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MVM——-GLGVLLLVEFVLGLGLTPPTL-AQDNSRYTHFLTQHYDAKPQGRDDRYCESIMRRRGL——-TSPCKDINTFIHGNKRSIK
MAI-—-SPGPLFLIFVLGLVVIPPTL-AQDDSRYTKFLTQHHDAKPKGRDDRYCERMMKRRSL—-—-TSPCKDVNTEIHGNKSNIK
MAM——--SPGPLFLVFLLGLVVIPPTL-SODDSRYTKFLTQHYDAKPKGRDDRYCESMMVKRKL—-—-TSFCKDVNTEFIHDTKNNIK
MVM——-SPGSLLLVFLLSLDVIPPTL-AQDNYRYIKFLTQHYDAKPTGRDYRYCESMMKKRKL—--TSPCKEVNTEFIHDTKNNIK
MTM——-SPCPLLLVEVLGLVVIPPTL-AQNE-RYEKFLROHYDAKPKGCRDDRYCESMMKERKL—-—-TSPCKDVNTEIHGTKKNIR
MVI-—-SPGSLLLVFLLSLDVIPPTL-AQDNYRYKNFLNQHYDAKPTGRDYRYCESMMKKRKL—--TSPCKEVNTEFIHDTKNNIK
MVM——-SPGSLMLVEFVLSLVVISPTL-AKDNYRYIKFLTQHYDAKPTGWDHRYCYLCMMKKRIQETLKCKEANTEF IHDTKKNIK
MEM——-SLRPLLSVEVLGLVSTPSTL-AQDDPRYTKFLTQHYDAKPKGRDARYCESMMRRRGCL-—-TSPCKEVNTEFIHGNKGSIK
MEM——-SLRPLLLVEVLSLVATPSTL-AQDDPRYTKFLTQHYDAKPKGRDARYCESMMKRRGL—-—-TSPCKEVNTEF IHGNKGSIK
MVM——-GLGLFLLVEFMLGLGLTPPTL-AQDNSRYRDFLTKHYDATPQGRNDRYCESMMRRRGL——-TSPCKDINTFIHGNSRHIK
MVM——-GLGLFLLVEFMLGLGLTPPTL-AQDNSRYRDFLTKHYDATPQGRNDRYCESMMRRRGL——-TSPCKDINTFIHGNSRHIK
MVM——-GLGLFLLVEFMLGLGLTPPTL-AQDNSRYRDFLTKHYDATPQGRNDRYCESMMRRRGL——-TSPCKDINTFIHGNSRHIK
MVM——-GLGLFLLVEFMLGLGLTPPTL-AQDNSRYRDFLTKHYDATPQGRNDRYCESMMRRRGL——-TSPCKDINTFIHGNSRHIK
MVM——-GLGVLLLVEMLGLGLTPPTL-AQDNSRYTDFLAQHYDPKPQGRDDRYCESIMRRRGL-—-TSPCKGINTFIHGSKRSIK
MVM——-GLGLFLLVEMLGLGLTPPTL-AQDNSRYRDFLAKHYDATPQGRNDRYCESTMRRRHL-—-TSPCKDINTFIHGNRHHIK
MVI-—-LLGPLLLVFMLGLGLAPLSL-AKDEDRYTHFLTQHYDAKPKGRDGRYCESIMKORGL——TRPCKEVNTFIHGTRNDIK
MVM——-GLGLFLLVEFMLGLGLTSPTL-AQDNSRYRDFLSKHYDARPQGRNDRYCDSMMRRQGM—-—-TSPCKDINTEFIHGNRRSIR
MVM——-GLGVLLLVEVLGLGLTPPTL-AQDNSRYTHFLTQHYDAKPQGRDHRYCESIMRRRGL——-TSPCKDINTFIHGNKRSIK
MVM——-GLGLFLLVEFMLGLGLTPPTL-AQDNPRYRDFLAKHYDATPQGRNDRYCESTMRRRHL-—-TSPCKDINTFVHGNRHHIT
MAM——-SLCPLLLVFVLGLGLTPPSL-AQDDSRYRQFLTKHYDANPRGRNDRYCESMMVRRHL-—-TTPCKDTNTFIHGSKSSIK
MVM——-GLHLLFLVFILGLGLTPPTL-AQNDLRYNRFLEEHYDPKTKNGNDRYCDKMMRLRNM-—-ISPCKAINTFIHGKKESIK
MVM—-—-VLSPLFLVFILGLGLTPVAP-AQDDYRYIHFLTQHYDAKPKGRNDEYCEFNMMKNRRL-—-TRPCKDRNTEFIHGNKNDIK
MVM——-GPHLLLLVFILGLGLTPPTL-AQNDSRYIKFLDQHYDPKTKNGNDKYCEKMMRLRNM-—-ISPCKEINTFIHGNKASIK
MVM——-GLHLLLLVFILGLGLTPPTL-AQNDIRYIKFLDQHYDPKTKNGNDKYCEKMMRLRNM-—-ISPCKEINTFIHGNKASIK
MVM——-GLGLFLLVEFMLGLGLTLPTL-AQDNFRYRDFLAKHYDGTPEGRNDRYCESTMRRRHL—-—-TSPCKDTNTFIHGNRHHIN
MVM——-GLGLFLLVFLLGLGLTPPTL-ALDNPRYRDFLTKHYDATPQGRNDRYCESKMRKLGL-—-TSPCKAINTFIHGNSRHIK
MVMFLKAMDPFLLLFILGLWLVPPSLTTQANAREKHFLIQHYDSKPKGRDDKYCTAIMRORGL——TQPCKDMNTEF IHGDYPSIK
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RISKSSFQVTTCKLHGGSPWPPCQYRATAGFRNVVVACENGLPVHLDQSIFR RP——
RMSKSPFQVTTCKHTGGSPRPPCQYRASAGFRHVVIACENGLPVHEFDESFEF SL—-
RISKSHFQVTTCTHKGRSPRPPCRYRASKGFRYIIIGCENGWPVHEDESEI SP—-
RISNSRFQVTTCTHKGGSPRPPCQYNAFKDFRYIVIACEDGWPVHEDESFI SP—-
RISNSPFQITTCTHSRGSPWPPCGYRAFKDFRYIVIACEDGWPVHEDESFI SP—-
RISNSRFQITTCKHKGGSPKPPCQYKAFKDFRYIVIACEDGWPVHEDESFEI SM——
RISNSPFQITTCNHSGGSPKPPCQYRDFKDFRYIVIACEDAWPVHEDESFI SL—-
RISQSPFQITTCKHTGGSPRPPCRYRASAGFRHVVIACENGLPVHEFDESFI SL—-
RISQSPFQITTCKHTGGSPRPPCRYRASAGFRHVVIACENGLPVHFDESFISLYSAGPRRRPSSVLFLSPLTPEH
RISKSPFQVTTCNLRGGSPWPPCRYRATAGFRNIVVACENDLPVHLDQSIF HP——
RISKSPFQVTTCNLRGGSSRPPCRYRATAGFRNIVVACENDLPVHLDQSIF RP——
RISKSPFQVTTCNLRGGSSRPPCRYRATAGFRNIVVACENDLPVHLDQSIF RP——
RISKSPFQVTTCNLRGGSSRPPCRYRATAGFRNIVVACENDLPVHLDQSIF RP——
RISKSSFQVTTCKLHGGSPWPPCHYRATADFRNIVVACENGLPVHLDQSIFR RL——
RISKSPFQVTTCNLRGGSPRPPCQYRATRGSRNIVVGCENGLPVHLDESIF RP——
RRSKSPFQITTCKHKGGSNRPPCGYRATAGFRTIAVACENGLPVHEDESFI ITSQ
RISRTPFQVTTCNLRGGSPRPPCRYRATAGFRNIVVACENGLPVHLDQSIF RP——
RISKSSFQVTTCKLHGGSPWPPCQYRATAGFRNVVVACENGLPVHLDQSIFR RP——
RISTSPFQVTTCKLRGGSPRPPCQYRATRGSRNIVVGCENGLPVHLDESIF RP——
RISKTRFQVTTCKHAGGSPRPPCRYRATPGFRSIVIACENGLPVHEFDESFEF RP——
RKSKSAFQVTICKHRGGSPRPPCQYRATAGSRNVVVACENGLPVHLDESIF RP——
RISKSEFQITICKHKGGSSRPPCRYGATEDSRVIVVGCENGLPVHEDESFEI TPRH
RISTSAFQVTICRHIGGSPRPPCRYRATAGFRNIVIACENGLPVHLDESIF RP——
RISKSAFQVTICRHIGGSPRPPCRYRATAGFRNLVVACENDLPVHLDESIF RP——
RISKSPFQVTTCKLHGGSPRPPCRYRATRGSRNIVVGCENGLPVHLDESIF RP——
RISKSPFQVTTCNLRGGSPRPPCRYRATAGFRNIVVACENDLPVHLDQSIF RP——

RISKSRFQVTNCEHRGGSTKPPCKYRATSDFRYIIIACENNLPVHLDQTII AK——



