Figure S7. Multiple alignment of GH46 motif sequences.
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tr | D1XP65|D1XP65_9ACTO DGRGYTAGIIGFCSGT
tr [CONEYO|CONEYO_9ACTO DGRGYTAGIIGFCSGT
tr|Q82LJ5|Q82LJ5_STRAW DGRGYTAGIIGFCSGT
tr|QORJIB8|Q9RI8S_STRCO DGRGYTAGIIGFCSGT
tr |COEOE7|C9EOE7_STRLI  DGRGYTAGIIGFCSGT
tr | AOAD68 | AOADGS_STRAM  DGRGYTAGIIGFCSGT
tr|B4VD22|B4VD22_9ACTO DQRGYTAGIIGFCSGT
tr|B1Q2K4|B1Q2K4_9ACTO DGRGYTGGIIGFCSGTH
tr|B5GIH8|B5GIH8_9ACTO DGRGYTAGIIGFCSGT
tr | D2AWS5 | D2AWS5_STRRD DGRGYTAGIIGFCSGT
tr | B5GRN3 | B5SGRN3_STRCL DGRGYTAGVAGFCSGT
tr|B5HRQ8 | BSHRQ8_9ACTO  DGRGYTAGIIGFCSGTS
tr|C6WIU3|C6WIU3_ACTMD DGRGYTAGIIGFCSGT
tr|QOLBG4|QOLBGA_9PSEU DGRGYTAGIIGFCSGT
tr [ASWUI6|A9WUI6_RENSM DDRGYTGGIIGFTSGT
tr|C2BY78|C2BY78_LISGR DGRGYTAGIIGFCSGT
tr|D3JIN7|D3JIN7_9BURK MG-GYTGGIIGFTSGTS
tr|CONEX9 | CONEX9_9ACTO DGRGYTAGIIGFCSGT
tr | D1XP66|D1XP66_9ACTO DGRGYTAGVIGFCSGT
tr|B5HFR3| BSHFR3_STRPR  DGRGYTAGIIGFCSGT
tr | Q8KZM5 | Q8KZM5_9PSED  DGRGYTGGLIGFTSGT
tr | A7TKBWS |A7KBWS_9MICO DGRGYTGGLIGFTSGT
tr |Q7WTO7 |Q7WTO7_9ACTO DGRGYTAGIIGFCSGT
tr | D1XSHL|D1XSH1_9ACTO DGNGYTAGIVGFCSGTN
tr|B5HATO|B5HATO_STRPR  DGNGYTAGIIGFCSGTN
tr|Q82A68|Q82A68_STRAW DGRGYTAGVIGFCTGTH
tr|A7Z8HO|A7Z8H9_BACA2 DGRGYTCGRAGFTTAT
tr | AOEQW7 | AOEQW7_9BACI  DGRGYTCGRAGFTTAT
tr|QOET84|QOET84_BACAM DGRGYTCGRAGFTTAT
tr | BOW6GO | BOW6GO_BACSU  DGRGYTCGRAGFTTAT
tr | DOFHB6 | DOFHB6_BACSU  DGRGYTCGRAGFTTAT
tr |QOPVM7 | QOPVM7_BACAM  DGRGYTCGRAGFTTAT

tr|024825]024825_9BACL DERGYSIGIFGATT
tr|Q2PWAL|Q2PWAL_9BACL DDRGYTIVLFGATT
tr|Q7NR53|Q7NR53_CHRVO DKRGYTIGIFGATT
tr|QOXDS6|Q9XDS6_BURGA DDRGYTMGIFGATT
tr|Q7MOI1]Q7MOI1_BACCO DQPAYPFAIGGASAD
tr|Q8VU68|Q8VUG8_BACCO GQPAYPFAIGGASAD

T TOTWT

tr|A7RBE5|A7RBES_PBCVA DGRGWTVTLYGACSGT
tr|A7IWRS|A7IWRS_PBCVN DGRGWTVTLYGACSGT
tr|Q84608]Q84608_PBCV1 DGRGWTVTIVGACSGT
tr|012288]012288_9PHYC DGRGWTVTIYGACSGT
tr|A7J6E1|A7JI6EL_PBCVF DGRGWTVTIYGACSGT
tr|A7ITHL]A7ITHL_PBCVM DGRGWTVTIYGACSGT
tr|A7K8G4 |A7K8GA_9PHYC DGRGWTVTLYGACSGT
tr|B2J4Y1|B2J4Y1_NOSP7 DGRGVTIGIYGATTCK



