Figure S3

ing regions

Thermococcales predicted dif sites and conserved flank

dif
Spacer

Conserved flanking sequence
TAATGTATAAAAATG GAATCATT CAA

Rigth Arm

Left Arm
T TTAGATATAATT CAGCT CTTATATT CTAAAG

inverted repeat

inverted repeat|

T CATGCACAAAAATG GAGTCGTTCGA
T CATGAACAAAAATGAACGTTGA

inverted repeat

T TTAGATATAATT CAGCT CTTATATT CTAAAA
AT TGGATATAATCGGC CTCTTATATT CTAAAA

GTGCCCATTTTTGTACTGCAGT T T TTGATATAATGTACCTTATATU GACAAACTAATG GAATCAA

A G CGAGTCATAGA

CACTAGTT T T GGATATAATGATCCTTATATT CTAAAGTT CT CCCGTACAGATA AT GAACATATZCA
ATACATAATTGTCATATAATAAGCCTTATATCTAAAACTCATGCACAA-AACATACATCAT

G TTGTATATTGA

CGTGAATT T TAGATATAATGTGTO CTTATATTCTAAAATTTATGTATCAT
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TMATGWACAAWAATGART CRTYGA

Consensus ATGYTCATWTTTGTWCRTTAATT TTAGATATAAT SWG CCTTATATTZ CTAAAA

Consensus




