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Supplemental Figure Legends 

 

Figure S1. Mde4 and Pcs1 are phosphorylated during mitosis. 

(A) List of proteins identified by mass spectrometry co-purifying with S. pombe Pcs1-TAP 

and Mde4-TAP isolated from nda3-KM311-arrested cells (JG15058 and JG15137, 

respectively) or cycling cells (JG15137). Only proteins identified with more than two peptides 

are included. Proteins found in other unrelated purifications are omitted from this table. 

(B) Mde4 and Pcs1 phosphorylation sites identified by mass spectrometry. The identified 

phosphorylated residues are indicated in red. Sequence coverage is highlighted in yellow. 

 

Figure S2. Sensitivity of cells expressing Cdc2-as to 1-NM-PP1. Serial dilutions of wild type 

cells (JG15123) or cdc2Δ cells expressing the analog-sensitive Cdc2-as (Cdc2-F84G) 

(JG15125) were spotted on YES plates containing or lacking 5 μM 1-NM-PP1 and grown for 

2 days at 32°C. 

 

Figure S3. Interdependent localization of Pcs1 and Mde4. 

(A) Wild-type cells expressing Pcs1-GFP and Mis6-HA (JG15031), or Mde4-GFP and Mis6-

HA (JG15033), mde4Δ mutant cells expressing Pcs1-GFP and Mis6-HA (JG15383), and 

pcs1Δ mutant cells expressing Mde4-GFP and Mis6-HA (JG15366) were fixed and stained 

with antibodies against HA and GFP. Nuclei were visualized by Hoechst staining. 

(B) Cells as described in Figure S3A were analyzed by Western blot analysis using anti-

tubulin and anti-GFP antibodies. 

 

 

 

 



The genotypes of S. pombe strains used in this study 

  
Strains Genotype 
JG15031 h+ nda3-311 mis6-HA-leu2 pcs1-GFP-leu2 leu1-32  
JG12013 h+ nda3-311 leu1-32 ura4-D18 his2 
JG14985 h+ nda3-311 pcs1-GFP-leu2 leu1-32 ura4-D18 his2 
JG12239 h- nda3-311 sgo2-GFP-KanR ura4 
JG15033 h+ nda3-311 mis6-HA-leu2 leu1-32 mde4-GFP-KanR 
JG15356 h? nda3-311 mis6-HA mde4-GFP cdc2::ClonNatR cdc2-

as-HphR 
JG15161 h- mCherry-atb2-hphR nuf2-GFP-KanR pcs1::CloneNatR 
JG15351 h- clr4::LEU2+ Nuf2-GFP-KanR mCherry-atb2-hphR leu1-

32 
JG15058 h? nda3-311 pcs1-HA-TAP-KanR 
JG15137 h+ nda3-311 leu1-32 ura4-D18 his2 mde4-Tap-KanR 
JG15414 h+ lys1 his7 leu1 ura4 ade6-210 pcs1::ClonNatR pcs1-wt-

HphR 
JG14821 h+ lys1 his7 leu1 ura4 ade6-210 pcs1::ClonNatR 
JG15549 h+ lys1 his7 leu1 ura4 ade6-210 pcs1::ClonNatR 

pcs1-L140A-HphR 
JG15550 h+ lys1 his7 leu1 ura4 ade6-210 pcs1::ClonNatR 

pcs1-F154A-HphR 
JG15551 h+ lys1 his7 leu1 ura4 ade6-210 pcs1::ClonNatR 

pcs1-F154D-HphR 
JG15552 h+ lys1 his7 leu1 ura4 ade6-210 pcs1::ClonNatR 

pcs1-F212A-HphR 
JG15553 
 

h+ lys1 his7 leu1 ura4 ade6-210 pcs1::ClonNatR 
pcs1-F212D-HphR 

JG15383 h+ nda3-311 mis6-HA-leu2 pcs1-GFP-LEU2 leu1-32  
mde4::KanR 

JG15366 
 
JG15123 
JG15125 

h+ nda3-311 mis6-HA-leu2 mde4-GFP-KanR leu1-32   
pcs1::CloneNatR 
h? cdc2+ 
h- cdc2::ClonNatR cdc2-as-HphR 

 
 
 
 








