
 
 

SUPPLEMENTAL FIGURE LEGENDS 
 
Fig. S1. ClustalW alignment of Leishmania major GCVP sequence (Lm) with sequences (GenBank 
sequence reference) from: At, Arabidopsis thaliana (GCVP2; CAA21210), Dd, Dictyostelium discoideum 
(XP_637330), Sp, Schizosaccharomyces pombe (CAA91099), Vc, Vibrio cholerae (ZP_00746488) and 
Xl, Xenopus laevis (AAH42245). N-terminal mitochondrial targeting peptides, predicted by TargetP, are 
shown by black letters on gray boxes. In the remainder of the sequence, degree of conservation of 
residues is indicated by increased background shading. Active-site residues are marked (#), with the 
catalytic lysine marked as (C). Residues predicted to interact with the H-protein are marked (*).  
 
Fig. S2. Growth of L. major WT FV1 and LV39 lines in RPMI-1% fetal bovine serum medium. A, L. 
major FV1; B, L. major LV39. Symbols: ●: RPMI including 285 μM L-serine; ○: RPMI without added 
serine (serum contains ~10 μM serine). Error bars indicate standard error of mean counts for triplicate 
cultures.  
 
Fig. S3. Culture phenotype of gcvP- Leishmania. Growth in culture of WT, gcvP- and gcvP-/+GCVP 
parasites in RPMI media with 1% fetal calf serum and varied glycine and L-serine content. A, 133 μM 
glycine and 95 μM L-serine; B, 13 mM glycine and 95 μM L-serine; C, 133 μM glycine and 9.5 μM L-
serine; D, As C, with 10 mM formate added. Symbols: ●: WT; □: gcvP-; ▲: gcvP-/+GCVP parasites. 
Error bars indicate standard deviation of mean counts for triplicate cultures. 
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SUPPLEMENTAL TABLE 

 
Table S1. DNA primers used, listed in order cited in text.  
 
Primer # Sequence 5’-3’ 

Purpose 
Notes 

B2057 cgaggatcccaccATGCTCCGCCGTCTCCTTCGCGTT 
GCVP ORF PCR 

BamHI site underlined. Non-
coding nucleotides in lower 
case 

B2062 ataggatccGAGCTCCGTTTCGCTCTTGTGGCTG 
GCVP ORF PCR 

SacI site in bold. Non-coding 
nucleotides in lower case 

B2063 atacatatgaaaGAGCTCATGCGTTACGCTCAGCATC 
GCVP ORF PCR 

SacI site in bold. Non-coding 
nucleotides in lower case 

B2058 cacggatcCTAGTAGAACTCCAATGGGGCACA 
GCVP ORF PCR 

BamHI site underlined. Non-
coding nucleotides in lower 
case 

B2137 AGCGTTGCCTTCGGGGTTCACAC 
PCR assay of gene disruption 

 

B2013 CCGTGGGCTTGTACTCGGTCAT 
PCR assay of gene disruption 

 

B1675 GACGTCGCGGTGAGTTCAGGCT 
PCR assay of gene disruption 

 

B2184 GTGGTGATGGAGCGCTGTATGGAG 
Southern blot probe 

 

B2185 CTTTGGTCAGACGCAGCACATACG 
Southern blot probe 

 

B2086  GAGGCTCACCGCGATGTCTG 
Amplifying end of GCVP minus stop codon 

 

B2497 ggaagaaGATCTGTAGAACTCCAATGGGGCACACGAG 
Amplifying end of GCVP minus stop codon 

BglII site underlined. Non-
coding nucleotides in lower 
case  
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Figure S1 Scott et. al.



Figure S2 Scott et. al.



Figure S3 Scott et. al.


