
(1 h{10]-H20 (1737.7p87)
472.787 (516. 36066) Aiggspea) (1298.6471) b[15]-H20
(401.37932) (53358871 2° 90T 0e cratermsay | T ! - dgg%ggég@ 5%?%;-}6) :
236.391 (288.34185) Y2 b p 58] ‘ ‘ I '
y2 v |
0.00 T Pl ] N |. |l|||l Lk .I|I|'L|.|lllll |” |I 1 II. . II|| . || |I . # m/Z
141.62 317.69 493.75 669.82 845.88 1021.95 1198.01 1374.08 1550.14 1726.21
~Info
Modified Sequence  AcD3-QQQTTNTVEEPLDLIR-COOH lon score 86.48
Protein P62310 Confidence level 99.00%
Precursor m/z 965.50197 Identity Threshold 49.02

Charge 2+ Mass error 0.001137




~L4966_0664_Caspase3_20-24-5_distiller2.3_1023_1840_1_2.mgf

Int
-
3728.34
3314.08- (590.09898)
% (703)33691)
' 6
2899.82+ X 3v
2485.567 ! : (951.49885)
; ' (838.55463) y7
- ' X y6 M
2071.30 (597J47457)  (705.40469) M '
& Rreslibisser : ;
1657.04- (450, 0699) | Pre(a<j¢‘2)/6;921+24) : :
E4]7»7 14161) : Y '
1242.78- ' Vo (1119.3853)
1 ! : o]¢)
828.50- (4'32.;39397) ' ;
. 3 1
(309. 26265%)7 058) ; (831'5. 861) (933.56p4) (1064.5629) (124;1%521)
414.261 )('b (3600476) (epla7hes) | © 82'3"\7] E 237) (685(344p2 (822'535 (5)3) WO ossee) (1222.6639)
¥ b3 y[ }-N 3 y[ ]'v b[6 _vH Y[ ]'v 4 y[8]-H o y10
0.00 1l |J.| | ] —l ] |II .|,|j|| ||.|II|||I I w [N I .II 1 I . IZI 1 1 |I # m/Z
163.46 281.71 399.97 518.22 636.47 754.73 872.98 991.24 1109.49 1227.74
~Info
Modified Sequence AcD3-C<Cmm*>GTILLQDK<AcD3K*>QR<C13>-COOH lon score 48.37
Protein 060232 Confidence level 99.00%
Precursor m/z 714.39816 Identity Threshold 48.25
Charge 2+ Mass error 1.21E-4




~L4966_0664_Caspase3_20-24-5_distiller2.3_1306_2232_1_3.mgf

(726.49043) (878.80002)  (984.4879)
Int 6 8
1408.771 . .
1252.241 I
(464.78461)
1095.71- {aBA 784620
#b[8}++-NH3 (iifé]z-sHZ%l)
939.18- (36372533 !
yl6]++ : (870.23674) !
782.65 : G2
| (473,61122) 3
e e YR s
626.12 1 . 92pESEA3 v,
' (49 &@msﬂm[m]ﬁ NP3 0
VIBJ+y4 M 61 : (1204.3588)
469.59 1 L (538.14479) o 5%%3 %8{2 D) #b10
'o#b[O]++ ' T PBh|| (©4p-Losed) -
i - (700.26816)  “PU/L #b8 :
313.06 ( 229) yI12]++ (822.02884) M (1075.3605) ;ﬁf&e’f’fg)
(257.58?{5 b ‘ 1.52!7%%96946;# [ 4] 066.5393 (1057 ﬁg&% v
156.53 1 AbBi2(39Z23509) ¢c " B122) y[gl:-H40 89) !
#b[4]++-NHi2 FRF 0T34+ | r
0.00A .||]| I,.||,| Lol L1 “IllIL [ ] | ] “. ||I L1 | . || J L > miz
127.65 249.65 371.65 493.64 615.64 737.63 859.63 981.63 1103.62 1225.62
~Info
Modified Sequence AcD3-QQQTTNTVEEPLDLIR-COOH lon score 56.87
Protein P62310 Confidence level 99.00%
Precursor m/z 644.00337 Identity Threshold 49.00
Charge 3+ Mass error 3.1E-5
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(687.77685)

Int Prec-H20 2+
A T
832.59+
(600.7236)
&y[10]++
740.087 v
647.57 1 :
555.06-
462.551 (61[7.1948)
#b[p]-H20
370.044 X (1200.5709)
' ' §1125 2341) y10
: (1107.3887) T
277.537 (557.2%21712,)3;4978) (758.40686) ?H%%%) |
(268.24029) &y[o}++ [ 6 yvg :
y2 v ' 7%2.25573)
185.021 T ' : (7p4.05066) "
' (367.30767) . #pl6i-H20 |(887.61692) T !
[ (359.495)  (496.3486) | (§95|25444 T 25
92.51+ (262.1 641)#b[3]1=|20 (488.16843) b ; 3) #oIOA é’é )
#b[2]-H20 #b[4]TA20 vg| i #b8
0.00 L ||.| i ol || III il . L u ||| i - > m/z
80.25 221.71 363.17 504.63 646.09 787.56 929.02 1070.48 1211.94 1353.40
~Info
Modified Sequence AcD3-M<Mox*>SPEEFDEVSR<C13>-COOH lon score 44.96
Protein P42224 Confidence level 99.00%
Precursor m/z 696.81012 Identity Threshold 44.45

Charge 2+ Mass error 7.23E-4




—L4966_0664_Caspase3_20-24-5 distiller2.3_753_1510 1 2.mgf
I (684.80319)
nt 1
. PF@E—E}@@ 2%
679.34
(597.75037)
603.86 &HI175082)
#y[10]++
528.37 '
452.89 : (1107.3664)
: (1107%664)
377.414 ' #b[g];HZO(1194.4847)
L (119%18847)
301.93- (1125.216pj10]-H20
1#b9 X
i 605[17249) 752.4417 B :
226.45 (262.26975) (554-58296)5 ( V6 ) ; -
150.96 Gooyaors) q@gg?m;" . (881.51145) '
- _ ++ |1 .
' PHIELTE (3on.20874) T (61f;33217) (7(67%4%%2)02) v/ (141025386Y)
L (38 ¥ren) (902908 FOIILHZ #b[g]-H20 T y#b8 (1176.3199)
75.48 #b[3]-H20 #b[4- o ! v~V y[10]-HRO
0.00- [ Liow il | ||| ol .l' . L > miz
84.31 219.86 355.40 490.94 626.49 762.03 897.57 1033.12 1168.66 1304.20
~Info
Modified Sequence AcD3-M<Mox*>SPEEFDEVSR-COOH lon score 54.75
Protein P42224 Confidence level 99.00%
Precursor m/z 693.79997 Identity Threshold 42.73
Charge 2+ Mass error 5.64E-4




~L4966_0664 Caspase3_20-24-5_distiller2.3_1445 2422 1 _3.mgf
| (1553.6713)
nAtL #HA38Bt6713)
b12
2988.811 (737.47015) :
y5 !
2656.721 : :
2324.63- (979.39337) !
: (905. ﬁég 3;;;) (12:2.05]658)
E ! # ++
1992.54 : #b[ 14]#b[15]++ N3 (1225.4029)
#0[19]++,
. ' (1471.5851)
1660.45- ! ; 120{1824.5607)
: | (1087.3267 207 386, y10 yil
' ' #H108T32620 7. ! :
1328.36 ! nodPEANENH3 1) (13".55@4@9)2723)
(777.5638@)63008) (10 0! &a‘%ﬁ '
(590.48935)  #b[a2pr20968) b 9.8 G %@mo 2488 ﬁfi o Ih497 5321
996.27 ya 6100080 AL St | liade ,2 < AarsoatD
(600.25917) 133.1550) i‘ W? )+-Ni3
1L _ 34 Bokl (1654.8568)
664.18 e MM b13
N 7 (1745.8881
332.09- ' (1644.9412» /884
‘ 1P y[13]-H20
000 I| | : ! | I 1 I | 1 I # m/Z
152.70 345.30 537.91 730.52 923.12 1115.73 1308.33 1500.94 1693.54 1886.15
~Info
AcD3-GAAK<AcD3K*>SLDK<AcD3K*>QK<AcD3K*>K<AcD3K*>K<AcD3K*>TK<AcD3K*>M<Mox*>TDEEIM<Mox*>EK<AcD3K*>LR-COOH lon scc
Q13177 Confide
1100.2738 Identity
3+ Mass el




~L4966_0664_Caspase3_20-24-5_distiller2.3_1295 2219 1 _2.mgf

(732.42112) (928.33223) (1204.3109) (1755.6876)
Int y6 b[8]-H20 b10 b15
4 M M M M
1419.66- : I
1261.92-
(861.57501)
1104.18- y7
! 990.59828)5.3568)
' 8
946.44- : ~ 5
788.70- : . :
(728.43435) X X !
b[6]3120 (851.83315) : :
630.96 1 (84 & 54 (1186.4894)
M b[10]-H20
(873 12383) M (1642.5829)
. 1 q 1 .
473.22 srez3920 (f@ﬁg é%(ﬂgd'om b14
é614 .24104) &y[1H]++-NIHJ v :1097) M
(522.38 +H20 . Y, (1414.4582) '
315.481 (531331 ! Ak (1286.5662)) 409§361) :
(407.34076) 154 ' ' 1 YA 85 V12
3 '
157.741 < (83 t};’ 989) (172.pps) Y1l T (@511.7512)
g ‘ yl10]-20 b[13]-H20
0.00 a..I||| 1 il |..||I || A II ] || Illl . 1l | L1 | ||| 1 . 1 # m/Z
130.78 316.35 501.91 687.48 873.05 1058.61 1244.18 1429.74 1615.31 1800.87
~Info
Modified Sequence AcD3-QQQTTNTVEEPLDLIR<C13>-COOH lon score 57.09
Protein P62310 Confidence level 99.00%
Precursor m/z 968.51201 Identity Threshold 48.98
Charge 2+ Mass error 0.001076
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(590.14612)

Int #b5
A T
9390.15+
(702.53067)
8346.801
(591.35393) Rree 8552y (945.53471)
Wa Pree:6R2067y y7
7303.45- L, YIS1-NH3 v
| : (832.5133)
6260.10 : V6 !
5216.751 (476.3573) : : :
(459.13052) ' '
4173.40- (4HB]aeT82) :
#b[4]-H20 '
M (1119.3398)
3130.051 (477.22381) #h9
'  #p4 M
T ‘ ! 1247.4562
2086.70- (303.2111) A PP (814.44469) E:Z;]Z;Hg : PR
2 ++ A [ v
yv(346.0412) 574.42 ,ﬁ; (3%‘[3;?1‘;‘53) #b[8]-HRO (1058.770) :
i #1{B54-09646) 3PRERF)  (685@AR2149 ; (927.63267) : )
1043.35 L 42149) v ] (1041.5817) (1%%1?@%9
#b3 + i -H1 :
2 y[[4 TO|  #olelhpgs yi7l f © VIE-NFi3 Y10 FEO
0.00 - | 2 II I il s Lk | T ll !I al &l ‘.l II |I P I T Ly N F . | 2 II 1 III 1 # m/Z
101.92 226.88 351.85 476.82 601.79 726.76 851.72 976.69 1101.66 1226.63
~Info
Modified Sequence AcD3-C<Cmm*>GTILLQDK<AcD3K*>QR-COOH lon score 78.02
Protein 060232 Confidence level 99.00%
Precursor m/z 711.38805 Identity Threshold 48.85

Charge 2+ Mass error 4.3E-5




~L4966_0664_ Caspase3_20-24-5_distiller2.3_1524 2526 1 3.mgf
(1020.00238918)
Int b[16bfx7]++
A T T
3777.84- I
3358.08
2038.32- (804.3211)
(80413211)
y7
2518.56 v
X 907.83%
: CBfapr (1641.5361)
2098.80+ : A b13
' . (1200.541) :
1679.04 " '
(475.2352) ; (11%%%@56) !
4 (675.28007) 3 (1339.4476) '
1259.281 %(546.32509) y6 . (1#y[191596) i1
; R el e T
839.52 1 ! 3886.4 “&%i éé o R
; ( ) X952 04R33 a5 mééﬁgimz)
g £ ' A - ORI+ 12
419.761 / X ! FEsEy T Y 1606.8904) (1944.029)
000 I-|| .|| I Ill |I M| 1 1 1 I 1 1 I # m/Z
119.24 716.44 91551 111458 1313.65 1512.71 1711.78 1910.85
~Info
Modified Sequence AcD3-TSSEITTK<AcD3K*>DLK<AcD3K*>EK<AcD3K*>K<AcD3K*>EVVEEAENGR-COOH lon score 86.64
Protein P06454 Confidence level 99.00%
Precursor m/z 082.85492 Identity Threshold 48.24
Charge 3+ Mass error 1.008401




—L4966_0664_Caspase3_20-24-5 distiller2.3_960_1758 1 2.mgf

(623.35475) (852.31702)
Int y5 #b8
A T T
1683.00- : 1 (910.45065) (1015,3249)
' (680.03652) ' y8 #b9
(460.243815) 121+ ! M i
1496.00- X M poo :
: ! ! ' '(1057.490‘1['&%421)
' ' X ' 9 =
1309.00- : ! : IR
1122.00- | ; Co
935.001 (728.74105) : :
Prec-H20 2+ !
(304.23891) M
748.00 y2 (644.47962) !
v (565.22332)#[11]++ '
! #b5 v '
- 48091319448 1160) ! ! 210
#9[53:3HA)0803.27D06) : ! (796.48475) .
. # -NH3 ] y3 '
374.00 y[5]+ 3 ! VT 605.33107) y8 '
| (442.50461) 65134207 ' 1096.4424)
187.001 (286.15p2) W[4]-H20 #b[6]-NH3 y[10]-H20 (1287.7875)
yl2lHio v | l ” yl
0.00 } ||.| III Illl | | 1 ||I 1hyoodl 1 I| L I| | 1 . [ | IT # m/Z
128.81 256.52 384.22 511.93 639.64 767.34 895.05 1022.76 1150.47 1278.17
~Info
Modified Sequence AcD3-AAK<AcD3K*>GFGGK<AcD3K*>YGVER-COOH lon score 53.79
Protein P14317 Confidence level 99.00%
Precursor m/z 737.90398 Identity Threshold 48.85
Charge 2+ Mass error 7.9E-4




—L4965 0664 _Caspase3_20-24-4 distiller2.3_442_1137 1 2.mgf
(441.37498) (659.1435) (941.50631)
Int y3 Prec-H20 2+  (767.25443) y8
4 M M b7 M
767.841 : : 5
(520'80f§1§3 3427) : :
i #y[9]+#7 ! '
(810550] 8413 :
597.21+ ! y4
(602.51499)
511.90- : HYL0]++ (1137.4694)
(395.09038) ' Lo b[10]-H20
426.58 (354)./22938)ng : 5(640)-; EI5)9(3[-)2_)996) .
v o G ' (923.41307) !
341.26+ v oo ! y[8]-H2A982.39775) ,
Lo ; | (76942067)  (sqe9593) > '
255.951 - ' | v yps :
v 1(964.22354) 115 0441
| (21895)97559) | HeIHR0 N PP
170.63 b[Z]-l_m) (I} 1 4
v (749.246p2) ( adeh ' '
L b[7]-HA 3?27:’ : b7y ' | (1040.4508) '
85.32 1(321.18728 8.28496) ¥ y ﬂgﬁ o 1023.3465)
#y[S]++ 6]-HA0 v y[9]-vNH3
0.00 ..Id.. I! |,|||| l III."" |||| Ll Ll |||| I.'l ! | ] > miz
124.80 237.79 350.78 463.76 576.75 689.74 802.72 915.71 1028.70 1141.69
~Info
Modified Sequence AcD3-SYVGDEAQSK<AcD3K*>R<C13>-COOH lon score 68.55
Protein P62736, P60709, P68032, P63261, P63267, P68133 Confidence level 99.00%
Precursor m/z 668.34153 Identity Threshold 48.89
Charge 2+ Mass error 4.63E-4




—L4965 0664 _Caspase3_20-24-4 distiller2.3_440_1135 1 2.mgf

(435.30812) (935.44363)
Int y3 y8
VS v v
: (656.51778)  (767.15064) :
: RESGNHARY b7 ;
' Prec-H20 2+ M '
869.521 :
(563.3217) ' '
y4 : X
772.907 M ! :
'99.39201) : X
676.29- ® . ,
VL0l . (1137.2779)
570,68 o ' b[10]-H20
' ' (634.46592)
483.061 (395'83? 084 617.71486)| 1 %2 ||696.17784) !
> #y[9]++ v b6 -
X M ! M (878.41258) !
451 348.22897) ! ' X ' (878¥i258) '
386.45 ( - ) ! X ' ' b[8]49L3-437/1(BB2.29092)
(3 X 7, (509.05477) ' v (763.4p712) v y[8]-H20 b9
] y. 1 1 ¢ ! v v
289.84 v (452.10%%3? yj :
: ba M ! foa 29238)
i (296.00595) , M ! ! : (1155.2216)
193.23 (2b7[8.]151‘§§7) . . P91 H30(1034.4344) b10
21:H70 X E 749.28449 ! y9 T
96.61- (331.22403) E '8.18605(/)4,@7 ) - & .
' Tb[e]-HZO yI6]-M ‘ |
0.00 | II |..L. "'.I' [ | '.|| L > m/z
107.93 222.18 336.43 450.68 564.93 679.18 793.43 1021.93 1136.18
~Info
Modified Sequence AcD3-SYVGDEAQSK<AcD3K*>R-COOH lon score 65.32
Protein P62736, P60709, P68032, P63261, P63267, P68133 Confidence level 99.00%
Precursor m/z 665.3316 Identity Threshold 48.48
Charge 2+ Mass error 7.45E-4




—L4965 0664 _Caspase3_20-24-4 distiller2.3_912 1711 1 2.mgf

(623.3679) (852.28189)
Int y5 #b8
4 v v (1171.4142)
: : #b11
(460.38661) ! (679.91347) | (910.46006) '
' 12 ' 8 (1015.3573) :
4 = v Y #b9 .
15968.70 : : ; : : (1114.6214) ,
: : X ' y10 :
14194.40 1 ; ! ! ! : :
12420.10 : : ! ! : :
10645.80 - (728.91453) :
(418.32011 RTeSNHG2Y :
&biglsp0dHp Prec-H20 2+
8871.50 644.46814) 7
i 326120 ( 4 V[ll]ﬁ) ! 1057.6354)
(304.24378)  #yid-82004p v : y9
2097 20 - 2 04 (565#%)%801) ! ! -
; (403.25p11) M : ' aoif)‘f(?“
5322.90- ! y3! I ' '
' (361.23642] , ' »
#03 X (796.44086) '
3548.601 (303.98585) ' | 2
i 605.192810.66327) '
#3058 85%) 42.19445) - 5
1774.30 #y[5]+f--NH3 H 6(5]41948ih2]+ {-H20 (892.53518) 1p96.3p2)
VBl JAH3e l #b[6]-|\1 3 ‘ y[8]-H20 | y[10]-HpO (128;i 48)
0.00 - b | |I| | . .Ill.l | | .|| 1 I|| ||| . Il | II II || —L I II 1 IT # m/Z
139.88 266.38 392.89 519.39 645.89 772.39 898.89 1025.40 1151.90 1278.40
~Info
Modified Sequence AcD3-AAK<AcD3K*>GFGGK<AcD3K*>YGVER-COOH lon score 75.52
Protein P14317 Confidence level 99.00%
Precursor m/z 737.90381 Identity Threshold 48.87
Charge 2+ Mass error 4 5E-4




~L4965_0664_Caspase3_20-24-4_distiller2.3_1542_2503_1_3.mgf

(1071.6857)

Charge 3+

Int b[17]++
A T
3764.97
3346.641 (804.35198)
(SoMBBI98)
2928.311 y7
2509.98 :
i . _ (1641.6103)
2091.65 L (Sor ) b13
! be]++ (1200.8376) X
1673.32- " b[19]++ !
" Y (1300.9236) '
. " (1135,7358)! b21]++ '
1254.99- (475.y249672) (675 y365321) " b1 é}4§2.3398) .
M M 963.56988 Ti#ya4i398) (1339.5429)
e e :(546.;»58247) : b[10]+|-NH@304 6588) (1468.6186)
@
418.331 - 3b1
000_ I.IIJ. |I Ll |I 1 # m/Z
142.87 313.47 484.07 654.67 825.27 995.87 1166.47 1337.07 1507.67 1678.27
~Info
Modified Sequence AcD3-TSSEITTK<AcD3K*>DLK<AcD3K*>EK<AcD3K*>K<AcD3K*>EVVEEAENGR-COOH lon score 59.22
Protein P06454 Confidence level 99.00%
Precursor m/z 082.51923 Identity Threshold 48.35

Mass error 0.001331




~L4965_0664_Caspase3_20-24-4_distiller2.3_1577_2547_1_3.mgf

(1071.7677)

Int b[17]++
A T
(1022.3084)
b[16]++
4579.744 M
4070.88- :
: (1235.7744)
3562.02 : b[20]++
(908.4323) v
b[14]++ X '
3053.16- v !
2544.301 ! 1136.3968) !
: Sul186:3966)329900.7316)
2035.44 - ! b[lg]-leg]H. b[2$]++
1526.58- Lo (1641.4955)
(810.34392) ' ' ' b13
#y7 339.4097) .
1017.721 " |_3b517187§(3}168 5251) :
(352. 32932()481#?/%%?53;,1%6;%}3)(82 IZ&%’ blpze+ b3 s, 6968)1943 8699
508.86 (303.23 s ) bl 3]#y{ T- .7765) b14 ( biS :
b[3] H2 | E M 11 | v
0.00 s II| |I. L.d III ..I.L Pl B | T 1 I m/Z
119.22 318.28 517.33 716.38 915.43 1114.49 1313.54 1512.59 1711.64 1910.69
~Info
Modified Seque...  AcD3-TSSEITTK<AcD3K*>DLK<AcD3K*>EK<AcD3K*>K<AcD3K*>EVVEEAENGR<C13>-COOH lon score 54.05
510 P0O6454 Confidence level 99.00¢
Precursor ... 984.52594 Identity Threshold 48.03
Ch... 3+ Mass error 0.001~

0

.




—L4965 0664 _Caspase3_20-24-4 distiller2.3_906_1704_1 2.mgf

(629.39511) (852.19893) (1015.27) (1171.3689)
Int y5 b8 b9 b11
VS v v v v
(466.40707) : ' (916.43031) ; -
3163.05- y4 ' N
: (731.97748) ' :
2811.60- : R7eq-SrEg) :
' (682.87572f120 2* : (1120.7087)
2460.15- #y[ll'Z]H : yio
2108.70- . . . (859,5489) | :
1 1 7 '
1757 25 (310-;;847) (622.18795) ! : VT !
497 '~ 7 bg 1 1 :
, (s5P3e8)") > ; (1072.3462)
! #y[10]+%H20 | . b10 (1300.3427)
1405.80 . M ' ' v b12
! (418.17434) - 4- : M
' 1y (64]7.3790%) : '
1054.35- (‘jﬁﬂg’;‘? D e (106:;.5544) ;
(361.348453 673.88950) | (802.32824) "
702.90 b3 (1?2%11.726) X ) y6 |
~ a7) id12]83950D &
(292.15472) 1+ X i 10 y[12]+1-NH3 841 441 102.5497)
351.451 yzrHdo | UL LA 3e477) y[10]-HpO
3 | | e
0.00 Ll I.h L bk '.I " T |I| Ll ] i || | |I Ll —L | I.I i > miz
124.43 252.72 381.00 509.28 637.56 765.84 894.12 1022.40 1150.68 1278.96
~Info
Modified Sequence AcD3-AAK<AcD3K*>GFGGK<AcD3K*>YGVER<C13>-COOH lon score 63.04
Protein P14317 Confidence level 99.00%
Precursor m/z 740.91381 Identity Threshold 48.30
Charge 2+ Mass error 3.09E-4




—L4965 0664 Caspase3_20-24-4 distiller2.3_115 723 1 2.mgf

(628.53228)
Int #y[12]++
A T
908.82+
807.84 1
706.86 1
605.881
504.90+ (692.20765)
Prec-H20 2+
403.92+ (619.52936)
#y[12]+1-NH3 |
302.941 : :
201.964 (584.4520
4
(354.21034) (527.40887)'= (799.45 (1221.4065)
1 y2 - @1 fs?lm
100.98 (293.10185 % #E20)400873  ( é%4217 %/ (913.64075) (1071. 62&{&1559@8%12
#y[4]++ | y3 ye | 8 I yiL ¥ |
000 1 L [ PR |I..II... || - || | ||I L L i 1 I | . # m/Z
87.47 226.50 365.52 504.55 643.58 782.60 921.63 1060.66 1199.69 1338.71
~Info
Modified Sequence AcD3-TPSGTNSGAGK<AcD3K*>K<AcD3K*>R<C13>-COOH lon score 56.93
Protein P62877 Confidence level 99.00%
Precursor m/z 701.39054 Identity Threshold 48.53
Charge 2+ Mass error -1.3E-5




—L4964 0664 _Caspase3_20-24-3 distiller2.3_113 735 1 2.mgf

(628.41176)
Int #y[12]++
V'S T
2263.14-
2011.68+
1760.221
1508.761
1257.301
(692.33154)
1005.841 (619.4B 6r)e(: H20 2+
#y[12]+1-NH3 !
754.381 ; I
502.92 1
(354.19233) ( (5%).;;? ° (799. 54576%
y2 227353397 813.00726)(913.44332) ,, (1048.3382) )
251467 (226.071(Z93 CEBRY EEREAIST 295 BBT 3] 0 592() %%68537@399)( B ) 16:}%84i g (1158%3%2%933
bl2]-H2O#y AR 3 3K be || %2 20 Yi0)bew ~ [y8L T2 y1i
0.00 . h AL L .||I.I.I| | . I M I . T | . 1 1 — # m/Z
112.41 248.80 385.20 521.59 657.98 794.38 930.77 1067.16 1203.56 1339.95
~Info
Modified Sequence AcD3-TPSGTNSGAGK<AcD3K*>K<AcD3K*>R<C13>-COOH lon score 60.04
Protein P62877 Confidence level 99.00%
Precursor m/z 701.39031 Identity Threshold 48.58
Charge 2+ Mass error -4.73E-4




~L4964_0664_Caspase3_20-24-3_distiller2.3_1211_2098_1_3.mgf

Int
V' N
2721.51
2419.124
2116.73
1814.34-
(1042.5925)
1511.95- YL+
(955(888708922)
1209.56- Y[17THA8l++!
907.171 Lo
(787.51832) -
#y7 (1142 7571)
20235 R1221.4314)
391 ok W@F@ 3) (1608.7329)
SHIY 2]y l)%’fgyffﬂl%g #y[14]H20
0.00 | I N . Sl . . |I|I|||ll L1y A . ! — # m/z
131.86 305.31 . . . 999.12 1172.58 1346.03 1519.48 1692.93
~Info
Modified Sequence AcD3-SITK<AcD3K*>SISSPSVSSETM<Mox*>DK<AcD3K*>PVDLSTR-COOH lon score 65.34
Protein P49792 Confidence level 99.00%
Precursor m/z 035.14621 Identity Threshold 48.67
Charge 3+ Mass error 0.00132




—L4964 0664 _Caspase3_20-24-3 distiller2.3_112 734 1 2.mgf

(625.3429)
Int &y[12]++
A T
2223.54
1976.481
1729.42+
(689.45304)
1482.36 RosoHBeo2y
' (616.66 65%2[9"&5@027
&y[12]+-NHEOINHS
1235.30+ v :
988.24 - ! !
741.181
494,12
578.40827
(348.22407) ( y4 (672.18p8)
(331.1505) | 1:3[97;;“7 = (1221 493)
247007 (24BAUTOND (3R)49595) (471.05(5?})531494) (B1- s 1722 3833@0?7‘ ? gor 50208) (10%3%%%681) (1152. 8(# thy HIE2)
#b[2]-HBD #b[3]-HBS1 #b[5]-H20 v Tv | |-H20 yit
000 M M : il T * N |.] L 1|. al |I 1 I| N I | | # m/Z
126.63 246.07 365.51 484.95 604.39 723.83 843.27 1201.59
~Info
Modified Sequence AcD3-TPSGTNSGAGK<AcD3K*>K<AcD3K*>R-COOH lon score 55.78
Protein P62877 Confidence level 99.00%
Precursor m/z 698.38003 Identity Threshold 48.85
Charge 2+ Mass error -8.91E-4




—L4963 0664 Caspase3_20-24-2_distiller2.3_225 861 1 2.mgf

(578.4653) (891.35913)
Int y4 b7
A T T
X (807.48396) |
. y$ :
1096.92- ! '
975.04-
853.16 1 X
' (1350.4628)
(9868%3835§) b1l
731.281 (706.45695) y 8 v
5 e '
(348.31154) & ' . (1523.4789)
_ y2 \ ! ; b12
609.40 M (590,23654) : N - M
: b5 1 : : : :
487.521 : ! : ' %1209.7416) ' :
' ' ( : (1120.885 é-%@%ﬁ) '
' ' 974.3]604 v X
- ' (11088864) S |
y3 (669.36021) . M Lo
043,76 v &yY10}88092) ! " - (1332.7785) (1505.6801)
' t570.0pos)  [WEIEHA995) (804321) ' " b[L1]:H20 b[12]-H20
(36105549) 00 1 4o yl5)-HipO (68 soR87) PR EA8lse) (1191.8B27) . 7
121.88- (331.1580) ba N vl ]-TT b(7]-HRO y[9-H2O | |
y[2-NH3 v M l | | M M
0.00 . l..] al ol | L lanl |.||.|..| | I.Il |I|| | || |I o ol | || i i > miz
112.89 266.77 420.65 574.54 728.42 882.30 1036.18 1190.07 1343.95 1497.83
~Info
Modified Sequence AcD3-GEEQTQK<AcD3K*>TQGK<AcD3K*>K<AcD3K*>R-COOH lon score 90.52
Protein Q9UEE9 Confidence level 99.00%
Precursor m/z 849.46415 Identity Threshold 48.60
Charge 2+ Mass error 4.03E-4




—L4963 0664 Caspase3_20-24-2_distiller2.3_227_863 1 2.mgf

(584.48702) (891.42062)
Int #y4 b7
V'S T T
: (813.47518)
X #y6
1202.85+ ' M
(590.23907) '
1069.20 P> : (1350.545)
I : b1l
935.551 : ! '
: : (992.40076) :
801,90 : (712;(;494) ' b8
(354.29037) : - ' X (1523.6836)
#y2 : : b12
668.25 1 v : (986.7206) M
: : (974. 4¥339) (1120. :
534.60- - . B[] H20 > {187} 5008) |
: ' ! ~ blo X
' ( ) ! (1114. 8562) . !
400.951 527. 718.54137 : . #y8
( @ 95]2)574) (700.24644) . (1102. 51)92) 1.2 15.8307
5THPO  sa8gRO blo]+ HZO ( o ) (1332 4p02)
267.301 | eyio . ¥ bl1HO
5974 ' e 4 (g]3.48y41) ' ' :
133.65- . ) (489.0057}) (295;.] 7) [7]1HpO ‘
0.00 |||1.I||.. A .|I.II ] | |I I|| || | I| | . |I # m/Z
112.77 266.69 420.61 574.52 728.44 882.36 1036.28 1190.20 1344.11 1498.03
~Info
Modified Sequence AcD3-GEEQTQK<AcD3K*>TQGK<AcD3K*>K<AcD3K*>R<C13>-COOH lon score 79.28
Protein Q9UEE9 Confidence level 99.00%
Precursor m/z 852.47404 Identity Threshold 48.07
Charge 2+ Mass error 4.1E-5




—L4962_0664_Caspase3_20-24-1_distiller2.3_232_867_1 2.mgf

(584.44447) (891.45239)
Int #y4 b7
V'S T T
| (813.58847) 350,463
i #V6 .
906.64 X b1l
805.90- I ;
' (986.67574) :
705.17 ! #y1 '
X X ! (1523.6811)
(712.48241) X X bl2
004.43 (354.30119) ke | (992:40609) | :
#y2 ' b8 X
503.69- v (590.25299) ! v !
: E (974.4'1537) (120,307 E
' ' b[8]- : 4549 '
402.95+ ! ' [S]TF E?O b9 cmzns.s)431)
| : (11145021) 1 #Y9
302.211 (527.48016) ; (L102t4875) |
#y3 b[g]ﬂéo o (1332.5}81) (1505.7882)
201.48- (72.157 ¥ b[11]-H20 b[12]-H20
PISIHEO f48) | (1197.6036) ' :
36107135 . 1197. '
100.741 ( b3 ) s9.101873 3 (1159468320
v b4 |b[s] [10]-H2D
0.00 M - I|l|| L .I|. .|| u_ |I| | || L . # m/z
112.96 266.86 420.76 574.65 728.55 882.45 1036.34 1190.24 1344.14 1498.03
~Info
Modified Sequence AcD3-GEEQTQK<AcD3K*>TQGK<AcD3K*>K<AcD3K*>R<C13>-COOH lon score 73.84
Protein Q9UEE9 Confidence level 99.00%
Precursor m/z 852.47415 Identity Threshold 48.08
Charge 2+ Mass error 2.61E-4




—L4962_0664_Caspase3_20-24-1_distiller2.3_387_1061_1 2.mgf

(618.34495) (918.39561) (1546.5458)
Int y5 &y[18]++ b16
VS v v v
E (817.4126) E (1675.5963)
412.24- ! 7 (1191.3667) : b17
! ! b13 1 1
366.43 !
320.63 : !
974.82 X (12054.6084) :
047 yil (1362.5531)
(575.27557) (7&§1£%%37) (1089.4411) : &
i b - - X M
229.02 .6 g y10 . .
183.29- (391.17821)(504.28452) ' ! (12751@%371§;)(1433.14;734)
: o POy @h21e18) | e (1657.6[729)
' (6444.22023 - b1l ' o ' :
137.417 ) ) (17032-45@ 20.3342) Co (1163i6f7;; 7931 PETER2e
i ' yo , (1301.3862) + Y1415 e]leo) '
: < (110p.2881) b _zg- 20 1445.49485L v :
91.611 . b[1g]- Qo3 5h k25768 BR4-526)[141-H20 (15[73.7152)
14015 [f()l]'i? [1733]L5H)2"[35 12]-H20}3H20" Y y[15]-H20
i _ I - v ' ' (1591.8528)
45.80 1-H20 ' y15
000 . . | . || i I| I| I| I || |I l | . I . # m/Z
193.42 355.12 516.81 678.50 840.19 1001.88 1163.57 1325.26 1486.96 1648.65
~Info
Modified Sequence AcD3-GATAQTSADGSQAQNLESR-COOH lon score 109.62
Protein Q9Y5Vv3 Confidence level 99.00%
Precursor m/z 968.95541 Identity Threshold 46.77
Charge 2+ Mass error 1.35E-4
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Mass error

Int
-
1329.571
1181.841
1034.111
886.38 (524.83619)
ferecri8 B2y
738 65 Preg-H20 2+
590.92 !
! (888.29464)
443.19 e
197 673.3627 M
(390.22512) (458.8886) ( v5 ) (ra.42665) .
) &y[8]++ 5.31908) A v6 '
- A 4 4 v 1
29546 (288.26975) (%17.29839) > ; (775.27143)
(175.19415) y y3 , (500.98643) ! X , #b7
147.73- ¥ (230.05802) (30%5?9?535321) 7 #b[SLRIGR64 (62f5488%5933)  (727.441B4) 7 (815.36283
: : #b[3]- Y] #b[6]-HA43 [6]-NH3 (870.600(826.45459)
#b[2]-H20 v y y7
5 | I v'e v | v #b[8l-HZ0 y8
0.00 | I " L .|.I| ]. g Lo .|. .!I pal bl | I ] I al I.;II.‘I P i | II I . II T L # m/Z
79.62 172.64 265.66 358.68 451.71 544.73 637.75 730.77 823.79 916.81
~Info
Modified Sequence AcD3-TTAAQQELR-COOH lon score 59.34
Protein P35580 Confidence level 99.00%
Precursor m/z 531.78459 Identity Threshold 49.03
Charge 2+

1.85E-4




—L4962_0664_Caspase3_20-24-1_distiller2.3_233_868 1 2.mgf

(578.37826) (891.481)
Int y4 b7
4 T T
: (807.53855)
: y6 :
1048.41- :
931.921 ' (1350.4564)
! (980.63144) bil
815.43 ! v/ ;
(706.43986) . !
5 ' : :
698.94 1 y' (992::5 039) '
(348.32555) ! v : (1523.538)
582.45 y2 : ¥ ! b12
465.96 1 X (590.32461) ' : (1108.6925) :
- b5 (974.39p03) .
- ! biglibo . (1138 3204209.6799) .
349.47- 2134027y (0 S0%5) [ (1102 040877.5461)
y3 : - b[9]-HRO D10 | (1332.6422)
. (784.1 ! e - b[11]-H20 (1505.614)
232.981 (572.1BB64) (71 574) | [ g b[12]-H20
[51:}1p0 O . : v
(361.07409) (4895321 . (689.5 (1-159.537) '
116.49+ (331.32127) > y[pl- [10]-H20
y[2]-NH3 T v v
0.00 L l.l.l d o | .|.|. |.JI|. |||l|| ‘ ! L . ||| | I| L . # m/Z
113.03 266.90 420.77 574.65 728.52 882.40 1036.27 1190.14 1344.02 1497.89
~Info
Modified Sequence AcD3-GEEQTQK<ACD3K*>TQGK<AcD3K*>K<AcD3K*>R-COOH lon score 90.68
Protein Q9UEE9 Confidence level 99.00%
Precursor m/z 849.46419 Identity Threshold 48.60
Charge 2+ Mass error 4.83E-4
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(554.90143)
Int y[8]++
V'S T
3341.25+
2970.00+
2598.75+
2227.50+
(578.3133)
i {88 56909)
1856.25 o
i ! : (669.57867)
1485.00 o y[10]++
(487.6333H1.9p297) 1 ' (660. 617369
1113.751 (404.4642 %Eﬂ %% 5 VB 4 11587)
y[6]++ y[-z]+#b[ (891.45717)
#b7
742.501 : | M
8 337, 7.51106 '
(175.03993)  (289. 775%1) '5.4 b L )( !
58 ‘ A BANABRACHAT (9(49%898b9)
371.25 (QM) y[4 ]+ # L Il LEY: PY B\ TR i!\“ 2_9 68) 9 7 (1102. 498?2_177 6238)
i ibh Coppe aEae AR Dol Hpo. CROMBEN  uiorr20™ 1
000 Ill 1 ll.l 1 | 1 .II |. rl " II I II " # m/Z
60.58 184.26 307.95 431.64 555.33 679.02 802.71 926.40 1050.09 1173.77
~Info
Modified Sequence AcD3-GEEQTQK<AcD3K*>TQGK<AcD3K*>K<AcD3K*>R-COOH lon score 68.57
Protein Q9UEE9 Confidence level 99.00%
Precursor m/z 566.64469 Identity Threshold 48.60
Charge 3+ Mass error -0.001103
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Int
-
913.081
811.621
710.171
608.72
405.81 e e
617 (1191.5492) : M
(624.39478) (823-;75509) #013 . :
304.36- > oiszassn : ! :
' ' : (1210.5198)
202.61- (397.27943) : #D[Ee3 %I 5a8) | (901.98844}095.6032) 1y11 (1433.5413)
' y3 (510_30(?-7%2% 27911y Y8 #b11 y%zoo 2525 7(128@%%%‘?%265?&159.6751)
' Y4 (606 3UET2D L 1o (847.96567) (1038. ; (198 Tass s (1657.5p34)
101.451 3H62PRGD  (492.3T57) et (73p.4496) Q6.4542p 23} 2 #b[17]-H20
(#b[4]-’i*£z’b (y[4]-H o) P v NH3 I #09 | | Y21 I B3] 129(12]- -mlapsvl ﬁgﬁ%ﬁfﬁ 7
000 1 . !”I | I|| I 1 ..l. .I | |I I 1 I ol || N I I il P | . # m/Z
157.26 322.89 488.52 654.15 819.78 985.41 1151.04 1316.67 1482.30 1647.93
~Info
Modified Sequence AcD3-GATAQTSADGSQAQNLESR<C13>-COOH lon score 97.77
Protein Q9Y5Vv3 Confidence level 99.00%
Precursor m/z 071.96531 Identity Threshold 47.55
Charge 2+ Mass error -2.07E-4
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(600.33125)

Int §
. ﬁf@@-l#ﬁ@ 3%
610.731 I
542.87- |
(499.82952)
475.014 #y[8]++
407.15-
339.291 :
J (543.47818)
271.44 #ylo)++
203.581 X
(526.3686) (936.41673)
J (282.24924) 490,77 #0b8
135.72 y2 (455. S%RQQL ' (1037.2)
v s o (674.42271) (763738095354) ! #b9
67.861 (181.23331) ' (432.00503) 1Y #RESRRARASH 4 1YY (902%80847y6)  (1019.2802)
yl #b4 | | #g;é #b[71-H20 #@s];H o) #b[g]_HTO
OOO TI 2 alk " .Il.lv I||. | ||.||I.|II n wl —LL L, |..I A # m/Z
87.94 194.92 301.89 408.87 515.84 622.82 729.79 836.77 943.74 1050.72
~Info
Modified Sequence AcD3-SSPDSK<AcD3K*>AK<AcD3K*>TR<C13>-COOH lon score 49.62
Protein Q9UQ35 Confidence level 99.00%
Precursor m/z 609.34227 Identity Threshold 48.51
Charge 2+ Mass error -5.14E-4
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(1333.5391)
Int y12
A T
277.89
247.021
(650.40016)
216.141 y5
(531.25081) ! .
185.261 b6 ' (912.50267) (140;12818)
: : (88143081 v
154,38 HyILTI+ - @029’15151329 I
123.517 (535.40164) (749.48612) . ! . !
4 ¥ : Co
92.631 X (1115.3193)
(513.36 'bl;1333 (795.48554) bl2
61.75- ; 1 (1196.2B73)(1B15.5033) (1689.4647)
(10&®@32ms®113, 20 V12126 Abos) b17
(1046. X , [Y131:H20 1671. 4259)
30.88- yioy Hzo | (15{5%%%%897]
0.00- | .||||..|| |||.|||I T | . . N
130.52 300.58 470.65 640.72 810.78 980.85 1150.92 1320.99 1491.05 1661.12
~Info
Modified Sequence AcD3-GGDGQAGPDEGEVDSC<Cmm*>LR-COOH lon score 65.82

Protein

Precursor m/z

Charge

015511
932.39657

2+

Confidence level 99.00%
Identity Threshold 41.13

Mass error 5.58E-4
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(1049.3221)
Int b9
V'S T
I (1532.7833)
b13
58.06 (936.56146) '
b8 !
51.611 1 1
(658.33974) : !
y5 ! 1
45.16+ v X I
38.71- (530.3812) . ' X
y4 1 :
32 26- : (934.;3?661)
: (76UAAALHT) ]
25.81- (4%%31241]9%941517.3644) e (1062.4104)
0 b5 " 8
19.351 | . : ' ! (1289.389)
o ; (63652223 L (a18¢Eeps) VL0 (1413-4989)
i 75) 3417 (917:52f'18) yl9l-Ng3 ! op6) R12
po (27250 '(1402 o 02)
' 10]-NH3 -
645' ‘ | ‘ y ]v r[lz]_THB
0.00 , (AU w0 G bt G | I » s
125.17 278.73 432.29 585.84 739.40 892.96 1046.52 1200.07 1353.63 1507.19
~Info
Modified Sequence AcD3-STLAVQQYIQQNIR-COOH lon score 61.52
Protein Q9Y3A3 Confidence level 99.00%
Precursor m/z 853.96685 Identity Threshold 48.57
Charge 2+ Mass error 1.11E-4




—L4960_0664_Caspase3_pre20-24-1 distiller2.3 606_1318 1 2.mgf

(615.80361)

Int Prec-H20 2+
A T
1080.091
960.08 1
(589.2339y7)
840.07 - va>
. (442.19956)

720.06 . pl6I:H20

600.05 1 !

480.041 : (803.38151)

y7
360.03 1 (446.07132) X
b4 ( (818.36593)
M g6 5) 1 b8 (902.3615)
240.02 - (303.19 (83{;)03 (431.25?39) (53@3?‘21@8%9) vg‘%%]&y §9$Y (785.4411.8) yg
y3 ke b5 ! T y[71:H2P ! (884.503 4;946 .26963)
120.01- I v ! : - ; yiel+ 39835) (1074.5346)
: (286.28046) Hzo (1056.4%D)
y[2]-N£l<3 | | | ‘ ‘ | | b[10]:HZO
0.00 M : et Ll II 1k III " | 1 iyl [T |I.| # m/Z
91.84 199.05 306.25 413.45 520.65 627.86 735.06 842.26 949.46 1056.67

~Info
Modified Sequence AcD3-AGK<AcD3K*>VTLGTQQR-COOH lon score 64.2
Protein QO8AF3 Confidence level 99.00%
Precursor m/z 624.86245 Identity Threshold 47.59
Charge 2+ Mass error -1.16E-4
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Int
-_
14473.80 1
12865.60 -
11257.40 1
9649.20
8041.00
6432.80 - (744.3353)
(744y8353) (874#t%172)
#b[7]-NH3 -
1 (673.38995) < ’
4824.60 y5 ' '
(376.08301) (514.87304) v : :
3216.40 - (288.22617) #b4 Roac f 117) ! (761.21647)
(395.0591) | (417.29412) Pred-H20 2% #b7
(175.12566) v 4b3 ' y3 - -
yl (287.049%9) v Lo (632.12113) . (815.45275)
- 7
#b[2]-H20 ‘t | I ‘ “[5]-NH y[61:NH y7 (iﬁéﬁ\? g)
0.00 1 1 | i Ll ] | l 1 I r # m/Z
85.42 171.46 257.51 343.56 429.61 515.66 601.71 687.75 773.80 859.85
~Info
Modified Sequence AcD3-STAAQQELR-COOH lon score 79.64
Protein P35579 Confidence level 99.00%
Precursor m/z 524.77666 Identity Threshold 49.07
Charge 2+ Mass error -2.0E-5
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(526.37069) (726.36102)2.20144)891.21955)
Int )ﬁl (655.2169) yv6 #b[8]v-H20 (89%305)
A ; v5 ) , V8 (1020.2973)
: T v #0310
214.431 : : : h :
i ' : : : (10257.444)
190.61 : : ! Vo
16678' ! ! ::
142.96- (749.48452) :
' #o7 '
2p (79 :
119.134 (648#125466) X @é %%96?64) (1009.4174) (1200.6168)
(397.31608) N ] I y[9]-H20 (1149.2878)L0
y3 : I M #b11
95.301 v ' ' i ' (T"182.4989)
: I : W10]-H20
| (327.92792) : 6201) * ! v
Y2 #b[4]-H20 o (873.30469) '
47.651 ' (346.29126) #b[9]-HRO i
: '#ba v (1;3[02fl‘ P9)  (1131.6376)
v ; #b[10]{HRO _ 6)
23.831 (229.1892 X el #b[llv] H20 (12601b8 1&%@ ¢
#b[3]-H2 | H #b[12]-H20 ¥
0.00 l"'.' ll. J.I_I,L | I|I|II||| 1 i L1 | i ] '.l | > miz
115.21 251.99 388.77 799.11 935.89 1072.67 1209.45 1346.22
~Info
Modified Sequence AcD3-GGSVK<AcD3K*>ETAAEEESR<C13>-COOH lon score 71.73
Protein Q7Z5Ws3 Confidence level 99.00%
Precursor m/z 773.38403 Identity Threshold 48.45
Charge 2+ Mass error 2.88E-4
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Int
-
18909.00 -
16808.00 -
14707.00 1
12606.00 -
10505.00 -
8404.00
(750.41902) (874.17062)
6303.00 (376.14188) y6 #b8
(375[6k188) (679.4107) v M
#b4 133497 y> ! '
_ 2 (514.669D)33497) - . !
4202.00 X (461.81994pred-H20 2 ¥4 ! (761.26052) !
(181.2069) (2psp355503) 1 (423.27708y[8]++ v ; #h7
1 (287.2¢83) i y3 v (504.08428) 2
2101.00 - ¥ (216.11816) #b[3]-H0 v #o5 (632#1 é (821.58578) , o4y
#b[2]-H20 v| | | | | T Y7 #o[8]-H2
0.00 1 1 | 1 ] | 1 1 P | 1 1 I T 1 | | TI # m/Z
105.34 189.21 273.08 356.96 440.83 524.70 608.57 692.45 776.32 860.19
~Info
Modified Sequence AcD3-STAAQQELR<C13>-COOH lon score 71.03
Protein P35579 Confidence level 99.00%
Precursor m/z 527.78667 Identity Threshold 48.62
Charge 2+ Mass error -1.41E-4
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(618.8992)
Int
. ﬁ(@&-ﬂﬁ@ 2%
1196.91
1063.921
930.93
(595. 3:(%@23318)
797.941 Y #p[6]-H20
664.95 ! !
531.96 (446.21618) ' (809.49643)
& 21615 y7
398.97 HEDLOU83 (
8:3834) .
309.2438 o ® y 2 d&é iﬁ? : (818: 50606) (908.5608)
( ) (437.26633) /405 y
265.981 YB47.26735) v 5 (660.20397)%, (791 50 .4) 2
X #b3 v'! (529 3' 2 #b6 "y (890 33:{@)46.30254)
: (181.12464) | > ' ‘ #b[ i [9] HZO (1056 #848)
yl | | | #b[10]-H20
000 T— " Aol i " |.| 1 In i PR ||. I.all .I |||||I| |I | 1 | | | v}_‘ # m/Z
88.63 198.79 308.96 419.12 529.29 639.46 749.62 859.79 969.95 1080.12
~Info
Modified Sequence AcD3-AGK<AcD3K*>VTLGTQQR<C13>-COOH lon score 63.96
Protein QO8AF3 Confidence level 99.00%
Precursor m/z 627.87236 Identity Threshold 46.36
Charge 2+ Mass error -4.38E-4
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(481.16452)

(639.20265)

Int y4 #b[6]-H20
4 M 7 (695.35005)
: I ¥
247.10 : :
219.65
192.197 (424.14888) :
y3 (714.2679)
164.74 ' (594.22461) #b7
' : y5 M
. : (560.41648),  (686.98317)|
137.28 (443.20583) 560 M B) #b6 : (808.35513)
1 #b4 Prec-H20 2+ ' X y7
109.82- I (544.30874) | ! ' :
: #b51 1 1
82.37- (330#%{9,913) ! T : I :
(310.17637) '
54.91+ y2 ! (828.09213)
(231.06967) ' 3.32d2) i #b8 (907.40654)
. (407.1740% ! -
181.05462) #b2 ) (677.29254)
27.46 (8100402 72 viaLNHs S RES) 61z 8
0.00- ILI] |.l||l|“.| S PEITE :||| g I". | —1 | L | m/z
96.21 190.90 285.60 380.30 475.00 569.70 664.40 759.10 853.79 948.49
~Info
Modified Sequence  AcD3-GQVITIGNER<C13>-COOH lon score 81.1
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3E0 Confidence level 99.00%
Precursor m/z 569.3234 Identity Threshold 48.34
Charge 2+ Mass error -1.98E-4
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(618.76633)

Int Prec-H20 2+
V'S T

447.281

397.581

347.89+

(595.25802)1753)
5 R

298.19- b

248.494 : :

198.79- ol

(446.16819)
149.09- SYIRIAEHZD (gogg%ﬁ) (908.54161)
68119 (81¥B31078)  y8
e (D) |ty T T
99.40- (300, 23 y be( gaza) 58
jg??.?ﬁosl) y3 & v ‘b7 (791 38391) (b46.24366)
2 b3 T ' Hde ~ (890-39312)hg (1074.3945)
v ' X v y[8]{PZ&34259) :
49.70 (181.1869) (8002 78) *bj9]-H20 b19120.4178)
1 v | y[10]-H20
000_ || I.||. ||I|. |. .|||II T . # m/Z
76.78 202.07 327.36 452.64 577.93 703.22 828.51 953.80 1079.09 1204.37

~Info
Modified Sequence AcD3-AGK<AcD3K*>VTLGTQQR<C13>-COOH lon score 61.82
Protein QO08AF3 Confidence level 99.00%
Precursor m/z 627.87242 Identity Threshold 46.35
Charge 2+ Mass error -3.18E-4




—L4995 0664_Caspase3_28-32-8 distiller2.3_737_1442 1 2.mgf

(475.25003)

Int #yd
4+ M (639.19964)
! b[6]-H20
: ' (689.32609)
' ' #y6
305.32+ ' '
271.39+ E E
237.477 (418.16295) : :
#y3 :
203.541 ; (114.34094)
E | b? (802.4732)
169.621 (443.2132) “ 7'blg e A
WBhatep (5 %627194) T :
135.701 R b4 i éélbségi%% X X '
_ (330.09168) : I I -
101.77 b3 ! R
(304.14932)
67.851 #y2 (526,330}
(231.b18009) ' - {1(); [.]20785) bi5}-H2 670.444B1) (828.30071) (901#4),/614@‘57 85626)
2 ! SL3AEN[4]-NH3 : 1
.92 )2 (L 23 ] (784.4944) g ¢
33.92 N #6]-NH3 #I7LHPO
OOO I|I ' L. .|.I.| L I.I.|||.|,I.I|.I... a||I |I|‘I il L l.l Loal voal III I.III | | M| | I|. m/Z
96.07 191.00 285.94 380.88 475.81 570.75 665.68 760.62 855.56 950.49
~Info
Modified Sequence  AcD3-GQVITIGNER-COOH lon score 67.63
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3E0 Confidence level 99.00%
Precursor m/z 566.31335 Identity Threshold 48.86
Charge 2+ Mass error -1.57E-4




—L4995 0664 Caspase3_28-32-8 distiller2.3_377_999 1 2.mgf
Int
-
244.831
217.621
190.424
163.221
136.021
(51%5.5801)
108.814 Preg-H20 2+ c73.37a0m (744-47429)
. : ( y ; ) (744y81429) (874#t88824)
(376.18857) ! M #O[7TENH3 M
81.61- #bA4 | : : '
304.95052) v 417.16(4589.77554) 45.31949) ' ! '
54.41 (175.10873) (28%.2%) X ( 'yg &y.[8] — y4 (761.01478)
y2 A 4 v v 1 #b7
(287.01906) : : ! (639085 94mb1) (127 519D (815.670775)
27.201 ! (216.13715) #b[3]{H4O Hf-H2D  YI6I-NH3 ! Y/ (857.011}9)
#b[2]-H20 v e | #b[B]-NI3
000 II.|...le... L Il.illll ||II |.||I |.|..|.| I.I. Ll # m/Z
74.42 170.08 265.73 361.39 457.04 552.70 648.35 744,01 839.67 935.32
~Info
Modified Sequence AcD3-STAAQQELR-COOH lon score 55.45
Protein P35579 Confidence level 99.00%
Precursor m/z 52477674 Identity Threshold 49.05
Charge 2+ Mass error 1.4E-4
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(475.23842)

|nt y4
V'S T
31.91+ (639.0954)
#bl6]-Heggo.37835)
28.36- S L
(657.06656)
24.82- | #06
21.271 . . .
(557.08239) oo
17.73 (58122456)2 + .
(418.22714) Pss1zera) |+ V11052
14.18- . 1784 o v (802.37406)
(330.0024) 80?[183#&*:8# ? : yj
10.641 o3 M : : . (901.80621)
(304.54887) : (526.30264) ! y8
7.09- 2 , #bISIH 67p.05d19) )
: M ' y[p]-NH3 !
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~Info
Modified Sequence  AcD3-GQVITIGNER-COOH lon score 59.63
Protein P62736, Q562R1, Q9BY X7, P60709, P68032, P63261, P63267, P68133, Q6S8J3, ASA3E0 Confidence level 99.00%
Precursor m/z 566.31336 Identity Threshold 48.86
Charge 2+ Mass error -1.37E-4




