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Cheng et al.

clAP1 promoter sequence

4751 TTACAAGCCT ATCAGACCTA CATCTGGAAC AGGTCATATA TACTTTGGTG

clAP2 promoter sequence

5451 GTGTTTGGCG GTGTCTCGTG CTATCCAGGC TGGCCTCAAG TTCCGAATGG

Yap1 promoter sequence

3401 TGAGTTCCAG GACAGCCAGG GCTACACAGA GARAACTGTGG CTCGAAAAAC

Yap1 intron sequence

entry

MO0076
MOOD75
MOO101
MOO101
MO0128
MOODS0
MOOQO07S
MOO077

entry

MOD203
MOD101
MO0148
MOO100
Mo0148
MO00S50

entry
Ho0148
Mo0100
MOo00S0
MO0076
MOO123
Mooz 40

entry
MO0003
HODO0S0

GATCTGCCAG AAACTAGCCT CAAACTTGCC TGCCTCTGCC

Suppl.  Fig.

score
GATA-2 90.5
GATA-1 89.0
CdxA 87.1
Cex i 86.4
GATA-1 86.3
e2F  86.z === E2F binding site
GATA-1 85.3
GATA-3 85.0
sScore
GATA-X 94.8
CdxA 89.3
3RY 89.1
Cex i 87.2
SRY §6.4
E2F  86.z === E2F binding site
score
SRY  92.7
Cdxi  91.0
e2F  88.5 === E2F binding site
GATA-Z 88.1
c-Mye/ 86.8
Nkx-2. 86.0
score
Spl  86.3
E2F s6.z === E2F binding site

%max
100 === p53 binding site
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0.0

specific siRNA - + - + - +
control siRNA + - + - + -

clAP1 clAP2 Yap1

s — Yap1 (70KD)

— — clAP1 (70KD)

s e — Gapdh (36KD)

- +  specific siRNA
+ = control siRNA
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