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Supplementary Figure S1 Ancestral analysis of emerging strains 

a. The amino acid status change in viral-Env protein (position 339) over time. A time-structured maximum 
clade-credibility tree, showing reconstruction of the probable ancestral amino acid changes at Env position 
339 of the plasma viral samples and proviral samples over time. The amino acid status is reconstructed 
using parsimony (by MacClade). The maximum clade-credibility tree is constructed using methods 
described in Fig. 2. b: The amino acid status change in viral Env protein (position 363) over time. Data 
were calculated and presented as in panel a.
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Supplementary Figure S2 Clinical course of HIV‐1 and HBV in rela=on to Rituximab therapy  
a. The plasma viral load of HIV‐1, HBV and liver func=on marker ALT are displayed over =me (days 
since seroconversion). The =me of Rituximab therapy is indicated. Asterisks indicate HBeAg 
detec=on (tested nega=ve at d677). b. Panels below x‐axis indicate the change of the serum HBsAb 
over =me. 
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Supplementary Table S1: Immunoglobulin levels over =me 


