Table S1. The genomic coordinates and their methylation status by the ascidian DNA

methylation analysis

UCSC ci2 Start End Methylated CpG score
chr04q 3184251 3186250 0 0.937
chr04q 3205251 3207250 0 0.925
chr04q 3222501 3224500 1 0.507
chr04q 3243251 3245250 0 0.900
chr04q 3249001 3251000 0 1.063
chr04q 3258751 3260750 0 0.816
chr04q 3305001 3307000 0 1.238
chr04q 3349501 3351500 0 1.253
chr04q 3357751 3359750 1 0.469
chr04q 3375751 3377750 0 NA
chr04q 3385501 3387500 1 0.903
chr04q 3389751 3391750 0 1.289
chr04q 3402001 3404000 1 NA
chr04q 3412751 3414750 0 1.011
chr04q 3419001 3421000 1 0.406
chr04q 3454251 3456250 1 NA
chr04q 3478001 3480000 1 0.424
chr04q 3494251 3496250 0 0.882
chr04q 3513001 3515000 0 1.019
chr04q 3523251 3525250 1 0.515
chr04q 3533751 3535750 0 0.849
chr04q 3540751 3542750 1 0.748
chr04q 3547501 3549500 0 1.131
chr04q 3560251 3562250 1 0.404
chr04q 3573001 3575000 0 0.864
chr04q 3581751 3583750 1 0.671
chr04q 3586001 3588000 1 0.685
chr04q 3596001 3598000 0 1.157
chr04q 3612251 3614250 0 0.887
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