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H_sapiens ATGGTGATG---------GGCCTGGGCGTTTTGTTGTTGGTCTTCGTGCTGGGTCTGGGTCTGACCCCACCGACCCTG---GCTC
M_musculus1 ATGGCGATA---------AGCCCAGGCCCGTTGTTCTTGATCTTCGTGCTGGGTCTGGTTGTGATCCCTCCCACTCTG---GCTC
M_musculus2 ATGGCGATG---------AGCCCAGGTCCTTTGTTCTTGGTCTTCCTGTTGGGTCTGGTTGTGATCCCTCCCACTCTG---TCTC
M_musculus3 ATGGTGATG---------AGCCCAGGTTCTTTGTTGTTGGTCTTTTTGCTGAGTCTGGATGTGATCCCTCCCACTCTG---GCTC
M_musculus4 ATGACAATG---------AGCCCATGTCCTTTGTTGTTGGTCTTCGTGCTGGGTCTGGTTGTGATTCCTCCAACTCTG---GCTC
M_musculus5 ATGGTGATC---------AGCCCAGGTTCTTTGTTGTTGGTCTTTTTGCTGAGTCTGGATGTGATCCCTCCCACTCTG---GCTC
M_musculus6 ATGGTGATG---------AGCCCAGGTTCCTTGATGTTGGTCTTTGTGCTGAGTCTGGTTGTGATCTCTCCCACTCTG---GCTA
R_norvegicus1 ATGGAGATG---------AGCCTGCGTCCTCTGTTGTCGGTTTTTGTGCTGGGTCTGGTTTCGACCCCTTCAACTCTG---GCTC
R_norvegicus2 ATGGAGATG---------AGCCTGCGCCCTCTGTTGTTGGTTTTTGTGCTGAGTCTGGTTGCGACCCCTTCAACTCTG---GCTC
T_francoisi ATGGTGATG---------GGCCTGGGCCTTTTCTTGTTGGTCTTCATGCTGGGTCTGGGTCTGACCCCACCCACCCTG---GCTC
P_avunculus ATGGTGATG---------GGCCTGGGCCTTTTCTTGTTGGTCTTCATGCTGGGTCTGGGTCTGACCCCACCCACCCTG---GCTC
P_bieti ATGGTGATG---------GGCCTGGGCCTTTTCTTGTTGGTCTTCATGCTGGGTCTGGGTCTGACCCCACCCACCCTG---GCTC
P_roxellana ATGGTGATG---------GGCCTGGGCCTTTTCTTGTTGGTCTTCATGCTGGGTCTGGGTCTGACCCCACCCACCCTG---GCTC
P_pygmaeus ATGGTGATG---------GGCCTGGGCGTTTTGTTGTTGGTCTTCATGCTGGGTCTGGGTCTGACCCCACCAACCCTG---GCTC
C_aethiops ATGGTGATG---------GGCCTGGGCCTTTTCTTGTTGGTCTTCATGCTGGGTCTGGGTCTGACCCCACCCACCCTG---GCTC
S_scrofa ATGGTGATA---------TTGCTGGGCCCCCTGCTGTTGGTCTTCATGCTGGGTCTGGGTCTGGCCCCGCTGAGCCTG---GCTA
M_talapoin ATGGTGATG---------GGCCTGGGCCTTTTCTTGTTGGTCTTCATGCTGGGTCTGGGTCTGACCTCACCCACTCTG---GCTC
P_troglodytes ATGGTGATG---------GGCCTGGGCGTTTTGTTGTTGGTCTTCGTGCTGGGTCTGGGTCTGACCCCACCGACCCTG---GCTC
M_mulata ATGGTGATG---------GGCCTGGGCCTTTTCTTGTTGGTCTTCATGCTGGGTCTGGGTCTGACCCCACCCACCCTG---GCTC
E_caballus ATGGCGATG---------AGCCTGTGCCCCCTGTTGTTGGTCTTCGTGCTGGGTCTGGGTCTGACCCCACCATCCCTG---GCTC
S_oedipus ATGGTGATG---------GGCCTGCACCTTTTGTTTTTGGTCTTCATTCTGGGTCTGGGTCTGACCCCACCAACTCTG---GCTC
B_taurus ATGGTCATG---------GTCCTGAGCCCCCTGTTTTTGGTCTTCATACTGGGTCTGGGTCTGACCCCAGTGGCCCCG---GCTC
S_sciureus ATGGTGATG---------GGCCCGCACCTTTTGTTGTTGGTCTTCATTCTGGGTCTGGGTCTGACCCCACCGACTCTG---GCTC
A_trivirgatus ATGGTGATG---------GGCCTGCATCTTTTGTTGTTGGTCTTCATTCTGGGTCTGGGTCTGACCCCACCGACTCTG---GCGC
P_hamadryas ATGGTGATG---------GGCCTGGGCCTTTTCTTGTTGGTCTTCATGCTGGGTCTGGGTCTGACCCTACCCACCCTG---GCTC
C_guereza ATGGTGATG---------GGCCTGGGCCTTTTCTTGTTGGTTTTCCTGCTGGGTCTGGGTCTGACCCCACCCACCCTG---GCTC
M_domestica ATGGTGATGTTTCTTAAGGCCATGGACCCTTTCTTGCTGCTCTTCATCCTGGGGCTATGGCTGGTTCCACCTTCCTTGACCACAC

110 120 130 140 150 160 170 180
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H_sapiens ACACACACTTCCTGACCCAGCACTATGATGCCAAACCACAGGGCCGGGATGACAGATACTGTGAAAGCATCATGAGGAGACGGGG
M_musculus1 ACACAAAATTCCTGACTCAGCACCATGACGCCAAGCCAAAGGGCCGGGACGACAGATACTGTGAACGTATGATGAAGAGAAGAAG
M_musculus2 ACACAAAATTCCTGACTCAGCACTATGATGCCAAGCCAAAAGGCCGGGACGACAGATACTGCGAAAGTATGATGGTGAAAAGAAA
M_musculus3 ACATAAAATTCCTGACTCAGCACTATGATGCCAAGCCAACTGGCCGGGATTACAGATACTGCGAAAGTATGATGAAGAAAAGAAA
M_musculus4 ACGAAAAATTCCTACGTCAGCACTATGATGCCAAGCCAAAGGGCCGGGACGACAGATACTGTGAAAGTATGATGAAGGAAAGAAA
M_musculus5 ACAAAAATTTCCTGAATCAACACTATGATGCCAAGCCAACTGGCCGGGATTACAGATACTGTGAAAGTATGATGAAGAAAAGAAA
M_musculus6 ACATAAAATTCCTGACTCAGCACTATGATGCCAAGCCAACAGGCTGGGATCACAGATACTGTTATCTGTGTATGATGAAGAAAAG
R_norvegicus1 ACACGAAGTTCCTGACTCAGCACTATGATGCCAAGCCCAAGGGTCGGGATGCCAGATACTGCGAAAGTATGATGAGGAGAAGAGG
R_norvegicus2 ACACGAAGTTCCTGACTCAGCACTATGATGCCAAGCCCAAGGGTCGGGATGCCAGATACTGCGAAAGCATGATGAAGAGAAGAGG
T_francoisi ACAGAGACTTCCTGACCAAGCACTATGATGCCACACCACAGGGCCGGAATGACAGATACTGTGAAAGCATGATGAGGAGACGGGG
P_avunculus ACAGAGACTTCCTGACCAAGCACTATGATGCCACACCACAGGGCCGGAATGACAGATACTGTGAAAGCATGATGAGGAGACGGGG
P_bieti ACAGAGACTTCCTGACCAAGCACTATGATGCCACACCACAGGGCCGGAATGACAGATACTGTGAAAGCATGATGAGGAGACGGGG
P_roxellana ACAGAGACTTCCTGACCAAGCACTATGATGCCACACCACAGGGCCGGAATGACAGATACTGTGAAAGCATGATGAGGAGACGGGG
P_pygmaeus ACACAGACTTCCTGGCCCAGCACTATGATCCCAAACCACAGGGCCGGGATGACAGATACTGTGAAAGCATCATGAGGAGACGGGG
C_aethiops ACAGAGACTTCCTGGCCAAGCACTATGATGCCACACCACAGGGCCGGAATGACAGATACTGTGAAAGCACGATGAGGAGACGACA
S_scrofa ACACACACTTCCTGACCCAGCACTACGATGCCAAACCAAAGGGCCGGGATGGCAGATACTGTGAAAGCATAATGAAGCAACGAGG
M_talapoin ACAGAGACTTCCTGAGCAAGCACTATGATGCCAGACCACAGGGCCGGAATGACAGATACTGCGACAGCATGATGAGGAGACAGGG
P_troglodytes ACACACACTTCCTGACCCAGCACTATGATGCCAAACCACAGGGCCGGGATCACAGATACTGTGAAAGCATCATGAGGAGACGGGG
M_mulata ACAGAGACTTCCTGGCCAAGCACTATGATGCCACACCACAGGGCCGGAATGACAGATACTGTGAAAGCACAATGAGGAGACGGCA
E_caballus ACAGACAGTTCCTGACCAAGCACTATGATGCCAATCCAAGGGGCCGGAATGACAGATACTGTGAAAGCATGATGGTGAGACGACA
S_oedipus ACAACAGGTTCCTGGAAGAGCACTATGATCCCAAAACAAAGAACGGGAATGACAGATACTGTGATAAAATGATGCGCTTAAGGAA
B_taurus ACATACACTTCCTGACCCAGCACTACGATGCCAAACCAAAGGGCCGGAATGACGAATATTGTTTTAACATGATGAAAAATCGACG
S_sciureus ACATCAAGTTCCTGGACCAGCACTATGATCCCAAAACAAAGAACGGGAATGACAAATACTGTGAAAAAATGATGAGGTTAAGGAA
A_trivirgatus ACATCAAGTTCCTGGACCAGCACTATGATCCCAAAACAAAGAACGGGAATGACAAATACTGTGAAAAAATGATGAGGTTAAGGAA
P_hamadryas ACAGAGACTTCCTGGCCAAGCACTATGATGGCACACCAGAGGGCCGGAATGACAGATACTGTGAAAGCACGATGAGGAGACGGCA
C_guereza ACAGAGACTTCCTGACCAAGCACTATGATGCCACACCACAGGGCCGGAATGACAGATACTGTGAAAGCAAGATGAGGAAACTGGG
M_domestica AGAAACACTTCTTGATTCAGCACTATGACTCCAAACCAAAGGGCCGGGATGACAAGTACTGTACAGCGATCATGAGACAGAGAGG

210 220 230 240 250 260 270 280
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H_sapiens ACCCTGCAAAGACATCAACACATTTATTCATGGCAACAAGCGCAGCATCAAGGCCATCTGTGAAAACAAGAATGGAAACCCTCAC
M_musculus1 ACCCTGCAAAGATGTCAACACCTTTATCCATGGCAACAAGAGCAACATCAAGGCCATCTGTGGAGCGAAT---GGAAGCCCTTAC
M_musculus2 TTTCTGCAAAGATGTCAACACCTTTATCCATGACACCAAGAACAACATCAAGGCCATCTGTGGAAAGAAA---GGAAGCCCTTAT
M_musculus3 GCCTTGCAAAGAAGTCAACACCTTTATTCATGACACCAAGAACAACATCAAGGCCATCTGTGGAGAGAAT---GGAAGGCCTTAT
M_musculus4 GCCTTGCAAAGATGTCAACACCTTTATCCATGGCACCAAGAAAAACATCAGGGCCATCTGTGGAAAGAAA---GGAAGCCCTTAT
M_musculus5 ACCTTGCAAAGAAGTCAACACCTTTATCCATGACACCAAGAACAACATCAAGGCCATCTGTGGAGAGAAT---GGAAGGCCTTAT
M_musculus6 GAAATGCAAAGAAGCCAACACCTTTATCCATGACACCAAGAAAAACATCAAGGCCATCTGTGGAGAGAAT---GGAGGCCCTTAT
R_norvegicus1 GCCCTGCAAAGAGGTCAACACCTTTATCCATGGCAACAAGGGCAGCATCAAGGCCATCTGTGGCGCGAAT---GGAAGCCCTTAC
R_norvegicus2 GCCCTGCAAAGAGGTCAACACCTTTATCCATGGCAATAAGGGCAGCATCAAGGCCGTCTGTGGTGCGAAT---GGAAGCCCTTAC
T_francoisi ACCCTGCAAAGACATCAACACCTTTATTCATGGCAACAGTCGCCACATCAAGGCCATCTGTGGAGATGAGAATGGAAACCCTTAC
P_avunculus ACCCTGCAAAGACATCAACACCTTTATTCATGGCAACAGTCGCCACATCAAGGCCATCTGTGGAGATGAGAATGGAAACCCTTAC
P_bieti ACCCTGCAAAGACATCAACACCTTTATTCATGGCAACAGTCGCCACATCAAGGCCATCTGTGGAGATGAGAATGGAAACCCTTAC
P_roxellana ACCCTGCAAAGACATCAACACCTTTATTCATGGCAACAGTCGCCACATCAAGGCCATCTGTGGAGATGAGAATGGAAACCCTTAC



P_pygmaeus ACCCTGCAAAGGCATCAACACATTTATTCATGGCAGCAAGCGCAGCATCAAGGCCATCTGTGAAAACAAGAATGGAAACCCTCAC
C_aethiops ACCCTGCAAAGACATCAACACCTTTATTCATGGCAACAGGCACCACATCAAGGCCATCTGTGGAGATGAGAATGGAAACCCTTAC
S_scrofa ACCCTGCAAAGAGGTCAACACCTTTATTCATGGCACGAGGAATGATATCAAGGCCATCTGTAATGATAAGAATGGAGAGCCTTAC
M_talapoin ACCCTGCAAAGACATCAACACCTTTATTCATGGCAACAGGCGCAGCATCAGGGCCATCTGTGGAGATGAGAATGGAAACCCTTAT
P_troglodytes ACCCTGCAAAGACATCAACACATTTATTCATGGCAACAAGCGCAGCATCAAGGCCATCTGTGAAAACAAGAATGGAAACCCTCAC
M_mulata ACCCTGCAAAGACATCAACACCTTTGTTCATGGCAACAGGCACCACATCACGGCCATCTGTGGAGATGAGAATGGAAGCCCTTAT
E_caballus ACCCTGCAAAGACACCAACACTTTTATTCATGGCAGCAAGAGCAGCATCAAGGCCATCTGTGGAAATAAGAATGGAAACCCTTAC
S_oedipus ACCCTGCAAAGCAATCAACACCTTTATTCATGGCAAGAAGGAGAGCATCAAGGCCATCTGTGGAACTGAGAATGGAGTGCCTTAC
B_taurus ACCTTGCAAAGACCGCAACACCTTTATTCATGGCAACAAGAATGACATTAAGGCCATCTGTGAGGACAGAAATGGACAGCCTTAC
S_sciureus ACCCTGCAAAGAAATCAACACCTTTATTCATGGCAACAAGGCCAGCATCAAGGCCATCTGTGGAAATCAGAATGGACAGCCTTAC
A_trivirgatus ACCCTGCAAAGAAATCAACACCTTTATTCATGGCAACAAGGCCAGCATCAAGGCCATCTGTGGAAATCAGAATGGAGAGCCTCAC
P_hamadryas ACCCTGCAAAGACACCAACACCTTTATTCATGGCAACAGGCACCACATCAACGCCATCTGTGGAGATGAGAATGGAAACCCTTAC
C_guereza ACCCTGCAAAGCCATCAACACCTTTATTCATGGCAACAGTCGCCACATCAAGGCCATCTGTAGAGATGAGAATGGAAACCCTTAC
M_domestica GCCCTGCAAGGATATGAATACCTTCATCCATGGTGATTACCCTAGCATCAAGGCTGTCTGTGGAGATAAAGCTGGGAATCCCTAT

310 320 330 340 350 360 370 380
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H_sapiens AGAATAAGCAAGTCTTCTTTCCAGGTCACCACTTGCAAGCTACATGGAGGTTCCCCCTGGCCTCCATGCCAGTACCGAGCCACAG
M_musculus1 AGAATGAGCAAGTCTCCCTTCCAGGTCACCACTTGCAAGCACACAGGAGGGTCTCCCCGGCCTCCATGCCAGTACCGAGCCTCTG
M_musculus2 AGAATAAGCAAGTCTCACTTCCAGGTCACCACTTGCACACACAAAGGAAGGTCTCCCCGGCCTCCATGCAGGTACCGAGCCTCTA
M_musculus3 AGAATAAGCAATTCTCGATTCCAGGTCACCACTTGCACGCACAAAGGAGGGTCTCCCAGGCCTCCATGCCAGTACAATGCCTTTA
M_musculus4 AGAATAAGCAATTCTCCCTTCCAGATCACCACTTGTACGCACTCAAGAGGGTCTCCCTGGCCTCCATGCGGGTACCGAGCCTTTA
M_musculus5 AGAATAAGCAATTCTCGCTTCCAGATCACAACTTGCAAGCACAAAGGAGGGTCTCCCAAGCCTCCATGCCAGTACAAAGCCTTTA
M_musculus6 AGAATAAGCAATTCTCCCTTCCAGATCACCACTTGCAATCACTCAGGAGGGTCTCCCAAGCCTCCATGCCAGTACAGAGACTTTA
R_norvegicus1 AGAATAAGCCAGTCTCCCTTCCAGATCACCACCTGCAAGCATACAGGAGGGTCTCCCCGGCCCCCTTGCCGGTACCGAGCCTCTG
R_norvegicus2 AGAATAAGCCAGTCTCCCTTCCAGATCACCACTTGCAAGCATACAGGAGGGTCTCCCCGGCCCCCTTGCCGGTACCGAGCCTCTG
T_francoisi AGAATAAGCAAGTCTCCTTTCCAGGTCACCACTTGCAACCTACGTGGAGGATCCCCCTGGCCTCCATGCCGGTACCGAGCCACAG
P_avunculus AGAATAAGCAAGTCTCCTTTCCAGGTCACCACTTGCAACCTACGTGGAGGATCCTCCCGGCCTCCATGCCGGTACCGAGCCACAG
P_bieti AGAATAAGCAAGTCTCCTTTCCAGGTCACCACTTGCAACCTACGTGGAGGATCCTCCCGGCCTCCATGCCGGTACCGAGCCACAG
P_roxellana AGAATAAGCAAGTCTCCTTTCCAGGTCACCACTTGCAACCTACGTGGAGGATCCTCCCGGCCTCCATGCCGGTACCGAGCCACAG
P_pygmaeus AGAATAAGCAAGTCTTCTTTCCAGGTCACCACTTGCAAGCTACATGGAGGGTCCCCCTGGCCTCCATGCCACTACCGAGCCACAG
C_aethiops AGAATAAGCAAGTCTCCTTTCCAGGTCACCACTTGCAACCTACGTGGAGGATCCCCCCGGCCTCCATGCCAGTACCGAGCCACAC
S_scrofa AGAAGAAGCAAGTCTCCTTTCCAAATTACCACTTGCAAGCATAAGGGAGGGTCCAACCGGCCTCCATGTGGGTACAGGGCCACAG
M_talapoin AGAATAAGCAGGACTCCTTTCCAGGTCACCACTTGCAACCTACGTGGAGGATCCCCCCGGCCTCCATGCCGGTACCGAGCCACAG
P_troglodytes AGAATAAGCAAGTCTTCTTTCCAGGTCACCACTTGCAAGCTACATGGAGGGTCCCCCTGGCCTCCATGCCAGTACCGAGCCACAG
M_mulata AGAATAAGCACGTCTCCTTTCCAGGTCACCACTTGCAAACTACGTGGAGGATCCCCCCGGCCTCCATGCCAGTACCGAGCCACAC
E_caballus AGAATAAGCAAGACTCGTTTCCAGGTCACCACTTGCAAGCATGCAGGAGGGTCCCCCCGGCCTCCATGCCGATACAGAGCCACAC
S_oedipus AGAAAAAGCAAGTCTGCTTTCCAGGTCACCATTTGCAAGCATAGAGGAGGGTCCCCCCGGCCTCCATGCCAGTACCGAGCCACAG
B_taurus AGAATAAGCAAGTCTGAATTCCAGATCACCATCTGCAAGCATAAAGGAGGTTCCTCCCGGCCTCCATGCCGGTACGGAGCCACAG
S_sciureus AGAATAAGCACGTCTGCTTTCCAGGTCACCATTTGCAGGCATATAGGAGGGTCCCCCCGGCCTCCATGCCGGTACCGAGCCACAG
A_trivirgatus AGAATAAGCAAGTCTGCTTTCCAGGTCACCATTTGCAGGCATATAGGAGGGTCCCCCCGGCCTCCATGCCGGTACCGAGCCACAG
P_hamadryas AGAATAAGCAAGTCTCCTTTTCAGGTCACCACTTGCAAGCTACATGGAGGATCCCCCCGGCCTCCATGCCGGTACCGAGCCACAC
C_guereza AGAATAAGCAAGTCTCCTTTCCAGGTCACCACTTGCAACCTACGTGGAGGATCCCCCCGGCCTCCATGCCGGTACCGAGCCACAG
M_domestica AGAATAAGCAAGTCACGATTTCAGGTCACTAACTGTGAGCATCGAGGAGGGTCTACAAAACCTCCCTGCAAGTACAGGGCCACTT

410 420 430 440 450 460 470 480
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H_sapiens TTGTTGTTGCTTGTGAAAATGGCTTACCTGTCCACTTGGATCAGTCAATTTTCCGT-----------------------------
M_musculus1 TTGTTATTGCCTGTGAGAATGGCTTGCCGGTCCACTTCGATGAGTCATTTTTC--------------------------------
M_musculus2 TTATTATTGGCTGTGAGAATGGCTGGCCTGTCCACTTTGATGAGTCTTTTATC--------------------------------
M_musculus3 TTGTTATTGCCTGTGAAGATGGCTGGCCTGTCCACTTCGATGAGTCTTTTATC--------------------------------
M_musculus4 TTGTTATTGCCTGTGAAGATGGCTGGCCTGTCCACTTCGATGAGTCTTTTATC--------------------------------
M_musculus5 TTGTTATTGCCTGTGAAGATGGCTGGCCTGTCCACTTCGATGAGTCTTTTATC--------------------------------
M_musculus6 TTGTTATTGCCTGTGAAGATGCCTGGCCTGTCCACTTCGATGAGTCTTTTATC--------------------------------
R_norvegicus1 TTGTTATTGCCTGTGAAAATGGCTTGCCTGTCCACTTTGATGAGTCTTTTATC--------------------------------
R_norvegicus2 TTGTTATTGCCTGTGAGAATGGCTTGCCTGTCCACTTTGATGAGTCTTTTATCAGTCTCTACTCAGCAGGCCCCCGGCGCAGACC
T_francoisi TTGTTGTTGCTTGTGAAAATGACCTGCCTGTCCACTTGGATCAGTCAATTTTC--------------------------------
P_avunculus TTGTTGTTGCTTGTGAAAATGACCTGCCTGTCCACTTGGATCAGTCAATTTTC--------------------------------
P_bieti TTGTTGTTGCTTGTGAAAATGACCTGCCTGTCCACTTGGATCAGTCAATTTTC--------------------------------
P_roxellana TTGTTGTTGCTTGTGAAAATGACCTGCCTGTCCACTTGGATCAGTCAATTTTC--------------------------------
P_pygmaeus TTGTTGTTGCTTGTGAAAATGGCTTACCTGTCCACTTGGATCAGTCAATTTTCCGT-----------------------------
C_aethiops TTGTTGTTGGTTGTGAAAATGGCCTACCTGTCCACTTGGATGAGTCAATTTTC--------------------------------
S_scrofa TAGCTGTTGCCTGTGAAAATGGCTTGCCTGTCCACTTTGATGAGTCCTTTATC--------------------------------
M_talapoin TTGTTGTTGCTTGTGAAAATGGCCTACCTGTCCACTTGGATCAGTCAATTTTC--------------------------------
P_troglodytes TTGTTGTTGCTTGTGAAAATGGCTTACCTGTCCACTTGGATCAGTCAATTTTCCGT-----------------------------
M_mulata TTGTTGTTGGTTGTGAAAATGGCCTACCTGTCCACTTGGATGAGTCCATTTTC--------------------------------
E_caballus TTGTCATTGCCTGTGAAAACGGCTTGCCTGTCCACTTTGATGAGTCCTTTTTC--------------------------------
S_oedipus TTGTAGTTGCCTGTGAAAATGGCTTACCTGTCCACTTAGATGAGTCCATTTTC--------------------------------
B_taurus TTGTTGTCGGCTGTGAAAATGGCTTGCCCGTCCACTTTGATGAGTCCTTTATC--------------------------------
S_sciureus TTGTTATTGCCTGTGAAAATGGCTTACCTGTCCACTTAGATGAGTCCATTTTC--------------------------------
A_trivirgatus TTGTTGTTGCCTGTGAAAATGACTTACCTGTCCACTTAGATGAGTCCATTTTC--------------------------------
P_hamadryas TTGTTGTTGGTTGTGAAAATGGCCTACCTGTCCACTTGGATGAGTCCATTTTC--------------------------------
C_guereza TTGTTGTTGCTTGTGAAAATGACCTACCTGTCCACTTGGATCAGTCAATTTTC--------------------------------
M_domestica TCATCATTGCCTGTGAGAATAATTTACCTGTCCACCTTGACCAGACCATCATT--------------------------------



510 520
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H_sapiens -------------CGTCCG------
M_musculus1 -------------AGTCTA------
M_musculus2 -------------AGTCCA------
M_musculus3 -------------AGTCCG------
M_musculus4 -------------AGTCCG------
M_musculus5 -------------AGTATG------
M_musculus6 -------------AGTCTG------
R_norvegicus1 -------------AGTCTC------
R_norvegicus2 TTTATCTCCCCTCACCCCAGAACAC
T_francoisi -------------CATCCG------
P_avunculus -------------CGTCCG------
P_bieti -------------CGTCCG------
P_roxellana -------------CGTCCG------
P_pygmaeus -------------CGTCTG------
C_aethiops -------------CGTCCG------
S_scrofa -------------ATTACAAGCCAG
M_talapoin -------------CGTCCG------
P_troglodytes -------------CGTCCG------
M_mulata -------------CGTCCG------
E_caballus -------------CGTCCA------
S_oedipus -------------CGTCCA------
B_taurus -------------ACTCCACGCCAC
S_sciureus -------------CGTCCG------
A_trivirgatus -------------CGTCCG------
P_hamadryas -------------CGTCCG------
C_guereza -------------CGTCCG------
M_domestica -------------GCAAAA------


