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Supplementary Figure 6. Representative Spectra from Figure 5 (a-c)
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d. Apolipoprotein D (IPTTFENGR)

e. Apolipoprotein D (MTVTDQVNCPK)

f. Beta-defensin 1 (GNFLTGLGHR)

Supplementary Figure 6. Representative Spectra from Figure 5 (d-f)
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g. Beta-defensin 1 (IQGTCYR)

h. Gelsolin (RTPITVVK)

i. Basement membrane-specific heparan sulfate proteoglycan core protein (AQIHGGILR)

Supplementary Figure 6. Representative Spectra from Figure 5 (g-i)
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