Figure S3. Multiple alignment of GH22i motif sequences.
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tr|Q81U26]Q81U26_VENPH LSCGYFQIK
tr|C8CBPO|C8CBPO_VENPH LSCGYFQIK
tr|Q9BLEO|Q9BLEO_VENPH LSCGYFQIK
tr|Q8ITT7|Q8ITT7_9BIVA LSCGYFQIK
tr|Q8ITT8|Q81TT8_9BIVA LSCGYFQIK
tr|Q81TU2]Q81TU2_MYTED LSCGPFQIK
tr|Q8ITT9|Q8ITT9_MYTGA LSCGPFQIK
tr|D0QS77|DOQS77_9BIVA LSCGPFQIK
tr|Q81TUO|Q8ITUO_9BIVA LSCGPFQIK
tr|Q8ITUL]Q8ITUL 9BIVA LSCGPFQIK
tr|DOQSI1]DOQSI1_9BIVA LSCGPFQIK
tr|D0QS81|DOQS81_9BIVA LSCGPFQIK
tr|D0QSJ1|DOQSI1_9BIVA LSCGPFQIK
tr|D0QS79|DOQS79_9BIVA LSCGPFQIK
tr|D0QS75]D0QS75_9BIVA LSCGPFQIK
tr|DOQSB7|DOQSB7_9BIVA LSCGPFQIK
tr | DOQSAS|DOQSAS_9BIVA LSCGPFQIK
tr|DOQS86 | DOQS86_9BIVA LSCGPFQIK
tr | ASLHX1 | ASLHX1_MYTGA NSCGYMQIK
tr|Q2XPUS|Q2XPUS_MYTED NSCGYMQIK
tr|Q9B129]Q9B129_CHLIS DSCGYFQLK
tr|Q9TP22|Q9TP22_CHLIS DSCGYFQLK
tr | A3KDX2| A3KDX2_CRAGI  ESCGYYQIK
tr | AOCPZ8| A9CPZ8_CRAGI  ESCGYYQIK
tr | A3KDX3| A3KDX3_CRAGI  YSCGYFQIK
tr|076358|076358_CAEEL LSCGYYQIK
tr|076357]076357_CAEEL LSCGYYQIK
tr|Q19698]Q19698 CAEEL LSCGYYQIK
tr| ASXC38| ABXC38_CAEBR LSCGYYQIK
tr|Q9GYQ2|Q9GYQ2_CAEEL  IGCGYFRLN
tr | ASXRHO|ABXRHO_CAEBR  IGCGYFRLN
tr|A8PY35|ASPY35_BRUMA YGCGYFRLN
tr|QOZMEL | QOZMEL_9ANNE LSCGPFQIK
tr|025091]Q25091_HIRME LSCGPYQIK
tr|Q6TP50]Q6TP50_ASTRU  LSCGPYQIK
tr | AOMTO8 | AOMTO8_STIJA LSCGPYQIK
tr|C3zBZz4|C32ZBZ4_BRAFL LSCGPFQIQ
tr|C3zBZz3|C32BZ3_BRAFL LSCGPFQIQ
tr|C3YM12|C3YM12_BRAFL DSCGPYQIK



