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Figure SI1

Transfer of aca4/11 to a non-suppresing growth medium induces an accumulation of ROS and the apparition of
callose deposits. Plants grown hydroponically in an anion suppression condition (showing no visible lesions) were trans-
fered at t = Oh into a standard solution. ROS levels (full leaves pictures) and callose deposition (leaves microscopy
pictures- 1,3 mm wide) were tracked by DAB and aniline blue staining, respectively, during 54 to 72h. ROS can be visu-
alized as dark brown dots, and callose deposits as brighter regions (see arrows).



t=18nh t=30h

Figure SI2

Lesions initials in aca4/11 occurs predominantly in mesophyll cells. Leaves of aca4/11, transfered
from an anion suppression solution to a standard hydroponic solution, were stained with aniline blue for
callose deposition. The figure presents two examples of optical sections of leaves (size: 1,3 mm) taken at
18h (left) or 30h (right) after transfer. Arrows indicate aniline blue-stained cells considered as
micro-lesions. Globular shaped spaced cells correspond to mesophyll cells while closed round-shaped cells
are considered as parenchyma.



Figure SI3

Lesions and vessels localization were compared. Lesions initials stained with aniline blue
(see Figure 4 and 5) appearing within 25mm of a vessel were considered as vessel associated. Average
number of lesion initials per leaf and vessel dependent lesion initials for t=18 and 30h are presented (+
SEM, n=16).



lon content (g/Kg DW)

40,0 |
[ WS-0h
I aca4/11-0h

300F BN \\V/S-30h
N aca4/11-30h

20,0 -

10,0

0,6

04

0,2 -

0,0

Ca Fe K Mg Mn Na P S
Figure SI4

Ion analysis measurements by ICP-AES providing the content of major ions in aca4-1/11-
1 and WS plants grown in standard hydroponic solution supplemented with 15mM NH4NO; (lesion
suppressed conditions), or in plants grow in parallel and transferred for 30h to a “lesion inducing
solution” (standard hydroponic solution) (see Figure 4). No significant difference between WS and
aca4-1/11-1 were found, except a 20% reduction (p<0.05) for K in the double mutant in all conditions.



Figure SIS

Relative SA levels in aca4/I1upon lesion induction.
“he lesion induction was conducted similarly to fig. 4. Metabolites were extracted with chloroform
ind SA was measured by GC-MS after derivatization. SA levels are expressed relatively to the internal
control mandelic acid (MA, added during the extraction) and rosette fresh weight (FW)



Figure S16: DNA sequence of the ACA11-GFP contructs.

ps1657, ACAllpromoter:: ACA11-GFP (The promoter is cloned between a unique Sbfl site at
2623 and a unique Xhol ste at 4758. The ACA11-GFP cDNA coding sequence is cloned
between Xhol at 4758 and a unique Sacl at 8626.

TTTTTATCCCCGGAAGCCTGTGGATAGAGGGTAGTTATCCACGTGAAACCGCTAATGCCCCGCAAAGCCTTGATTCACGG
GGCTTTCCGGCCCGCTCCAAAAACTATCCACGTGAAATCGCTAATCAGGGTACGTGAAATCGCTAATCGGAGTACGTGAA
ATCGCTAATAAGGTCACGTGAAATCGCTAATCAAAAAGGCACGTGAGAACGCTAATAGCCCTTTCAGATCAACAGCTTGC
AAACACCCCTCGCTCCGGCAAGTAGTTACAGCAAGTAGTATGTTCAATTAGCTTTTCAATTATGAATATATATATCAATT
ATTGGTCGCCCTTGGCTTGTGGACAATGCGCTACGCGCACCGGCTCCGCCCGTGGACAACCGCAAGCGGTTGCCCACCGT
CGAGCGCCAGCGCCTTTGCCCACAACCCGGCGGCCGGCCGCAACAGATCGTTTTATAAATTTTTTTTTTTGAAAAAGAAA
AAGCCCGAAAGGCGGCAACCTCTCGGGCTTCTGGATTTCCGATCCCCGGAATTAGAGATCTTGGCAGGATATATTGTGGT
GTAACGTTATCGATCTGGATTTTAGTACTGGATTTTGGTTTTAGGAATTAGAAATTTTATTGATAGAAGTATTTTACAAA
TACAAATACATACTAAGGGTTTCTTATATGCTCAACACATGAGCGAAACCCTATAAGAACCCTAATTTCCCTTATCGGGA
AACTACTCACACATTATTTATGGAGAAAATAGAGAGAGATAGATTTGTAGAGAGAGACTGGTGATTTCAGCGTACCGAAT
TAATTCTCCCGCGACCAGCCGAGCGAGCTTAGCGAACTGTGGACGAGAACTGTGCCACCAAGCGTAAGGCCGTTCTCTCG
CATTTGCCTTGCTAGGCTCGCGCGAGTTGCTGGCTGAGGCGTTCTCGAAATCAGCTCTTGTTCGGTCGGCATCTACTCTA
TTCCTTTGCCCTCGGACGAGTGCTGGGGCGTCGGTTTCCACTATCGGCGAGTACTTCTACACAGCCATCGGTCCAGACGG
CCGCGCTTCTGCGGGCGATTTGTGTACGCCCGACAGTCCCGGCTCCGGATCGGACGATTGCGTCGCATCGACCCTGCGCC
CAAGCTGCATCATCGAAATTGCCGTCAACCAAGCTCTGATAGAGTTGGTCAAGACCAATGCGGAGCATATACGCCCGGAG
GCGTGGCGATCCTGCAAGCTCCGGATGCCTCCGCTCGAAGTAGCGCGTCTGCTGCTCCATACAAGCCAACCACGGCCTCC
AGAAGAAGATGTTGGCGACCTCGTATTGGGAATCCCCGAACATCGCCTCGCTCCAGTCAATGACCGCTGTTATGCGGCCA
TTGTCCGTCAGGACATTGTTGGAGCCGAAATCCGCGTGCACGAGGTGCCGGACTTCGGGGCAGTCCTCGGCCCAAAGCAT
CAGCTCATCGAGAGCCTGCGCGACGGACGCACTGACGGTGTCGTCCATCACAGTTTGCCAGTGATACACATGGGGATCAG
CAATCGCGCATATGAAATCACGCCATGTAGTGTATTGACCGATTCCTTGCGGTCCGAATGGGCCGAACCCGCTCGTCTGG
CTAAGATCGGCCGCAGCGATCGCATCCATAGCCTCCGCGACCGGCTGAAGAACAGCGGGCAGTTCGGTTTCAGGCAGGTC
TTGCAACGTGACACCCTGTGCACGGCGGGAGATGCAATAGGTCAGGCTCTCGCTGAACTCCCCAATGTCAAGCACTTCCG
GAATCGGGAGCGCGGCCGATGCAAAGTGCCGATAAACATAACGATCTTTGTAGAAACCATCGGCGCAGCTATTTACCCGC
AGGACATATCCACGCCCTCCTACATCGAAGCTGAAAGCACGAGATTCTTCGCCCTCCGAGAGCTGCATCAGGTCGGAGAC
GCTGTCGAACTTTTCGATCAGAAACTTCTCGACAGACGTCGCGGTGAGTTCAGGCTTTTTCATAGGGATCAGCTTGGGCT
GTCCTCTCCAAATGAAATGAACTTCCTTATATAGAGGAAGGGTCTTGCGAAGGATAGTGGGATTGTGCGTCATCCCTTAC
GTCAGTGGAGATGTCACATCAATCCACTTGCTTTGAAGACGTGGTTGGAACGTCTTCTTTTTCCACGATGCTCCTCGTGG
GTGGGGGTCCATCTTTGGGACCACTGTCGGCAGAGGCATCTTGAATGATAGCCTTTCCTTTATCGCAATGATGGCATTTG
TAGGAGCCACCTTCCTTTTCTACTGTCCTTTCGATGAAGTGACAGATAGCTGGGCAATGGAATCCGAGGAGGTTTCCCGA
AATTACCCTTTGTTGAAAAGTCTCAATAGCCCTTTGGTCTTCTGAGACTGTATCTTTGACATTTTTGGAGTAGGGGTACG
ATAACATTAACGTTTACAATTTCGCGCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTC
TTCGCTATTACGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCAC
GACGTTGTAAAACGACGGCCAGTGAATTGTAATACGACTCACTATAGGGCGAATTGGGTACCCCTGCAGGAAGCTTGAGA
GTCTTTAAAGCTGTGAGTTGTTTACTCCATGTGCTCTTATCTTCTTCTCATTTTTTTTCCTTCTGCAATCATAATGTAGT
GAAATGATCATAATCTGCTTAGAGAATTTAATGCCATGACTCAGATGAGAAGTAGAAAGATTGTTTCATCTTTCATTAGT
TATTTTGCGCTAACATTTGATATCTTCATATTCATTTTCGAAATCCGCACATCTGGACAGAAATATGTATTATCTTATAA
ATGGTTATGAAATAGTTGTCAACGTAAAAGAATTGTTAGAATGCTACCTAAATAACGTTGTGCTTCTTGATTGTGTCAAC
TGTTAAACACTAACAAACAACTAATCACGATTGCGTTTTTTAAATTATGAATAGAGTGGTGAGGTTTTTTTTTTTGTTTG
TGGGCTGGAAAACCCATAAAATTAAAAGGCTAGTTTCTATTCTTGTAATATTAAGACTTGGCTTATAGTTTTCCTTGTTG
TTAAATAAAGACTTTTGCTCATGAGGAGACACTGGGTCAAACATGGGTGACAAGTGAAGCCAATGGGCAGCTAGGGATTC
CCTATTAATATATTAAATGCATGTTTCTGACCATGGAGCCAACCTTTTATTACATTAATAATTTAAGTTCACATCATATA
ACGTCATATATGTATATGTTATACTCGGTTGATCAAAAAAAAAAAAGTATGTGTTATAATTGACCAGCTTTCTGAATTCT
CTATAGTTTATTATATATAAGAGCATGATTGTTCACAAGTCTAAAGATGTGTCTGTATGGATCTATAATTCTTCTTAATG
TGAATTCTTTAAAGGCTACCAGATTTGTGATCAACATGTATTCTTTTTGGTCAACTTGTTTAAACCGCATTTATACATAA
AGCTAGGTTTAAACTTTTCCGAATAGTAAACCAATAGATTAAAGGCTCTCAACAATGTTTTTTTTGGCTATCTAGCATTT
GTTTAATAGCAAATAAATCATTTTAAAATGGATTTGCATACAAAGAAACAAAAAGTCTTTGAATATTTGGTGAGGAAAGG
TGTAATAATTAATATTATTAAGAGTTGATAATGGGATTAATTAATACTATTAGAAGGCAGCGCAGCCTCATAAAGTGGCG
ATACCTTAAAACAGAGCAACTTGGATGGCTTTTGCTATTTGTGGATCCACGCACATTCGAATCAACGATGTACATACTTT
ATACGTTTTATTGTTAGTGTTTTTTTTGTTAAATACTTTATAAGATTATGTCTTATAATCTTTTCAGATTAGACACTAGA
TTTCGTTAATCTTTTGTTACAACTGCAACGAAAAATCCCGGTCTACCTCTACATATTTATAACATTGCTATATTTGTAAA
TTTGATTAACATTACAGAAACAACTATAACATTAACAGTCATGTAACACTAATTGTAAAATACATGTAACATTTGCATGG
AAATGAAGAGAGCATAAACTTAGGTAAATAAACACAAAATTATGTAGGAAAAAAGTAGCTAAGAACATTAATCATACATG
CTAAAAATACCGTTTCATTGAAATATATGTGTAATTCTGCGATTAGTATAGTATTTACAATCTTGTAATTAATGTCACAT
GCTCTGCGAATTAGTAACACTACATAAAAATTACGAAAAACAGAAATACAGAAAAATATATCAAAAGGTATATTTATTTA
TAGAAAACTTGATACAACAAAACCTAATAAAATTAGGCAGATTTATCGGGTCGGATCTTTGAACATGGATTAAATTCTCT
TAAATACCACAACAACAAAACAATACGTACATACGAAAACCCACGAAAAGAGGACGCAAGACAAGACTTTCTTCAAAGTT
GGATTGCGTCAAAATAATCAAAAAACGAACCAACAGATGCGAAAAGGCGGCCCGGCCCGATAACCCGAGTAAACCGGGTT
TGGAGTTTTGTAACACTACATAAAAATTGCTCAGCAACCTCACACACAACAACAAACTCCCACGTTTGACAGAGAATAGA
GGACGAAGGAGCCTTCACTCTCCTCTCTCTCTCTTCACCTTCCTTCGCGCCGGCGAAGATTATTATTCTCTGTTTTTTAA
GAGAAAAGTAAACGGAGAGAGAGATTTTTTGAAAGTACTCGAGATGTCTAATCTACTAAAGGATTTCGAGGTCGCATCTA
AGAATCCGTCGCTGGAAGCTCGTCAACGATGGCGATCCTCCGTGGGACTCGTAAAAAATCGGGCTCGTCGTTTCCGTATG
ATCAGTAATCTCGACAAACTCGCTGAGAATGAGAAGAAGAGATGCCAGATCCAGGAAAAGATAAGGGTTGTCTTCTATGT
TCAAAAGGCAGCTTTTCAGTTTATTGATGCTGGTGCCCGCCCTGAATATAAACTCACTGATGAGGTCAAAAAAGCAGGAT
TTTATGTCGAAGCAGATGAGCTTGCTTCTATGGTTCGCAATCATGACACAAAGAGCCTTACAAAAATCGGAGGACCTGAA
GGAATCGCTCAGAAAGTATCTGTATCTCTCGCTGAAGGTGTACGTTCGAGTGAACTACACATCAGAGAAAAAATCTATGG




AGAAAACCGTTATACTGAGAAACCAGCCAGATCATTTTTAACGTTTGTTTGGGAAGCGCTTCAAGACATTACCCTTATCA
TCCTTATGGTCTGCGCTGTAGTATCAATAGGAGTGGGAGTTGCAACAGAAGGTTTTCCAAAGGGCATGTATGATGGGACG
GGGATCTTGCTTAGTATAATCTTGGTGGTCATGGTTACTGCTATCAGTGACTACAAGCAATCTTTGCAGTTCAGAGATTT
GGATCGAGAGAAAAAGAAGATTATTATTCAAGTCACCAGGGATGGCAGCAGACAAGAGGTCTCCATCCATGACTTGGTTG
TTGGAGATGTGGTCCATTTATCTATTGGGGATCAAGTTCCAGCTGATGGGATTTTTATATCCGGATACAATCTGGAGATA
GACGAGTCAAGCTTATCGGGCGAGAGTGAACCATCACATGTGAATAAAGAGAAGCCGTTTCTGCTTTCAGGAACCAAAGT
CCAAAACGGCTCTGCAAAAATGCTGGTGACAACCGTTGGTATGAGGACTGAGTGGGGAAAGTTGATGGATACTCTGAGTG
AGGGTGGAGAGGATGAGACCCCTCTGCAGGTGAAACTAAATGGTGTTGCAACAATCATAGGTAAGATTGGTTTAGGCTTT
GCAGTGCTTACGTTTGTGGTGTTGTGCATAAGGTTCGTTGTGGAGAAAGCCACGGCTGGTAGCATCACTGAGTGGTCTTC
TGAAGATGCACTAACATTGCTTGACTACTTTGCAATTGCTGTTACCATTATAGTCGTTGCTGTACCTGAAGGGTTACCTT
TGGCTGTGACCTTAAGTCTAGCATTTGCTATGAAGCAATTAATGAGTGATAGGGCACTTGTAAGGCATCTGGCTGCATGT
GAGACGATGGGTTCTTCTACCTGCATCTGCACGGATAAAACAGGGACCTTAACCACTAACCACATGGTAGTCAACAAAGT
TTGGATATGTGAAAATATCAAAGAGAGGCAAGAGGAAAACTTCCAGTTGAACCTATCCGAACAAGTTAAGAATATCCTTA
TACAGGCCATATTTCAGAACACTGGTTCTGAAGTTGTTAAGGATAAGGAAGGAAAAACTCAGATCCTGGGTTCACCTACA
GAAAGGGCGATACTGGAATTTGGTTTGCTTTTGGGTGGTGACGTTGACACGCAACGCCGAGAACATAAGATACTCAAGAT
CGAGCCATTCAACTCAGACAAGAAGAAAATGTCTGTTCTTACATCTCATTCAGGTGGTAAAGTACGTGCTTTCTGCAAAG
GTGCATCTGAAATAGTCTTGAAAATGTGTGAGAAGGTTGTGGATTCAAACGGAGAATCTGTTCCTTTATCTGAAGAAAAG
ATTGCAAGTATCTCTGATGTCATAGAGGGATTTGCTTCAGAGGCTCTTAGGACTCTCTGCTTAGTTTACACGGATCTTGA
TGAAGCTCCCAGAGGGGATCTTCCTAATGGTGGCTACACATTGGTAGCAGTTGTTGGAATCAAGGACCCGGTTCGGCCTG
GTGTTAGGGAAGCCGTTCAGACTTGTCAAGCTGCTGGAATCACTGTTCGTATGGTCACTGGTGATAACATTAGCACTGCC
AAAGCGATTGCAAAGGAATGTGGTATACTTACAGCAGGAGGTGTAGCTATAGAAGGTTCAGACTTCCGTAATTTGCCTCC
ACATGAAATGAGGGCCATTCTACCGAAAATCCAGGTGATGGCTCGGTCTTTGCCATTGGACAAACATACATTAGTCAACA
ACTTGAGGAAAATGGGAGAGGTAGTTGCAGTGACTGGGGATGGAACAAATGATGCTCCTGCATTGCATGAGGCTGACATT
GGACTTGCCATGGGAATAGCTGGAACAGAGGTTGCGAAAGAGAATGCTGATGTTATCATAATGGACGACAACTTTGCAAC
AATAGTGAATGTGGCAAAATGGGGACGTGCTGTGTATATCAACATCCAGAAGTTTGTTCAGTTCCAGCTAACTGTTAATG
TTGTTGCTCTGATCATCAACTTTGTCTCTGCTTGCATCACTGGATCTGCGCCACTCACCGCAGTGCAACTGCTTTGGGTG
AACATGATCATGGACACACTTGGTGCATTGGCTCTAGCGACCGAACCTCCCAACGAAGGTTTAATGAAACGCCAACCAAT
CGGTAGAACAGCAAGCTTCATCACCAGAGCTATGTGGAGAAACATCATTGGTCAAAGCATTTATCAGTTAATCGTTCTCG
GCATCCTCAACTTTGCTGGCAAACAAATACTCAACCTTAATGGCCCAGATTCAACAATTGTTCTCAACACAATTATCTTC
AACTCTTTCGTCTTTTGCCAGGTGTTTAATGAAGTAAACAGCAGAGAGATAGAGAAGATAAATGTGTTCGAAGGAATGTT
CAAGAGTTGGGTGTTTGTTGCTGTAATGACTGCAACAGTTGGATTCCAAGTGATCATTGTTGAGTTCCTTGGAGCATTTG
CAAGCACTGTTCCTTTGAGCTGGCAACATTGGCTACTCTGCATTTTGATTGGTTCCGTAAGCATGATTCTAGCCGTTGGT
CTTAAATGCATACCGGTTGAGTCTAACCGTCATCACGATGGCTATGAGCTGCTTCCTTCTGGTCCATCTGACTCTGCCGG
AGGTGGACTAGTGATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACG
TAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGC
ACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCTTCACCTACGGCGTGCAGTGCTTCAGCCGCTACCC
CGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGG
ACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATC
GACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGA
CAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACT
ACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCGCCCTGAGC
AAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCACGGCATGGACGA
GCTGTACAAGGGTCTAGACCCGGGAATGCATCACCATCACCATCACGGATCCTGATTGATCGATAGAGCTCGAATTTCCC
CGATCGTTCAAACATTTGGCAATAAAGTTTCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATTTC
TGTTGAATTACGTTAAGCATGTAATAATTAACATGTAATGCATGACGTTATTTATGAGATGGGTTTTTATGATTAGAGTC
CCGCAATTATACATTTAATACGCGATAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGCGGTGTCATC
TATGTTACTAGATCGGGAATTCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTCCGAGCTTGGCGTAATCATGGTCATAGC
TGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGHCATAAAGTGTAAAGCCTGGGG
TGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGC
TGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCG
CTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGA
TAACGCAGGAAAGAACATGAAGGCCTTGACAGGATATATTGGCGGGTAAACTAAGTCGCTGTATGTGTTTGTTTGAGATC
TCATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCC
CCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCC
CCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAA
GCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCAC
GAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATC
GCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGC
CTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAGAAGAGTTGGT
AGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAA
AGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGG
TCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATAT
GTGTAACATTGGTCTAGTGATTAGAAAAACTCATCGAGCATCAAATGAAACTGCAATTTATTCATATCAGGATTATCAAT
ACCATATTTTTGAAAAAGCCGTTTCTGTAATGAAGGAGAAAACTCACCGAGGCAGTTCCATAGGATGGCAAGATCCTGGT
ATCGGTCTGCGATTCCGACTCGTCCAACATCAATACAACCTATTAATTTCCCCTCGTCAAAAATAAGGTTATCAAGTGAG
AAATCACCATGAGTGACGACTGAATCCGGTGAGAATGGCAAAAGTTTATGCATTTCTTTCCAGACTTGTTCAACAGGCCA
GCCATTACGCTCGTCATCAAAATCACTCGCATCAACCAAACCGTTATTCATTCGTGATTGCGCCTGAGCGAGACGAAATA
CGCGATCGCTGTTAAAAGGACAATTACAAACAGGAATCGAATGCAACCGGCGCAGGAACACTGCCAGCGCATCAACAATA
TTTTCACCTGAATCAGGATATTCTTCTAATACCTGGAATGCTGTTTTCCCTGGGATCGCAGTGGTGAGTAACCATGCATC
ATCAGGAGTACGGATAAAATGCTTGATGGTCGGAAGAGGCATAAATTCCGTCAGCCAGTTTAGTCTGACCATCTCATCTG
TAACAACATTGGCAACGCTACCTTTGCCATGTTTCAGAAACAACTCTGGCGCATCGGGCTTCCCATACAATCGGTAGATT



GTCGCACCTGATTGCCCGACATTATCGCGAGCCCATTTATACCCATATAAATCAGCATCCATGTTGGAATTTAATCGCGG
CCTTGAGCAAGACGTTTCCCGTTGAATATGGCTCATAACACCCCTTGTATTACTGTTTATGTAAGCAGACAGTTTTATTG
TTCATGATGATATATTTTTATCTTGTGCAATGTAACATCAGAGATTTTGAGACACAACGTGGCTTTGTTGAATAAATCGA
ACTTTTGCTGAGTTGAAGGATCAGATCACGCATCTTCCCGACAACGCAGACCGTTCCGTGGCAAAGCAAAAGTTCAAAAT
CACCAACTGGTCCACCTACAACAAAGCTCTCATCAACCGTGGCTCCCTCACTTTCTGGCTGGATGATGGGGCGATTCAGG
CGATCCCCATCCAACAGCCCGCCGTCGAGCGGGCT

ps1658, 35s:: ACAll-GFP (The 35s promoter is cloned between a Sbfl site at 2642 and a
unique Xhol ste at 3533. The ACA11-GFP cDNA coding sequence is cloned between Xhol at
3533 and a unique Sacl at 7401.

TTTTTATCCCCGGAAGCCTGTGGATAGAGGGTAGTTATCCACGTGAAACCGCTAATGCCCCGCAAAGCCTTGATTCACGG
GGCTTTCCGGCCCGCTCCAAAAACTATCCACGTGAAATCGCTAATCAGGGTACGTGAAATCGCTAATCGGAGTACGTGAA
ATCGCTAATAAGGTCACGTGAAATCGCTAATCAAAAAGGCACGTGAGAACGCTAATAGCCCTTTCAGATCAACAGCTTGC
AAACACCCCTCGCTCCGGCAAGTAGTTACAGCAAGTAGTATGTTCAATTAGCTTTTCAATTATGAATATATATATCAATT
ATTGGTCGCCCTTGGCTTGTGGACAATGCGCTACGCGCACCGGCTCCGCCCGTGGACAACCGCAAGCGGTTGCCCACCGT
CGAGCGCCAGCGCCTTTGCCCACAACCCGGCGGCCGGCCGCAACAGATCGTTTTATAAATTTTTTTTTTTGAAAAAGAAA
AAGCCCGAAAGGCGGCAACCTCTCGGGCTTCTGGATTTCCGATCCCCGGAATTAGAGATCTTGGCAGGATATATTGTGGT
GTAACGTTATCGATCTGGATTTTAGTACTGGATTTTGGTTTTAGGAATTAGAAATTTTATTGATAGAAGTATTTTACAAA
TACAAATACATACTAAGGGTTTCTTATATGCTCAACACATGAGCGAAACCCTATAAGAACCCTAATTTCCCTTATCGGGA
AACTACTCACACATTATTTATGGAGAAAATAGAGAGAGATAGATTTGTAGAGAGAGACTGGTGATTTCAGCGTACCGAAT
TAATTCTCCCGCGACCAGCCGAGCGAGCTTAGCGAACTGTGGACGAGAACTGTGCCACCAAGCGTAAGGCCGTTCTCTCG
CATTTGCCTTGCTAGGCTCGCGCGAGTTGCTGGCTGAGGCGTTCTCGAAATCAGCTCTTGTTCGGTCGGCATCTACTCTA
TTCCTTTGCCCTCGGACGAGTGCTGGGGCGTCGGTTTCCACTATCGGCGAGTACTTCTACACAGCCATCGGTCCAGACGG
CCGCGCTTCTGCGGGCGATTTGTGTACGCCCGACAGTCCCGGCTCCGGATCGGACGATTGCGTCGCATCGACCCTGCGCC
CAAGCTGCATCATCGAAATTGCCGTCAACCAAGCTCTGATAGAGTTGGTCAAGACCAATGCGGAGCATATACGCCCGGAG
GCGTGGCGATCCTGCAAGCTCCGGATGCCTCCGCTCGAAGTAGCGCGTCTGCTGCTCCATACAAGCCAACCACGGCCTCC
AGAAGAAGATGTTGGCGACCTCGTATTGGGAATCCCCGAACATCGCCTCGCTCCAGTCAATGACCGCTGTTATGCGGCCA
TTGTCCGTCAGGACATTGTTGGAGCCGAAATCCGCGTGCACGAGGTGCCGGACTTCGGGGCAGTCCTCGGCCCAAAGCAT
CAGCTCATCGAGAGCCTGCGCGACGGACGCACTGACGGTGTCGTCCATCACAGTTTGCCAGTGATACACATGGGGATCAG
CAATCGCGCATATGAAATCACGCCATGTAGTGTATTGACCGATTCCTTGCGGTCCGAATGGGCCGAACCCGCTCGTCTGG
CTAAGATCGGCCGCAGCGATCGCATCCATAGCCTCCGCGACCGGCTGAAGAACAGCGGGCAGTTCGGTTTCAGGCAGGTC
TTGCAACGTGACACCCTGTGCACGGCGGGAGATGCAATAGGTCAGGCTCTCGCTGAACTCCCCAATGTCAAGCACTTCCG
GAATCGGGAGCGCGGCCGATGCAAAGTGCCGATAAACATAACGATCTTTGTAGAAACCATCGGCGCAGCTATTTACCCGC
AGGACATATCCACGCCCTCCTACATCGAAGCTGAAAGCACGAGATTCTTCGCCCTCCGAGAGCTGCATCAGGTCGGAGAC
GCTGTCGAACTTTTCGATCAGAAACTTCTCGACAGACGTCGCGGTGAGTTCAGGCTTTTTCATAGGGATCAGCTTGGGCT
GTCCTCTCCAAATGAAATGAACTTCCTTATATAGAGGAAGGGTCTTGCGAAGGATAGTGGGATTGTGCGTCATCCCTTAC
GTCAGTGGAGATGTCACATCAATCCACTTGCTTTGAAGACGTGGTTGGAACGTCTTCTTTTTCCACGATGCTCCTCGTGG
GTGGGGGTCCATCTTTGGGACCACTGTCGGCAGAGGCATCTTGAATGATAGCCTTTCCTTTATCGCAATGATGGCATTTG
TAGGAGCCACCTTCCTTTTCTACTGTCCTTTCGATGAAGTGACAGATAGCTGGGCAATGGAATCCGAGGAGGTTTCCCGA
AATTACCCTTTGTTGAAAAGTCTCAATAGCCCTTTGGTCTTCTGAGACTGTATCTTTGACATTTTTGGAGTAGGGGTACG
ATAACATTAACGTTTACAATTTCGCGCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTC
TTCGCTATTACGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCAC
GACGTTGTAAAACGACGGCCAGTGAATTGTAATACGACTCACTATAGGGCGAATTGGGTACCCCTGCAGGAAGCTTGCAT
GCCTGCAGGTCAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGG
GCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTTATTGT
GAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTG
CCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAG
CAAGTGGATTGATGTGATAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGA
CCAAAGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACT
TTATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAGAT
GCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTC
TTCAAAGCAAGTGGATTGATGTGATATCTCCACTGACGTAAGGGATGACGCACAATCCCACTATCCTTCGCAAGACCCTT
CCTCTATATTAGGAAGTTCATTTCATTTGGAGAGGACCTCGACCTCAACACAACATATACAAAACAAACGAATCTCAAGC
AATCAAGCATTCTACTTCTATTGCAGCAATTTAAATCATTTCTTTTAAAGCCAAAGCAATTTTCTGGAAATTTTCACCAT
TTACGAACGATACTCGAGATGTCTAATCTACTAAAGGATTTCGAGGTCGCATCTAAGAATCCGTCGCTGGAAGCTCGTCA
ACGATGGCGATCCTCCGTGGGACTCGTAAAAAATCGGGCTCGTCGTTTCCGTATGATCAGTAATCTCGACAAACTCGCTG
AGAATGAGAAGAAGAGATGCCAGATCCAGGAAAAGATAAGGGTTGTCTTCTATGTTCAAAAGGCAGCTTTTCAGTTTATT
GATGCTGGTGCCCGCCCTGAATATAAACTCACTGATGAGGTCAAAAAAGCAGGATTTTATGTCGAAGCAGATGAGCTTGC
TTCTATGGTTCGCAATCATGACACAAAGAGCCTTACAAAAATCGGAGGACCTGAAGGAATCGCTCAGAAAGTATCTGTAT
CTCTCGCTGAAGGTGTACGTTCGAGTGAACTACACATCAGAGAAAAAATCTATGGAGAAAACCGTTATACTGAGAAACCA
GCCAGATCATTTTTAACGTTTGTTTGGGAAGCGCTTCAAGACATTACCCTTATCATCCTTATGGTCTGCGCTGTAGTATC
AATAGGAGTGGGAGTTGCAACAGAAGGTTTTCCAAAGGGCATGTATGATGGGACGGGGATCTTGCTTAGTATAATCTTGG
TGGTCATGGTTACTGCTATCAGTGACTACAAGCAATCTTTGCAGTTCAGAGATTTGGATCGAGAGAAAAAGAAGATTATT
ATTCAAGTCACCAGGGATGGCAGCAGACAAGAGGTCTCCATCCATGACTTGGTTGTTGGAGATGTGGTCCATTTATCTAT
TGGGGATCAAGTTCCAGCTGATGGGATTTTTATATCCGGATACAATCTGGAGATAGACGAGTCAAGCTTATCGGGCGAGA
GTGAACCATCACATGTGAATAAAGAGAAGCCGTTTCTGCTTTCAGGAACCAAAGTCCAAAACGGCTCTGCAAAAATGCTG
GTGACAACCGTTGGTATGAGGACTGAGTGGGGAAAGTTGATGGATACTCTGAGTGAGGGTGGAGAGGATGAGACCCCTCT
GCAGGTGAAACTAAATGGTGTTGCAACAATCATAGGTAAGATTGGTTTAGGCTTTGCAGTGCTTACGTTTGTGGTGTTGT
GCATAAGGTTCGTTGTGGAGAAAGCCACGGCTGGTAGCATCACTGAGTGGTCTTCTGAAGATGCACTAACATTGCTTGAC
TACTTTGCAATTGCTGTTACCATTATAGTCGTTGCTGTACCTGAAGGGTTACCTTTGGCTGTGACCTTAAGTCTAGCATT




TGCTATGAAGCAATTAATGAGTGATAGGGCACTTGTAAGGCATCTGGCTGCATGTGAGACGATGGGTTCTTCTACCTGCA
TCTGCACGGATAAAACAGGGACCTTAACCACTAACCACATGGTAGTCAACAAAGTTTGGATATGTGAAAATATCAAAGAG
AGGCAAGAGGAAAACTTCCAGTTGAACCTATCCGAACAAGTTAAGAATATCCTTATACAGGCCATATTTCAGAACACTGG
TTCTGAAGTTGTTAAGGATAAGGAAGGAAAAACTCAGATCCTGGGTTCACCTACAGAAAGGGCGATACTGGAATTTGGTT
TGCTTTTGGGTGGTGACGTTGACACGCAACGCCGAGAACATAAGATACTCAAGATCGAGCCATTCAACTCAGACAAGAAG
AAAATGTCTGTTCTTACATCTCATTCAGGTGGTAAAGTACGTGCTTTCTGCAAAGGTGCATCTGAAATAGTCTTGAAAAT
GTGTGAGAAGGTTGTGGATTCAAACGGAGAATCTGTTCCTTTATCTGAAGAAAAGATTGCAAGTATCTCTGATGTCATAG
AGGGATTTGCTTCAGAGGCTCTTAGGACTCTCTGCTTAGTTTACACGGATCTTGATGAAGCTCCCAGAGGGGATCTTCCT
AATGGTGGCTACACATTGGTAGCAGTTGTTGGAATCAAGGACCCGGTTCGGCCTGGTGTTAGGGAAGCCGTTCAGACTTG
TCAAGCTGCTGGAATCACTGTTCGTATGGTCACTGGTGATAACATTAGCACTGCCAAAGCGATTGCAAAGGAATGTGGTA
TACTTACAGCAGGAGGTGTAGCTATAGAAGGTTCAGACTTCCGTAATTTGCCTCCACATGAAATGAGGGCCATTCTACCG
AAAATCCAGGTGATGGCTCGGTCTTTGCCATTGGACAAACATACATTAGTCAACAACTTGAGGAAAATGGGAGAGGTAGT
TGCAGTGACTGGGGATGGAACAAATGATGCTCCTGCATTGCATGAGGCTGACATTGGACTTGCCATGGGAATAGCTGGAA
CAGAGGTTGCGAAAGAGAATGCTGATGTTATCATAATGGACGACAACTTTGCAACAATAGTGAATGTGGCAAAATGGGGA
CGTGCTGTGTATATCAACATCCAGAAGTTTGTTCAGTTCCAGCTAACTGTTAATGTTGTTGCTCTGATCATCAACTTTGT
CTCTGCTTGCATCACTGGATCTGCGCCACTCACCGCAGTGCAACTGCTTTGGGTGAACATGATCATGGACACACTTGGTG
CATTGGCTCTAGCGACCGAACCTCCCAACGAAGGTTTAATGAAACGCCAACCAATCGGTAGAACAGCAAGCTTCATCACC
AGAGCTATGTGGAGAAACATCATTGGTCAAAGCATTTATCAGTTAATCGTTCTCGGCATCCTCAACTTTGCTGGCAAACA
AATACTCAACCTTAATGGCCCAGATTCAACAATTGTTCTCAACACAATTATCTTCAACTCTTTCGTCTTTTGCCAGGTGT
TTAATGAAGTAAACAGCAGAGAGATAGAGAAGATAAATGTGTTCGAAGGAATGTTCAAGAGTTGGGTGTTTGTTGCTGTA
ATGACTGCAACAGTTGGATTCCAAGTGATCATTGTTGAGTTCCTTGGAGCATTTGCAAGCACTGTTCCTTTGAGCTGGCA
ACATTGGCTACTCTGCATTTTGATTGGTTCCGTAAGCATGATTCTAGCCGTTGGTCTTAAATGCATACCGGTTGAGTCTA
ACCGTCATCACGATGGCTATGAGCTGCTTCCTTCTGGTCCATCTGACTCTGCCGGAGGTGGACTAGTGATGGTGAGCAAG
GGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTC
CGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCT
GGCCCACCCTCGTGACCACCTTCACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCACGACTTC
TTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGC
CGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCC
TGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTG
AACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGA
CGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATC
ACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCACGGCATGGACGAGCTGTACAAGGGTCTAGACCCGGGA
ATGCATCACCATCACCATCACGGATCCTGATTGATCGATAGAGCTCGAATTTCCCCGATCGTTCAAACATTTGGCAATAA
AGTTTCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATTTCTGTTGAATTACGTTAAGCATGTAAT
AATTAACATGTAATGCATGACGTTATTTATGAGATGGGTTTTTATGATTAGAGTCCCGCAATTATACATTTAATACGCGA
TAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGCGGTGTCATCTATGTTACTAGATCGGGAATTCAGC
TTTTGTTCCCTTTAGTGAGGGTTAATTCCGAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCC
GCTCACAATTCCACACAACATACGAGCCGGAAGHCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACA
TTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGC
GGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGL
GAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGAAGGCC
TTGACAGGATATATTGGCGGGTAAACTAAGTCGCTGTATGTGTTTGTTTGAGATCTCATGTGAGCAAAAGGCCAGCAAAA
GGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGAC
GCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCT
CCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACG
CTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCT
GCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAAC
AGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAAC
AGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAGAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCA
CCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATC
TTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTT
CACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGTGTAACATTGGTCTAGTGATTAGA
AAAACTCATCGAGCATCAAATGAAACTGCAATTTATTCATATCAGGATTATCAATACCATATTTTTGAAAAAGCCGTTTC
TGTAATGAAGGAGAAAACTCACCGAGGCAGTTCCATAGGATGGCAAGATCCTGGTATCGGTCTGCGATTCCGACTCGTCC
AACATCAATACAACCTATTAATTTCCCCTCGTCAAAAATAAGGTTATCAAGTGAGAAATCACCATGAGTGACGACTGAAT
CCGGTGAGAATGGCAAAAGTTTATGCATTTCTTTCCAGACTTGTTCAACAGGCCAGCCATTACGCTCGTCATCAAAATCA
CTCGCATCAACCAAACCGTTATTCATTCGTGATTGCGCCTGAGCGAGACGAAATACGCGATCGCTGTTAAAAGGACAATT
ACAAACAGGAATCGAATGCAACCGGCGCAGGAACACTGCCAGCGCATCAACAATATTTTCACCTGAATCAGGATATTCTT
CTAATACCTGGAATGCTGTTTTCCCTGGGATCGCAGTGGTGAGTAACCATGCATCATCAGGAGTACGGATAAAATGCTTG
ATGGTCGGAAGAGGCATAAATTCCGTCAGCCAGTTTAGTCTGACCATCTCATCTGTAACAACATTGGCAACGCTACCTTT
GCCATGTTTCAGAAACAACTCTGGCGCATCGGGCTTCCCATACAATCGGTAGATTGTCGCACCTGATTGCCCGACATTAT
CGCGAGCCCATTTATACCCATATAAATCAGCATCCATGTTGGAATTTAATCGCGGCCTTGAGCAAGACGTTTCCCGTTGA
ATATGGCTCATAACACCCCTTGTATTACTGTTTATGTAAGCAGACAGTTTTATTGTTCATGATGATATATTTTTATCTTG
TGCAATGTAACATCAGAGATTTTGAGACACAACGTGGCTTTGTTGAATAAATCGAACTTTTGCTGAGTTGAAGGATCAGA
TCACGCATCTTCCCGACAACGCAGACCGTTCCGTGGCAAAGCAAAAGTTCAAAATCACCAACTGGTCCACCTACAACAAA
GCTCTCATCAACCGTGGCTCCCTCACTTTCTGGCTGGATGATGGGGCGATTCAGGCGATCCCCATCCAACAGCCCGCCGT
CGAGCGGGCT



