




Supplementary Table S1. Primer sequences 
 
Gene    Primer Sequence (5’-3’) 
 
qRT-PCR PRIMERS 
 
Tβ4  Forward ATGTCTGACAAACCCGATATGGC   
  Reverse CCAGCTTGCTTCTCTTGTTCA 
 
Hand1  Forward TGAGTGCATCCCCAATGTG 
  Reverse GCCAGCACGTCCATCAAGTA 
 
Pecam  Forward CTGCCAGTCCGAAAATGGAAC 
  Reverse CTTCATCCACCGGGGCTATC 
 
Vegfa  Forward GCACATAGAGAGAATGAGCTTCC 
  Reverse CTCCGCTCTGAACAAGGCT 
 
Flt1  Forward CTCAGACAAGTCAAACCTGGAG 

Reverse GGGAACTTCATCTGGGTCCATAA 
 
Tgfβ1  Forward CTCCCGTGGCTTCTAGTGC 
  Reverse GCCTTAGTTTGGACAGGATCTG 
 
TgfβR2 Forward CCGCTGCATATCGTCCTGTG 
  Reverse AGTGGATGGATGGTCCTATTACA 
 
Smad2  Forward ATGTCGTCCATCTTGCCATTC 
  Reverse AACCGTCCTGTTTTCTTTAGCTT 
 
Smad5  Forward TTGTTCAGAGTAGGAACTGCAAC 
  Reverse GAAGCTGAGCAAACTCCTGAT 
 
Endoglin Forward CCCTCTGCCCATTACCCTG 
  Reverse GTAAACGTCACCTCACCCCTT 
 
Notch1 Forward CCCTTGCTCTGCCTAACGC 
  Reverse GGAGTCCTGGCATCGTTGG 
 
Notch2 Forward ATGTGGACGAGTGTCTGTTGC 
  Reverse GGAAGCATAGGCACAGTCATC 
 
Notch4 Forward CTCTTGCCACTCAATTTCCCT 
  Reverse TTGCAGAGTTGGGTATCCCTG 
 
Hand1 GENOTYPING PRIMERS 
WT Forward (proximal exon 2) CCACTAGGATCGCACGTGCA 
Mutant Forward (neor cassette) GCAAAGCTGCTATTGGCCGC 
Common Reverse (distal exon 2) CCAGCAACGATTGGGAACGC 


