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Northern blot analysis 

Probes to detect the MIR2831 spanning region: 

P2831LoopS:AATGTGTTTTGTAACTAATGCAAAATGTGC 

P2831LoopAS:GCACATTTTGCATTAGTTACAAAACACATT 

miR2831-3P detection:miR2831-3P:a+cgc+ttc+cct+tga+cca+atc+ca.   

miR165-AS:GGGGGATGAAGCCTGGTCCGA 

 

To detect up and downstream regions of the miRNA, probes were made from PCR 

fragments generated using primers,  

MIR2831-5’cDNAF: GTTGAGAAACTTATGCAAGTTTG and MIR2831-5’cDNAR: 

CCATACTTGAGCAAAATACCAGA to obtain 100-bp amplicon encompassing the 

upstream region and primers MIR2831-3’cDNAF:AAGCGTACTTGTGCAAAATGC 

and MIR2831-3’cDNAR:CCGTCAGTCTGTAATAGCTC to obtain 100-bp fragment 

covering downstream region and were used to label with alpha P-32 dCTP and random 

primer labeling kit (Strategene). 

   

Bisulfite Sequence analysis of cis loci 

Details on genomic DNA extraction and bisulfite sequencing were as described in the 

main paper.  The following primers were used to amplify cis loci. 

Bis-MIR2328F:GGATTTTTATGGCAAAGCTTCG 

Bis-MIR2328R:CAACTTCCGATCCATTCAGAC 

(13 clones from wild-type and 13 clones from nrpd1-3 were analyzed) 

Bis-MIR2883F:CTTTAGCCACTCCAAATCCA 

Bis-MIR2883R:TCCAAATACAGAATCGTGGG 

(15 clones from wild-type and 15 clones from nrpd1-3 were analyzed) 

Bis-MIR2831Fp-GAAATAAGACAATTTAGTTGAGAAA 

Bis-MIR2831Rp-CCTCTTTAGTTACAAAACAAAACC 

(15 clones from wild-type and 15 clones from nrpd1-3 were analyzed) 

Bis-MIR156a1Fp-AGATCTAACACAAAGCTTAAAAGATT 



Bis-MIR156aRp- GATCGTATCTTCTTACCTTAATAT 

(15 clones from wild-type and 15 clones from nrpd1-3 were analyzed) 

 



Fig. S1 Predicted precursor structures of new candidate MIR-genes from Arabidopsis 

1. INTERGENIC REGIONS

>miR2883 CHR4v01212004 strand:+ 2178998 - 2179120 (883, AT4G04407-AT4G04408)
TGCTCTTCTATGTCTTCATCGTCATCACAAATTTCTTCAAACTTAAATATCTTAAGGACCTTCAACGGACTTGATAATAGAGATTAACGAACTTTGTGATGACAACGAAGATACAGAGGATCA
.(.((((((.(((((((...(((((((((((.(((......(((.(.((((..(((..((......)).))))))).).)))......))).)))))))))))...))))))).)))))).). (-36.80)
...................................................................................TTAACGAACTTTGTGATGAC.................... 1
....................................................................................TAACGAACTTTGTGATGACAACG................ 1
......................................................................................ACGAACTTTGTGATGACAACGAAG............. 1
.......................................................................................CGAACTTTGTGATGACAACGAAGA............ 2
.........................................................................................AACTTTGTGATGACAACGAAG............. 53
.........................................................................................AACTTTGTGATGACAACGAAGA............ 4
...........................................................................................CTTTGTGATGACAACGAAG............. 1
............................................................................................TTTGTGATGACAACGAAGA............ 6
............................................................................................TTTGTGATGACAACGAAGATACA........ 1
negative:

>miR2328 CHR5v01212004 strand:+ 15775333 - 15775420 (328  AT5G39370-AT5G39380)
CTTAGAAGAAGCAAAATGACGACTCGGACAACAATAATACAAAACTAATACTTATTGTTGTCGGAGTCGTCATTTTGCATCTTCTAAG
(((((((((.(((((((((((((((.(((((((((((..............))))))))))).))))))))))))))).))))))))) (-51.54)
......AGAAGCAAAATGACGACTCGG............................................................. 35
......AGAAGCAAAATGACGACTCGGA............................................................ 1
......AGAAGCAAAATGACGACTCGGACA.......................................................... 1
.......GAAGCAAAATGACGACTCGGA............................................................ 1
.........AGCAAAATGACGACTCGGACA.......................................................... 2
............AAAATGACGACTCGGACAACA....................................................... 1
............................................................TCGGAGTCGTCATTTTGCATC....... 1
negative: 

>cand2831 CHR3v01212004 strand:+ 6217496 - 6217590 (831   AT3G18145-AT3G18150)
CAAGTATGGTTTTCTTGGCCCATCCACTTCTAATGTGTTTTGTAACTAATGCAAAATGTGCATTAGAAGTGGATTGGTCAAGGGAAGCGTACTTG
((((((((.((..(((((((.(((((((((((((((((((((((.....))))))))..))))))))))))))).)))))))..)).)))))))) (-55.20)
.........TTTTCTTGGCCCATCCACTTCTA............................................................... 1
.........TTTTCTTGGCCCATCCACTTC................................................................. 1
.............................................................ATTAGAAGTGGATTGGTCAAGGGA.......... 1
..............................................................TTAGAAGTGGATTGGTCAAGG............ 1
..............................................................TTAGAAGTGGATTGGTCAAGGGAA......... 1
...............................................................TAGAAGTGGATTGGTCAAGGGAAG........ 2
................................................................AGAAGTGGATTGGTCAAGGGAA......... 1
...................................................................AGTGGATTGGTCAAGGGAAGCGTA.... 5
.....................................................................TGGATTGGTCAAGGGAAGCG...... 2
.....................................................................TGGATTGGTCAAGGGAAGCGT..... 10
......................................................................GGATTGGTCAAGGGAAGCGT..... 1
negative: 

>miR2812 >gi|30698537|ref|NC_003074.4| Arabidopsis thaliana chromosome 3
ATGACAAGATTGATTTTGCCTCTCCATGACAATTTTGCTTCATGGAAATCTTCTCTTCCATGGAGTAGATCTATGGAGAGGCACATCA
((((..((((.((.((((((((((((((.....((((((((((((((........))))))))))))))..)))))))).)))))... (-46.40)
..........................................................CATGGAGTAGATCTATGGAGAGGCACA... 1
...........................................................ATGGAGTAGATCTATGGAGAGG....... 1
...........................................................ATGGAGTAGATCTATGGAGAGGCA..... 4
............................................................TGGAGTAGATCTATGGAGAGGCA..... 1
.............................................................GGAGTAGATCTATGGAGAGGCACA... 1
.............................................................GGAGTAGATCTATGGAGAGGCACATCA 4
..............................................................GAGTAGATCTATGGAGAGGCACAT.. 2
..............................................................GAGTAGATCTATGGAGAGGCACATCA 15
...............................................................AGTAGATCTATGGAGAGGCACATCA 8
................................................................GTAGATCTATGGAGAGGCACATCA 7
.................................................................TAGATCTATGGAGAGGCACATCA 2
..................................................................AGATCTATGGAGAGGCACATCA 1
...................................................................GATCTATGGAGAGGCACATCA 11
....................................................................ATCTATGGAGAGGCACATCA 4
.....................................................................TCTATGGAGAGGCACATCA 3

negative:
 
>miR2010 CHR2v01212004 strand:+ 9927108 - 9927233 (locus_id:161162)
GATGACTTCGTTTTTCGGTCGTTAAATTAGGTAAATATTTTTGACCATATCGAAATACAAAGTCATCCACATTTAGATGTGGTCAAAAATATCTACCTGATTAATGGACGGAATGACAAAGTCATT
((((((((.((((((((..((((((.(((((((.(((((((((((((((((.((((..............)))).))))))))))))))))).)))))))))))))..))))).))).)))))))) (-51.44)
..TGACTTCGTTTTTCGGTCG......................................................................................................... 1
..TGACTTCGTTTTTCGGTCGTT....................................................................................................... 1
....ACTTCGTTTTTCGGTCGTTA...................................................................................................... 1
.....................................................................................AAAATATCTACCTGATTAATGGAC................. 1
........................................................................................ATATCTACCTGATTAATGGACGGA.............. 1
...........................................................................................TCTACCTGATTAATGGACGGA.............. 6
...........................................................................................TCTACCTGATTAATGGACGGAA............. 8
............................................................................................CTACCTGATTAATGGACGGA.............. 1
............................................................................................CTACCTGATTAATGGACGGAA............. 1
.................................................................................................TGATTAATGGACGGAATGACA........ 1
negative: 

>miR2011 CHR3v01212004 strand:+ 13047995 - 13048141 (AT3G32036-AT3G32040 3937 147 1)
GATTTCCTTGTTTGGCTTTATTTCGTGCGGTACTTCAGAAGGTAGTTCAACGGGTAGTTCAGCGAATAGTTCAGCCGGTATGTTGACTCGTTAAAAACCTTTCTAGGTAAACCCATTGGGACAAATCCTAGATAAGGGAAAAAGAGT
(((((((((((((.(((.(..((((.(((((((..((((((..((.((((((....((((((.((.(......).)).))))))))))))))..))))))..))))..))))).))..).))).)).)))))))))))....... (-39.10)
....................TTTCGTGCGGTACTTCAGAAGGTA....................................................................................................... 2
.....................TTCGTGCGGTACTTCAGAAGGTA....................................................................................................... 1
......................TCGTGCGGTACTTCAGAAGGTA....................................................................................................... 1
......................TCGTGCGGTACTTCAGAAGGTAG...................................................................................................... 1
........................GTGCGGTACTTCAGAAGGTAGTTC................................................................................................... 2
....................................................................................................................TGGGACAAATCCTAGATAAGGGA........ 1
negative: 
 
>miR2012 AT3G22160-AT3G22170 1292 146 0
AAAATTTAATCTTATTCTTACACTAATAAAAGGGGTTGTGTGGTAGAGAAAAAAAAACAAAATTAATGTTCTTTTTCTATACTACACAACCTTTTTTTTAGATTTTTTTCTCTACCACAAAACCGCTTTTATTAGTGTAAGAATAA
............((((((((((((((((((((.((((.(((((((((((((((((...((((..((.(((.................))).))..))))...))))))))))))))))).)))).)))))))))))))))))))). (-56.93)
............TATTCTTACACTAATAAAAGG................................................................................................................. 2
...................ACACTAATAAAAGGGGTTGTGTGG....................................................................................................... 2
.....................ACTAATAAAAGGGGTTGTGTG........................................................................................................ 1
.....................ACTAATAAAAGGGGTTGTGTGGTA..................................................................................................... 3
......................CTAATAAAAGGGGTTGTGTGG....................................................................................................... 2



......................CTAATAAAAGGGGTTGTGTGGTA..................................................................................................... 2

.......................TAATAAAAGGGGTTGTGTGGT...................................................................................................... 3

........................AATAAAAGGGGTTGTGTGGTA..................................................................................................... 3

.........................ATAAAAGGGGTTGTGTGGTA..................................................................................................... 1

.........................ATAAAAGGGGTTGTGTGGTAG.................................................................................................... 2

...........................AAAAGGGGTTGTGTGGTAGAGAAA............................................................................................... 1

............................AAAGGGGTTGTGTGGTAGA................................................................................................... 1

............................AAAGGGGTTGTGTGGTAGAGA................................................................................................. 1

............................AAAGGGGTTGTGTGGTAGAGAAA............................................................................................... 1

.............................AAGGGGTTGTGTGGTAGAGAA................................................................................................ 3

..............................AGGGGTTGTGTGGTAGAGAAA............................................................................................... 2

........................................................................................................TTTTTCTCTACCACAAAACCGCTT.................. 9

.........................................................................................................TTTTCTCTACCACAAAACCGCT................... 1

..........................................................................................................TTTCTCTACCACAAAACCGCT................... 4

..........................................................................................................TTTCTCTACCACAAAACCGCTT.................. 2

...........................................................................................................TTCTCTACCACAAAACCGCTT.................. 16

............................................................................................................TCTCTACCACAAAACCGCT................... 1

............................................................................................................TCTCTACCACAAAACCGCTT.................. 1

............................................................................................................TCTCTACCACAAAACCGCTTT................. 13

............................................................................................................TCTCTACCACAAAACCGCTTTTAT.............. 3

.............................................................................................................CTCTACCACAAAACCGCTT.................. 1

.............................................................................................................CTCTACCACAAAACCGCTTT................. 1

.............................................................................................................CTCTACCACAAAACCGCTTTT................ 3

.............................................................................................................CTCTACCACAAAACCGCTTTTAT.............. 1

.............................................................................................................CTCTACCACAAAACCGCTTTTATT............. 1

..............................................................................................................TCTACCACAAAACCGCTTT................. 1

..............................................................................................................TCTACCACAAAACCGCTTTTA............... 14

..............................................................................................................TCTACCACAAAACCGCTTTTAT.............. 3

..............................................................................................................TCTACCACAAAACCGCTTTTATT............. 2

...............................................................................................................CTACCACAAAACCGCTTTTA............... 1

...............................................................................................................CTACCACAAAACCGCTTTTAT.............. 11

...............................................................................................................CTACCACAAAACCGCTTTTATT............. 1

................................................................................................................TACCACAAAACCGCTTTTAT.............. 1

................................................................................................................TACCACAAAACCGCTTTTATT............. 54

................................................................................................................TACCACAAAACCGCTTTTATTA............ 1

................................................................................................................TACCACAAAACCGCTTTTATTAGT.......... 12

.................................................................................................................ACCACAAAACCGCTTTTAT.............. 1

.................................................................................................................ACCACAAAACCGCTTTTATT............. 1

.................................................................................................................ACCACAAAACCGCTTTTATTA............ 4

.................................................................................................................ACCACAAAACCGCTTTTATTAGTGT........ 1

..................................................................................................................CCACAAAACCGCTTTTATT............. 1

..................................................................................................................CCACAAAACCGCTTTTATTAG........... 1

..................................................................................................................CCACAAAACCGCTTTTATTAGTGT........ 1

.......................................................................................................................AAACCGCTTTTATTAGTGTA....... 1

..........................................................................................................................CCGCTTTTATTAGTGTAAGAA... 6
negative: 

>miR2014 CHR4v01212004 strand:- 6786995 - 6787179 AT4G11130-AT4G11140 | chr4:6784437-6794771 FORWARD 2658 2713 upst
CTGAGAGATAATTATGAGTGATGGTCATGGCATGAAAGAAGGTGAGAATTGCATCGTGAATCAAAACCTCCACAAGTTGGATATCTTGATTTTCTGATCAACGCAATTCTTACTTTCTTTCTTGCTCCTATCATCACTGAGTATTTTAATCATAAA
.(((((((((....(.(((((((((...((((.(((((((((((((((((((((((.(((((((....((((.....))))....)))))))..))))....))))))))))))))))))).))))...))))))))).).))))))..))).... (-57.10)
.TGAGAGATAATTATGAGTGATGGT................................................................................................................................... 1
.......ATAATTATGAGTGATGGTCATGGC............................................................................................................................. 1
.........AATTATGAGTGATGGTCATGG.............................................................................................................................. 1
.........AATTATGAGTGATGGTCATGGC............................................................................................................................. 1
.........AATTATGAGTGATGGTCATGGCAT........................................................................................................................... 1
...........TTATGAGTGATGGTCATGGCA............................................................................................................................ 1
.............ATGAGTGATGGTCATGGCATGAAA....................................................................................................................... 1
...............GAGTGATGGTCATGGCATGAAAGA..................................................................................................................... 1
................AGTGATGGTCATGGCATGAAAGA..................................................................................................................... 1
................AGTGATGGTCATGGCATGAAAGAA.................................................................................................................... 1
.....................TGGTCATGGCATGAAAGAAGGTGA............................................................................................................... 1
..........................ATGGCATGAAAGAAGGTGAG.............................................................................................................. 2
..........................ATGGCATGAAAGAAGGTGAGA............................................................................................................. 23
..........................ATGGCATGAAAGAAGGTGAGAA............................................................................................................ 5
..........................ATGGCATGAAAGAAGGTGAGAAT........................................................................................................... 2
..........................ATGGCATGAAAGAAGGTGAGAATT.......................................................................................................... 47
..........................ATGGCATGAAAGAAGGTGAGAATTG......................................................................................................... 2
...........................TGGCATGAAAGAAGGTGAGAA............................................................................................................ 1
...........................TGGCATGAAAGAAGGTGAGAATTGC........................................................................................................ 1
............................GGCATGAAAGAAGGTGAGA............................................................................................................. 2
............................GGCATGAAAGAAGGTGAGAATT.......................................................................................................... 1
................................TGAAAGAAGGTGAGAATTGCA....................................................................................................... 1
........................................................................................................................CTTGCTCCTATCATCACTGAGTA............. 1
negative: 

II. INTRON

>miR2018 AT3G27809.1-1 154 138 0
TATATATATGCTCTATTATATTCGTTCTTTGTTAAAGAATCAATCTAAATATTAAAACGTTTTCATGTGTTGGATACTTGGATATATGATGCTTTAATGATGGCCTAGTGGTAGAGTAAAATAATGTAAAATACTTTT
........(((((((((((....(((..(..((((((.((((((((((.((((...((((....))))....)))).))))))...)))).))))))..).)))...))))))))))).................... (-29.10)
...................................................................................................ATGGCCTAGTGGTAGAGTA.................... 4
....................................................................................................TGGCCTAGTGGTAGAGTA.................... 36

III. 5'-UTR

>miR2022 AT3G20320.2 82 110 0
CCTTCCAAATTCAATAAAAAAACTAAACTTTATGCAGCAAGTTCCAATTTTGTTTTCCGAGCTGTAGTTAGAAAGAAGATAGAGAACATGTGAATTGCGTGAAGCTTCTA
...........................((((((((((((.((((....(((((((((....(((....)))...))))))))))))).)))....)))))))))...... (-21.30)
....................................................................TAGAAAGAAGATAGAGAA........................ 2
......................................................................GAAAGAAGATAGAGAACATG.................... 2
......................................................................GAAAGAAGATAGAGAACA...................... 28
Negative:







 
A) MIR2883-gene 

     
  Position    -100  -96   -90    -87    -82    -76    -73   -70   -67    -64    -55     -52   -48    -39     -31   -27  
 

Types        CG CHH CHG CHH CHH CHH CHH CG CHH CHH CHH CHH CHH CHH CHH CHH  
 
  Wt            40     20     20       0       33       0      73    20     0       0       73       0       47    13       0       0  
 
  nrpd1-3    33    13      20       0       33       0      80    20     0       0       80       0       47     20      0       0 
 

 
     
  Position    -24   -20    -2      3      14      17    4       12     17      29      32     36     43      48     54      60   
 

Types        CG CHH CG CHH CHH CG CHG CHH CHH CHH CHH CHH CHH CHG CHH CHH  
 
  Wt       0       0       0      0       73      0      7       73     80       0       33     40     40      0       0       0 
 
  nrpd1-3      0      0       0      0       80      0      0       80     80       0       33     33     33      0       0       0 
 
 
     
  Position     63      77     82     85  
 

Types       CHG  CG CHH  CHH 
 
  Wt        0       20     20     47  
 
  nrpd1-3      0       20     20     33 
 

 

 
 
 
 
 

hailingjin
Typewritten Text

hailingjin
Typewritten Text
Fig. S4



B) MIR2328-gene 
 

                                                                                         Target Site 
     
  Position     -81  -76    -61    -57     -47    -36    -33    -30   -26   -20   -18     -6        6      14     17     19       
 

Types       CG CHH CHH CHH CHG CHH CHH CHG CG CHH CHH CHH  CHH CG  CHH CG  
 
  Wt               0      0        0       8        0       8       0        0      0      0       8        0        0       0        0      0      
 
  nrpd1-3       0      0        0       0       18      9       9       18     9      9       0        0        9      18       0      9      
 
                                   
                                                  
     
  Position      2        5        13     18     24    35   41    44     51     54      57     67    73   77    95     98 
 

Types     CHH  CHH CHH CHH CHH CG CG CHH CHH CHH CHH CHH CG CG CHG CHH 
 
  Wt        0        0        0       0        0      0     0      0        0       0       0       0       0    0      0       0 
 
  nrpd1-3      0        9        0       9         0      9   18     0        0       0       9       9       9     9     18     0 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
C) MIR2831-gene 

 
                                                                                                                                                            Target Site 
     
  Position       -91     -85     -68     -64      -61    -52      -48    -43      -28     -22     -11     -9         5         10  
 

Types       CHH  CHH  CHH  CHH  CHH  CHH  CHH  CHH   CHG  CHG  CHH CHH  CHH   CHH   
 
  Wt                 0        0        60      60       60        0       60      67       13        0        60     67       67        60  
            
  nrpd1-3        13      13       53      60       60       20      60      60       13       33       47     53       60        53 
 
                                                                                                                                                       
     
  Position       12      15        18       15      21       30       48        57     61       67       74      77      81       87         92 
   

Types       CHH   CHH   CHH  CHH  CHH  CHH   CHH    CG  CHH  CHH    CG   CHG  CHH   CHH    CHH 
 
  Wt         0        60       60         0        0        60       60       67     67        0        60        0      60       60        60 
     
  nrpd1-3      13       53       53        13      13       47       53       80     53        0        80        0      47       53        53 
 
 

 
 

 
 
 
 
 
 
 
 
 
 
 



 
D) MIR156a-gene 

 
                                                                                                                                                                Target Site 
     
  Position      -96    -94    -91   -86      -78     -70    -67      -58    -56     -45    -20   -11    -9        4        18 
 

Types       CHH  CHH  CG   CHH   CHH    CHH  CHH   CHH  CHG  CHH  CHH  CG   CHH    CHG  CHH 
 
  Wt               53      40    73      53       0        7        0      13        0        0       33      0     80       33       40 
 
  nrpd1-3       33      33    80     33       20       7      20      33        7       33      47    13     47       60       60 
 
                                                                                                                                                       
     
  Position             2         8        15       20       25      27       31      34      36      40     44       46        48        
 

Types              CHH  CHH   CHH  CHH  CHH  CHH   CHH  CHH  CHH   CG  CHH   CHH   CHG    
 
  Wt               33       7          0        0         0        33         0       33       0        0      33       33       33           
     
  nrpd1-3             73      13        20       27        0        47        7       67       27      20     40       60      60           
 
 
     
  Position         51       53       57      61       67        68         73       78       80       86       90      93     97  
  

Types          CHH   CHH   CHG  CHG  CHH   CHG     CHG   CHH  CHH  CHG   CHH   CG  CHH 
 
  Wt           7          53       87      33       33         0          0         7       53       33        87       0       0 
 
  nrpd1-3         20        20       53       60      60        13        20        7       13        53       53       20     27 
 
 

 
 



Fig. S5

>cand2883 >gi|30698542|ref|NC_003075.3| Arabidopsis thaliana chromosome 4, complete sequence 2179026 2179167
AATTTCTTCAAACTTAAATATCTTAAGGACCTTCAACGGACTTGATAATAGAGATTAACGAACTTTGTGATGACAACGAAGATACAGAGGATCAAATCAAGTAGGTAAACCACTTTCTAAAGACAATGCCGAATCTTGAAC
************************************************************AACTTTGTGATGACAACGAAG************************************************************ 53 21
......................................................TTAACGAACTTTGTGATGAC................................................................... 1 20
.......................................................TAACGAACTTTGTGATGACAACG............................................................... 1 23
.........................................................ACGAACTTTGTGATGACAACGAAG............................................................ 1 24
..........................................................CGAACTTTGTGATGACAACGAAGA........................................................... 2 24
............................................................AACTTTGTGATGACAACGAAG............................................................ 53 21
............................................................AACTTTGTGATGACAACGAAGA........................................................... 4 22
..............................................................CTTTGTGATGACAACGAAG............................................................ 1 19
...............................................................TTTGTGATGACAACGAAGA........................................................... 6 19
...............................................................TTTGTGATGACAACGAAGATACA....................................................... 1 23
.......................................................................................................................AAGACAATGCCGAATCTTGA.. 2 20
.......................................................................................................................AAGACAATGCCGAATCTTGAA. 38 21
.........................................................................................................................GACAATGCCGAATCTTGAAC 1 20
negative: 0

>cand2328 >gi|30698605|ref|NC_003076.4| Arabidopsis thaliana chromosome 5, complete sequence 15775278 15775419
AATCATGGAAAAACAGGAATGATCCTTCAACTGGCGATTACACTTATAGTAAAACTTAGAAGAAGCAAAATGACGACTCGGACAACAATAATACAAAACTAATACTTATTGTTGTCGGAGTCGTCATTTTGCATCTTCTAA
************************************************************AGAAGCAAAATGACGACTCGG************************************************************ 35 21
............................................................AGAAGCAAAATGACGACTCGG............................................................ 35 21
............................................................AGAAGCAAAATGACGACTCGGA........................................................... 1 22
............................................................AGAAGCAAAATGACGACTCGGACA......................................................... 1 24
.............................................................GAAGCAAAATGACGACTCGGA........................................................... 1 21
...............................................................AGCAAAATGACGACTCGGACA......................................................... 2 21
..................................................................AAAATGACGACTCGGACAACA...................................................... 1 21
negative: 0

>cand2831-3p >gi|30698537|ref|NC_003074.4| Arabidopsis thaliana chromosome 3, complete sequence 6217504 6217645
TTTTCTTGGCCCATCCACTTCTAATGTGTTTTGTAACTAATGCAAAATGTGCATTAGAAGTGGATTGGTCAAGGGAAGCGTACTTGTGCAAAATGCGGCAGTCCAATTCCTAACAAGTTTGGCAAGCAATCCATTTTTGGT
************************************************************TGGATTGGTCAAGGGAAGCGT************************************************************ 10 21
TTTTCTTGGCCCATCCACTTC........................................................................................................................ 1 21
....................................................ATTAGAAGTGGATTGGTCAAGGGA................................................................. 1 24
.....................................................TTAGAAGTGGATTGGTCAAGG................................................................... 1 21
.....................................................TTAGAAGTGGATTGGTCAAGGGAA................................................................ 1 24
......................................................TAGAAGTGGATTGGTCAAGGGAAG............................................................... 2 24
.......................................................AGAAGTGGATTGGTCAAGGGAA................................................................ 1 22
..........................................................AGTGGATTGGTCAAGGGAAGCGTA........................................................... 5 24
............................................................TGGATTGGTCAAGGGAAGCG............................................................. 2 20
............................................................TGGATTGGTCAAGGGAAGCGT............................................................ 10 21
.............................................................GGATTGGTCAAGGGAAGCGT............................................................ 1 20
..................................................................GGTCAAGGGAAGCGTACTTGTGC.................................................... 1 23
....................................................................TCAAGGGAAGCGTACTTGTGC.................................................... 2 21
....................................................................TCAAGGGAAGCGTACTTGTGCA................................................... 1 22
....................................................................TCAAGGGAAGCGTACTTGTGCAA.................................................. 1 23
.....................................................................CAAGGGAAGCGTACTTGTGCAA.................................................. 1 22
...........................................................................................................TCCTAACAAGTTTGGCAAGC.............. 1 20
...........................................................................................................TCCTAACAAGTTTGGCAAGCA............. 1 21
negative: 0

>cand2831-5p >gi|30698537|ref|NC_003074.4| Arabidopsis thaliana chromosome 3, complete sequence 6217444 6217585
AAAAGTAGCTTGCTTGCCATTTTTGTTAGGAACTGGATCTGGTATTTTGCTCAAGTATGGTTTTCTTGGCCCATCCACTTCTAATGTGTTTTGTAACTAATGCAAAATGTGCATTAGAAGTGGATTGGTCAAGGGAAGCGT
************************************************************TTTTCTTGGCCCATCCACTTC************************************************************ 1 21
............CTTGCCATTTTTGTTAGGAAC............................................................................................................ 1 21
..............TGCCATTTTTGTTAGGAACTGG......................................................................................................... 1 22
............................................................TTTTCTTGGCCCATCCACTTCT........................................................... 1 24
............................................................TTTTCTTGGCCCATCCACTTC............................................................ 1 21
................................................................................................................ATTAGAAGTGGATTGGTCAAGGGA..... 1 24
.................................................................................................................TTAGAAGTGGATTGGTCAAGG....... 1 21
.................................................................................................................TTAGAAGTGGATTGGTCAAGGGAA.... 1 24
..................................................................................................................TAGAAGTGGATTGGTCAAGGGAAG... 2 24
...................................................................................................................AGAAGTGGATTGGTCAAGGGAA.... 1 22
........................................................................................................................TGGATTGGTCAAGGGAAGCG. 2 20
........................................................................................................................TGGATTGGTCAAGGGAAGCGT 10 21
.........................................................................................................................GGATTGGTCAAGGGAAGCGT 1 20
negative: 0

>cand2812 >gi|30698537|ref|NC_003074.4| Arabidopsis thaliana chromosome 3, complete sequence 616814 616957
ATGACAAGATTGATTTTGCCTCTCCATGACAATTTTGCTTCATGGAAATCTTCTCTTCCATGGAGTAGATCTATGGAGAGGCACATCATTGTGCAATTGGTAAATTCGTCTGATCGTTTTTTTATATGTGTTTCTGCTTTTAT
**************************************************************GAGTAGATCTATGGAGAGGCACATCA******************************************************* 15 26
..........................................................CATGGAGTAGATCTATGGAGAGGCACA.......................................................... 1 27
...........................................................ATGGAGTAGATCTATGGAGAGG.............................................................. 1 22
...........................................................ATGGAGTAGATCTATGGAGAGGCA............................................................ 4 24
............................................................TGGAGTAGATCTATGGAGAGGCA............................................................ 1 23
.............................................................GGAGTAGATCTATGGAGAGGCACA.......................................................... 1 24
.............................................................GGAGTAGATCTATGGAGAGGCACATCA....................................................... 4 27
..............................................................GAGTAGATCTATGGAGAGGCACAT......................................................... 2 24
..............................................................GAGTAGATCTATGGAGAGGCACATCA....................................................... 15 26
...............................................................AGTAGATCTATGGAGAGGCACATCA....................................................... 8 25
................................................................GTAGATCTATGGAGAGGCACATCA....................................................... 7 24
.................................................................TAGATCTATGGAGAGGCACATCA....................................................... 2 23
..................................................................AGATCTATGGAGAGGCACATCA....................................................... 1 22
...................................................................GATCTATGGAGAGGCACATCA....................................................... 11 21
....................................................................ATCTATGGAGAGGCACATCA....................................................... 4 20
.....................................................................TCTATGGAGAGGCACATCA....................................................... 3 19
.........................................................................................TGTGCAATTGGTAAATTCGTCTGA.............................. 1 24
negative: 0

>cand2010 >gi|30698031|ref|NC_003071.3| Arabidopsis thaliana chromosome 2, complete sequence 9927138 9927280
TAAATATTTTTGACCATATCGAAATACAAAGTCATCCACATTTAGATGTGGTCAAAAATATCTACCTGATTAATGGACGGAATGACAAAGTCATTCTTGTGGATTCCTTGGAAATTGAATGTCAAGGAACAGATGTTCTAAT
************************************************************TCTACCTGATTAATGGACGGAA************************************************************ 8 22
......................................................AAAATATCTACCTGATTAATGGAC................................................................ 1 24
.........................................................ATATCTACCTGATTAATGGACGGA............................................................. 1 24
............................................................TCTACCTGATTAATGGACGGA............................................................. 6 21
............................................................TCTACCTGATTAATGGACGGAA............................................................ 8 22
.............................................................CTACCTGATTAATGGACGGA............................................................. 1 20
.............................................................CTACCTGATTAATGGACGGAA............................................................ 1 21
..................................................................TGATTAATGGACGGAATGACA....................................................... 1 21
.................................................................................ATGACAAAGTCATTCTTGTGGA....................................... 1 22



..................................................................................TGACAAAGTCATTCTTGTGG........................................ 1 20

.................................................................................................TGTGGATTCCTTGGAAATTGAA....................... 1 22
negative: 0

>cand2011 >gi|30698537|ref|NC_003074.4| Arabidopsis thaliana chromosome 3, complete sequence 13047958 13048102
ATAGCTTTGAGGTGCGTCCAAGTGTAGAATAAGTAGGATTTCCTTGTTTGGCTTTATTTCGTGCGGTACTTCAGAAGGTAGTTCAACGGGTAGTTCAGCGAATAGTTCAGCCGGTATGTTGACTCGTTAAAAACCTTTCTAGGT
************************************************************GTGCGGTACTTCAGAAGGTAGTTC************************************************************ 2 24
........................................................TTTCGTGCGGTACTTCAGAAGGTA................................................................ 2 24
.........................................................TTCGTGCGGTACTTCAGAAGGTA................................................................ 1 23
..........................................................TCGTGCGGTACTTCAGAAGGTA................................................................ 1 22
..........................................................TCGTGCGGTACTTCAGAAGGTAG............................................................... 1 23
............................................................GTGCGGTACTTCAGAAGGTAGTTC............................................................ 2 24
negative: 0

>cand2012_star >gi|30698537|ref|NC_003074.4| Arabidopsis thaliana chromosome 3, complete sequence 7820237 7820378
ATAAGGAATAGTTTATGTTTATAAATTCTAAAATAAAAAATTTAATCTTATTCTTACACTAATAAAAGGGGTTGTGTGGTAGAGAAAAAAAAACAAAATTAATGTTCTTTTTCTATACTACACAACCTTTTTTTTAGATTT
***********************************************************TAATAAAAGGGGTTGTGTGGT************************************************************* 3 21
.TAAGGAATAGTTTATGTTTAT....................................................................................................................... 1 21
................................................TATTCTTACACTAATAAAAGG........................................................................ 2 21
.......................................................ACACTAATAAAAGGGGTTGTGTGG.............................................................. 2 24
.........................................................ACTAATAAAAGGGGTTGTGTG............................................................... 1 21
.........................................................ACTAATAAAAGGGGTTGTGTGGTA............................................................ 3 24
..........................................................CTAATAAAAGGGGTTGTGTGG.............................................................. 2 21
..........................................................CTAATAAAAGGGGTTGTGTGGTA............................................................ 2 23
...........................................................TAATAAAAGGGGTTGTGTGGT............................................................. 3 21
............................................................AATAAAAGGGGTTGTGTGGTA............................................................ 3 21
.............................................................ATAAAAGGGGTTGTGTGGTA............................................................ 1 20
.............................................................ATAAAAGGGGTTGTGTGGTAG........................................................... 2 21
...............................................................AAAAGGGGTTGTGTGGTAGAGAAA...................................................... 1 24
................................................................AAAGGGGTTGTGTGGTAGA.......................................................... 1 19
................................................................AAAGGGGTTGTGTGGTAGAGA........................................................ 1 21
................................................................AAAGGGGTTGTGTGGTAGAGAAA...................................................... 1 23
.................................................................AAGGGGTTGTGTGGTAGAGAA....................................................... 3 21
..................................................................AGGGGTTGTGTGGTAGAGAAA...................................................... 2 21
negative: 0
 
>cand2012 >gi|30698537|ref|NC_003074.4| Arabidopsis thaliana chromosome 3, complete sequence 7820325 7820466
AAAAACAAAATTAATGTTCTTTTTCTATACTACACAACCTTTTTTTTAGATTTTTTTCTCTACCACAAAACCGCTTTTATTAGTGTAAGAATAAAATTAAATCCCTTATCTCGAATTTATAAACGTAAACTAATCCTTATC
............................................................TACCACAAAACCGCTTTTATT............................................................ 54 21
....................................................TTTTTCTCTACCACAAAACCGCTT................................................................. 9 24
.....................................................TTTTCTCTACCACAAAACCGCT.................................................................. 1 22
......................................................TTTCTCTACCACAAAACCGCT.................................................................. 4 21
......................................................TTTCTCTACCACAAAACCGCTT................................................................. 2 22
.......................................................TTCTCTACCACAAAACCGCTT................................................................. 16 21
........................................................TCTCTACCACAAAACCGCT.................................................................. 1 19
........................................................TCTCTACCACAAAACCGCTT................................................................. 1 20
........................................................TCTCTACCACAAAACCGCTTT................................................................ 13 21
........................................................TCTCTACCACAAAACCGCTTTTAT............................................................. 3 24
.........................................................CTCTACCACAAAACCGCTT................................................................. 1 19
.........................................................CTCTACCACAAAACCGCTTT................................................................ 1 20
.........................................................CTCTACCACAAAACCGCTTTT............................................................... 3 21
.........................................................CTCTACCACAAAACCGCTTTTAT............................................................. 1 23
.........................................................CTCTACCACAAAACCGCTTTTATT............................................................ 1 24
..........................................................TCTACCACAAAACCGCTTT................................................................ 1 19
..........................................................TCTACCACAAAACCGCTTTTA.............................................................. 14 20
..........................................................TCTACCACAAAACCGCTTTTAT............................................................. 3 21
..........................................................TCTACCACAAAACCGCTTTTATT............................................................ 2 22
...........................................................CTACCACAAAACCGCTTTTA.............................................................. 1 19
...........................................................CTACCACAAAACCGCTTTTAT............................................................. 11 20
...........................................................CTACCACAAAACCGCTTTTATT............................................................ 1 22
............................................................TACCACAAAACCGCTTTTAT............................................................. 1 20
............................................................TACCACAAAACCGCTTTTATT............................................................ 54 21
............................................................TACCACAAAACCGCTTTTATTA........................................................... 1 22
............................................................TACCACAAAACCGCTTTTATTAGT......................................................... 12 24
.............................................................ACCACAAAACCGCTTTTAT............................................................. 1 19
.............................................................ACCACAAAACCGCTTTTATT............................................................ 1 20
.............................................................ACCACAAAACCGCTTTTATTA........................................................... 4 21
.............................................................ACCACAAAACCGCTTTTATTAGTGT....................................................... 1 25
..............................................................CCACAAAACCGCTTTTATT............................................................ 1 19
..............................................................CCACAAAACCGCTTTTATTAG.......................................................... 1 21
..............................................................CCACAAAACCGCTTTTATTAGTGT....................................................... 1 24
...................................................................AAACCGCTTTTATTAGTGTA...................................................... 1 20
......................................................................CCGCTTTTATTAGTGTAAGAA.................................................. 6 21
negative: 0

>cand2014 >gi|30698542|ref|NC_003075.3| Arabidopsis thaliana chromosome 4, complete sequence 6787040 6787184
AGAATTGCGTTGATCAGAAAATCAAGATATCCAACTTGTGGAGGTTTTGATTCACGATGCAATTCTCACCTTCTTTCATGCCATGACCATCACTCATAATTATCTCTCAGTTATATTTGCTTTATGTTTCTTTGTGGTGTAAAA
************************************************************AATTCTCACCTTCTTTCATGCCAT************************************************************ 47 24
.........................................ATAATTATGAGTGATGGTCATGGC............................................................................... 1 24
...........................................AATTATGAGTGATGGTCATGG................................................................................ 1 21
...........................................AATTATGAGTGATGGTCATGGC............................................................................... 1 22
...........................................AATTATGAGTGATGGTCATGGCAT............................................................................. 1 24
.............................................TTATGAGTGATGGTCATGGCA.............................................................................. 1 21
...............................................ATGAGTGATGGTCATGGCATGAAA......................................................................... 1 24
.................................................GAGTGATGGTCATGGCATGAAAGA....................................................................... 1 24
..................................................AGTGATGGTCATGGCATGAAAGA....................................................................... 1 23
..................................................AGTGATGGTCATGGCATGAAAGAA...................................................................... 1 24
.......................................................TGGTCATGGCATGAAAGAAGGTGA................................................................. 1 24
............................................................ATGGCATGAAAGAAGGTGAG................................................................ 2 20
............................................................ATGGCATGAAAGAAGGTGAGA............................................................... 23 21
............................................................ATGGCATGAAAGAAGGTGAGAA.............................................................. 5 22
............................................................ATGGCATGAAAGAAGGTGAGAAT............................................................. 2 23
............................................................ATGGCATGAAAGAAGGTGAGAATT............................................................ 47 24
............................................................ATGGCATGAAAGAAGGTGAGAATTG........................................................... 2 25
.............................................................TGGCATGAAAGAAGGTGAGAA.............................................................. 1 21
.............................................................TGGCATGAAAGAAGGTGAGAATTGC.......................................................... 1 25
..............................................................GGCATGAAAGAAGGTGAGA............................................................... 2 19
..............................................................GGCATGAAAGAAGGTGAGAATT............................................................ 1 22
..................................................................TGAAAGAAGGTGAGAATTGCA......................................................... 1 21

>cand2018 >gi|30698537|ref|NC_003074.4| Arabidopsis thaliana chromosome 3, complete sequence 10309268 10309406



CAATCTAAATATTAAAACGTTTTCATGTGTTGGATACTTGGATATATGATGCTTTAATGATGGCCTAGTGGTAGAGTAAAATAATGTAAAATACTTTTTTAAAACATCAAAAATAAATGATACACGTATTTTTATACT
************************************************************TGGCCTAGTGGTAGAGTA************************************************************      36 18
...........................................................ATGGCCTAGTGGTAGAGTA............................................................      4 19
............................................................TGGCCTAGTGGTAGAGTA............................................................      36 18
negative: 0

>cand2022 >gi|30698537|ref|NC_003074.4| Arabidopsis thaliana chromosome 3, complete sequence 7089656 7089794
TCAATAAAAAAACTAAACTTTATGCAGCAAGTTCCAATTTTGTTTTCCGAGCTGTAGTTAGAAAGAAGATAGAGAACATGTGAATTGCGTGAAGCTTCTACTTTATCGATCGAATTATAAGTCGAGATTAGGGTTTTT
************************************************************GAAAGAAGATAGAGAACA************************************************************ 28 18
..........................................................TAGAAAGAAGATAGAGAA.............................................................. 2 18
............................................................GAAAGAAGATAGAGAACATG.......................................................... 2 20
............................................................GAAAGAAGATAGAGAACA............................................................ 28 18
.................CTTTATGCAGCAAGTTCCAATTTTGT............................................................................................... 1 26
negative: 0



Fig. S6

>ath-miR156a_MIMAT0000166_Arabidopsis_thaliana_miR156a
ATCTCTGAAGTTGGACTAATTGTGAATGAAAGAGTTGGGACAAGAGAAACGCAAAGAAACTGACAGAAGAGAGTGAGCACACAAAGGCAATTTGCATATCATTGCACTTGCTTCTCTTGCGTGCTCACTGCTCTTTCTGT
************************************************************TGACAGAAGAGAGTGAGCAC************************************************************ ath-miR156a 20
........................................................AAACTGACAGAAGAGAGTGAGCA............................................................. 3 23
..........................................................ACTGACAGAAGAGAGTGAGCA............................................................. 6 21
..........................................................ACTGACAGAAGAGAGTGAGCACA........................................................... 12 23
...........................................................CTGACAGAAGAGAGTGAGCA............................................................. 4 20
...........................................................CTGACAGAAGAGAGTGAGCAC............................................................ 142 21
...........................................................CTGACAGAAGAGAGTGAGCACA........................................................... 1 22
............................................................TGACAGAAGAGAGTGAGC.............................................................. 68 18
............................................................TGACAGAAGAGAGTGAGCA............................................................. 277 19
............................................................TGACAGAAGAGAGTGAGCAC............................................................ 33405 20
............................................................TGACAGAAGAGAGTGAGCACA........................................................... 1147 21
............................................................TGACAGAAGAGAGTGAGCACAC.......................................................... 1 22
.............................................................GACAGAAGAGAGTGAGCA............................................................. 30 18
.............................................................GACAGAAGAGAGTGAGCAC............................................................ 2329 19
.............................................................GACAGAAGAGAGTGAGCACA........................................................... 120 20
.............................................................GACAGAAGAGAGTGAGCACAC.......................................................... 1 21
..............................................................ACAGAAGAGAGTGAGCAC............................................................ 72 18
..............................................................ACAGAAGAGAGTGAGCACA........................................................... 5 19
.................................................................GAAGAGAGTGAGCACACAAAG...................................................... 1 21

>ath-miR156b_MIMAT0000167_Arabidopsis_thaliana_miR156b
TTTTTGAATTAGTTGCTAGAAGAGGGAGAGATGGTGATTGAGGAATGCAACAGAGAAAACTGACAGAAGAGAGTGAGCACATGCAGGCACTGTTATGTGTCTATAACTTTGCGTGTGCGTGCTCACCTCTCTTTCTGTCA
************************************************************TGACAGAAGAGAGTGAGCAC************************************************************ ath-miR156b 20
........................................................AAACTGACAGAAGAGAGTGAGCA............................................................. 3 23
..........................................................ACTGACAGAAGAGAGTGAGCA............................................................. 6 21
..........................................................ACTGACAGAAGAGAGTGAGCACA........................................................... 12 23
...........................................................CTGACAGAAGAGAGTGAGCA............................................................. 4 20
...........................................................CTGACAGAAGAGAGTGAGCAC............................................................ 142 21
...........................................................CTGACAGAAGAGAGTGAGCACA........................................................... 1 22
............................................................TGACAGAAGAGAGTGAGC.............................................................. 68 18
............................................................TGACAGAAGAGAGTGAGCA............................................................. 277 19
............................................................TGACAGAAGAGAGTGAGCAC............................................................ 33405 20
............................................................TGACAGAAGAGAGTGAGCACA........................................................... 1147 21
............................................................TGACAGAAGAGAGTGAGCACAT.......................................................... 1 22
.............................................................GACAGAAGAGAGTGAGCA............................................................. 30 18
.............................................................GACAGAAGAGAGTGAGCAC............................................................ 2329 19
.............................................................GACAGAAGAGAGTGAGCACA........................................................... 120 20
.............................................................GACAGAAGAGAGTGAGCACAT.......................................................... 1 21
..............................................................ACAGAAGAGAGTGAGCAC............................................................ 72 18
..............................................................ACAGAAGAGAGTGAGCACA........................................................... 5 19
.......................................................................................................................TGCTCACCTCTCTTTCTG... 1 18

>ath-miR156c_MIMAT0000168_Arabidopsis_thaliana_miR156c
TAATGAGTGATGACTGATGAGGGAGTTTTGGGACAAATTTTAAGAGAAACGCATAGAAACTGACAGAAGAGAGTGAGCACACAAAGGCACTTTGCATGTTCGATGCATTTGCTTCTCTTGCGTGCTCACTGCTCTATCTG
************************************************************TGACAGAAGAGAGTGAGCAC************************************************************ ath-miR156c 20
........................................................AAACTGACAGAAGAGAGTGAGCA............................................................. 3 23
..........................................................ACTGACAGAAGAGAGTGAGCA............................................................. 6 21
..........................................................ACTGACAGAAGAGAGTGAGCACA........................................................... 12 23
...........................................................CTGACAGAAGAGAGTGAGCA............................................................. 4 20
...........................................................CTGACAGAAGAGAGTGAGCAC............................................................ 142 21
...........................................................CTGACAGAAGAGAGTGAGCACA........................................................... 1 22
............................................................TGACAGAAGAGAGTGAGC.............................................................. 68 18
............................................................TGACAGAAGAGAGTGAGCA............................................................. 277 19
............................................................TGACAGAAGAGAGTGAGCAC............................................................ 33405 20
............................................................TGACAGAAGAGAGTGAGCACA........................................................... 1147 21
............................................................TGACAGAAGAGAGTGAGCACAC.......................................................... 1 22
.............................................................GACAGAAGAGAGTGAGCA............................................................. 30 18
.............................................................GACAGAAGAGAGTGAGCAC............................................................ 2329 19
.............................................................GACAGAAGAGAGTGAGCACA........................................................... 120 20
.............................................................GACAGAAGAGAGTGAGCACAC.......................................................... 1 21
..............................................................ACAGAAGAGAGTGAGCAC............................................................ 72 18
..............................................................ACAGAAGAGAGTGAGCACA........................................................... 5 19
.................................................................GAAGAGAGTGAGCACACAAAG...................................................... 1 21

>ath-miR156d_MIMAT0000169_Arabidopsis_thaliana_miR156d
TTCTAACATATTATTTAGTGTCATAACTAGATAAATATATGTTGATGGGGGAAAAGAAGTTGACAGAAGAGAGTGAGCACACAAAGGGGAAGTTGTATAAAAGTTTTGTATATGGTTGCTTTTGCGTGCTCACTCTCTTT
************************************************************TGACAGAAGAGAGTGAGCAC************************************************************ ath-miR156d 20
....................................................AAAGAAGTTGACAGAAGAGA.................................................................... 1 20
........................................................AAGTTGACAGAAGAGAGTGAG............................................................... 6 21
.........................................................AGTTGACAGAAGAGAGTGAGC.............................................................. 1 21
..........................................................GTTGACAGAAGAGAGTGAGCAC............................................................ 15 22
...........................................................TTGACAGAAGAGAGTGAG............................................................... 11 18
...........................................................TTGACAGAAGAGAGTGAGC.............................................................. 106 19
...........................................................TTGACAGAAGAGAGTGAGCA............................................................. 293 20
...........................................................TTGACAGAAGAGAGTGAGCAC............................................................ 32630 21
...........................................................TTGACAGAAGAGAGTGAGCACA........................................................... 46 22
...........................................................TTGACAGAAGAGAGTGAGCACAC.......................................................... 6 23
............................................................TGACAGAAGAGAGTGAGC.............................................................. 68 18
............................................................TGACAGAAGAGAGTGAGCA............................................................. 277 19
............................................................TGACAGAAGAGAGTGAGCAC............................................................ 33405 20
............................................................TGACAGAAGAGAGTGAGCACA........................................................... 1147 21
............................................................TGACAGAAGAGAGTGAGCACAC.......................................................... 1 22
.............................................................GACAGAAGAGAGTGAGCA............................................................. 30 18
.............................................................GACAGAAGAGAGTGAGCAC............................................................ 2329 19
.............................................................GACAGAAGAGAGTGAGCACA........................................................... 120 20
.............................................................GACAGAAGAGAGTGAGCACAC.......................................................... 1 21
..............................................................ACAGAAGAGAGTGAGCAC............................................................ 72 18
..............................................................ACAGAAGAGAGTGAGCACA........................................................... 5 19
.................................................................GAAGAGAGTGAGCACACAAAG...................................................... 1 21

>ath-miR157a_MIMAT0000172_Arabidopsis_thaliana_miR157a
TCAATCGTAAATCAAAATATCGATATTTAATTGTTTGAGAATTGAGAGGCATTGATAGTGTTGACAGAAGATAGAGAGCACAGATGATGAGATACAATTCGGAGCATGTTCTTTGCATCTTACTCCTTTGTGCTCTCTAGC
************************************************************TTGACAGAAGATAGAGAGCAC************************************************************ ath-miR157a 21



............................AATTGTTTGAGAATTGAGAGGCAT......................................................................................... 1 24

...................................TGAGAATTGAGAGGCATTGATAGT.................................................................................. 1 24

...........................................GAGAGGCATTGATAGTGTTGACA........................................................................... 2 23

..................................................ATTGATAGTGTTGACAGAAGA...................................................................... 1 21

..................................................ATTGATAGTGTTGACAGAAGATAG................................................................... 1 24

....................................................TGATAGTGTTGACAGAAGATAGAG................................................................. 5 24

.....................................................GATAGTGTTGACAGAAGATAGAGA................................................................ 2 24

......................................................ATAGTGTTGACAGAAGATAGAGAG............................................................... 1 24

........................................................AGTGTTGACAGAAGATAGAGAGCA............................................................. 3 24

.........................................................GTGTTGACAGAAGATAGAGAGCAC............................................................ 2 24

.........................................................GTGTTGACAGAAGATAGAGAGCACA........................................................... 1 25

..........................................................TGTTGACAGAAGATAGAGAGCAC............................................................ 1 23

...........................................................GTTGACAGAAGATAGAGAGCA............................................................. 1 21

...........................................................GTTGACAGAAGATAGAGAGCAC............................................................ 4 22

............................................................TTGACAGAAGATAGAGAG............................................................... 159 18

............................................................TTGACAGAAGATAGAGAGC.............................................................. 515 19

............................................................TTGACAGAAGATAGAGAGCA............................................................. 1738 20

............................................................TTGACAGAAGATAGAGAGCAC............................................................ 137693 21

............................................................TTGACAGAAGATAGAGAGCACA........................................................... 355 22

.............................................................TGACAGAAGATAGAGAGC.............................................................. 46 18

.............................................................TGACAGAAGATAGAGAGCA............................................................. 150 19

.............................................................TGACAGAAGATAGAGAGCAC............................................................ 13487 20

.............................................................TGACAGAAGATAGAGAGCACA........................................................... 52 21

..............................................................GACAGAAGATAGAGAGCA............................................................. 22 18

..............................................................GACAGAAGATAGAGAGCAC............................................................ 315 19

..............................................................GACAGAAGATAGAGAGCACA........................................................... 1 20

...............................................................ACAGAAGATAGAGAGCAC............................................................ 151 18

...............................................................ACAGAAGATAGAGAGCACA........................................................... 1 19

...............................................................ACAGAAGATAGAGAGCACAGA......................................................... 1 21

....................................................................AGATAGAGAGCACAGATGATGAGA................................................. 1 24

.......................................................................TAGAGAGCACAGATGATGAGATA............................................... 1 23

........................................................................AGAGAGCACAGATGATGAGAT................................................ 1 21

........................................................................AGAGAGCACAGATGATGAGATACA............................................. 1 24

...............................................................................ACAGATGATGAGATACAATTCGGA...................................... 1 24

>ath-miR157b_MIMAT0000173_Arabidopsis_thaliana_miR157b
TATATTTTTCAACTGTAAATTAAAAATCGATTTTTAATGGTTTGGGAGGCATTGATAGTGTTGACAGAAGATAGAGAGCACAGATGATAAGATACAATTCCTCGCAGCTTCTTTGCATCTTACTCCTTTGTGCTCTCTAGC
************************************************************TTGACAGAAGATAGAGAGCAC************************************************************ ath-miR157b 21
..................................................ATTGATAGTGTTGACAGAAGA...................................................................... 1 21
..................................................ATTGATAGTGTTGACAGAAGATAG................................................................... 1 24
....................................................TGATAGTGTTGACAGAAGATAGAG................................................................. 5 24
.....................................................GATAGTGTTGACAGAAGATAGAGA................................................................ 2 24
......................................................ATAGTGTTGACAGAAGATAGAGAG............................................................... 1 24
........................................................AGTGTTGACAGAAGATAGAGAGCA............................................................. 3 24
.........................................................GTGTTGACAGAAGATAGAGAGCAC............................................................ 2 24
.........................................................GTGTTGACAGAAGATAGAGAGCACA........................................................... 1 25
..........................................................TGTTGACAGAAGATAGAGAGCAC............................................................ 1 23
...........................................................GTTGACAGAAGATAGAGAGCA............................................................. 1 21
...........................................................GTTGACAGAAGATAGAGAGCAC............................................................ 4 22
............................................................TTGACAGAAGATAGAGAG............................................................... 159 18
............................................................TTGACAGAAGATAGAGAGC.............................................................. 515 19
............................................................TTGACAGAAGATAGAGAGCA............................................................. 1738 20
............................................................TTGACAGAAGATAGAGAGCAC............................................................ 137693 21
............................................................TTGACAGAAGATAGAGAGCACA........................................................... 355 22
.............................................................TGACAGAAGATAGAGAGC.............................................................. 46 18
.............................................................TGACAGAAGATAGAGAGCA............................................................. 150 19
.............................................................TGACAGAAGATAGAGAGCAC............................................................ 13487 20
.............................................................TGACAGAAGATAGAGAGCACA........................................................... 52 21
..............................................................GACAGAAGATAGAGAGCA............................................................. 22 18
..............................................................GACAGAAGATAGAGAGCAC............................................................ 315 19
..............................................................GACAGAAGATAGAGAGCACA........................................................... 1 20
...............................................................ACAGAAGATAGAGAGCAC............................................................ 151 18
...............................................................ACAGAAGATAGAGAGCACA........................................................... 1 19
...............................................................ACAGAAGATAGAGAGCACAGA......................................................... 1 21

>ath-miR157c_MIMAT0000174_Arabidopsis_thaliana_miR157c
TACACATACATACTTTATGATGTTGCATATCACACATAGGTTTGAGAGTGATGTTGGTTGTTGACAGAAGATAGAGAGCACTAAGGATGACATGCAAGTACATACATATATATCATCACACCGCATGTGGATGATAAAATA
************************************************************TTGACAGAAGATAGAGAGCAC************************************************************ ath-miR157c 21
............................................AGAGTGATGTTGGTTGTTGACA........................................................................... 1 22
.....................................................TTGGTTGTTGACAGAAGATAGAG................................................................. 1 23
..........................................................TGTTGACAGAAGATAGAGAGCAC............................................................ 1 23
...........................................................GTTGACAGAAGATAGAGAGCA............................................................. 1 21
...........................................................GTTGACAGAAGATAGAGAGCAC............................................................ 4 22
............................................................TTGACAGAAGATAGAGAG............................................................... 159 18
............................................................TTGACAGAAGATAGAGAGC.............................................................. 515 19
............................................................TTGACAGAAGATAGAGAGCA............................................................. 1738 20
............................................................TTGACAGAAGATAGAGAGCAC............................................................ 137693 21
............................................................TTGACAGAAGATAGAGAGCACT........................................................... 1320 22
............................................................TTGACAGAAGATAGAGAGCACTA.......................................................... 240 23
............................................................TTGACAGAAGATAGAGAGCACTAA......................................................... 2 24
.............................................................TGACAGAAGATAGAGAGC.............................................................. 46 18
.............................................................TGACAGAAGATAGAGAGCA............................................................. 150 19
.............................................................TGACAGAAGATAGAGAGCAC............................................................ 13487 20
.............................................................TGACAGAAGATAGAGAGCACT........................................................... 188 21
.............................................................TGACAGAAGATAGAGAGCACTA.......................................................... 65 22
..............................................................GACAGAAGATAGAGAGCA............................................................. 22 18
..............................................................GACAGAAGATAGAGAGCAC............................................................ 315 19
..............................................................GACAGAAGATAGAGAGCACT........................................................... 5 20
..............................................................GACAGAAGATAGAGAGCACTA.......................................................... 4 21
...............................................................ACAGAAGATAGAGAGCAC............................................................ 151 18
...............................................................ACAGAAGATAGAGAGCACT........................................................... 1 19
...............................................................ACAGAAGATAGAGAGCACTA.......................................................... 1 20
...............................................................ACAGAAGATAGAGAGCACTAA......................................................... 3 21
...............................................................ACAGAAGATAGAGAGCACTAAGG....................................................... 1 23
................................................................CAGAAGATAGAGAGCACT........................................................... 1 18
................................................................CAGAAGATAGAGAGCACTAAG........................................................ 2 21
................................................................CAGAAGATAGAGAGCACTAAGGAT..................................................... 4 24
.................................................................AGAAGATAGAGAGCACTAAGGAT..................................................... 1 23
...................................................................AAGATAGAGAGCACTAAGGAT..................................................... 2 21



>ath-miR157d_MIMAT0000175_Arabidopsis_thaliana_miR157d
ATATTATATATCAAACCGCAAGAATGCTGTATGTATAGTGGAGGGTGATAGTGTGGTTGCTGACAGAAGATAGAGAGCACTAAGGATGCTATGCAAAACAGACACAGATATGTGTTTCTAATTGTATTTCATACTTTAAC
************************************************************TGACAGAAGATAGAGAGCAC************************************************************ ath-miR157d 20
....................................................GTGGTTGCTGACAGAAGATAGAGA................................................................ 1 24
...........................................................CTGACAGAAGATAGAGAG............................................................... 1 18
...........................................................CTGACAGAAGATAGAGAGCA............................................................. 3 20
...........................................................CTGACAGAAGATAGAGAGCAC............................................................ 207 21
...........................................................CTGACAGAAGATAGAGAGCACT........................................................... 2 22
............................................................TGACAGAAGATAGAGAGC.............................................................. 46 18
............................................................TGACAGAAGATAGAGAGCA............................................................. 150 19
............................................................TGACAGAAGATAGAGAGCAC............................................................ 13487 20
............................................................TGACAGAAGATAGAGAGCACT........................................................... 188 21
............................................................TGACAGAAGATAGAGAGCACTA.......................................................... 65 22
.............................................................GACAGAAGATAGAGAGCA............................................................. 22 18
.............................................................GACAGAAGATAGAGAGCAC............................................................ 315 19
.............................................................GACAGAAGATAGAGAGCACT........................................................... 5 20
.............................................................GACAGAAGATAGAGAGCACTA.......................................................... 4 21
..............................................................ACAGAAGATAGAGAGCAC............................................................ 151 18
..............................................................ACAGAAGATAGAGAGCACT........................................................... 1 19
..............................................................ACAGAAGATAGAGAGCACTA.......................................................... 1 20
..............................................................ACAGAAGATAGAGAGCACTAA......................................................... 3 21
..............................................................ACAGAAGATAGAGAGCACTAAGG....................................................... 1 23
...............................................................CAGAAGATAGAGAGCACT........................................................... 1 18
...............................................................CAGAAGATAGAGAGCACTAAG........................................................ 2 21
...............................................................CAGAAGATAGAGAGCACTAAGGAT..................................................... 4 24
................................................................AGAAGATAGAGAGCACTAAGGAT..................................................... 1 23
..................................................................AAGATAGAGAGCACTAAGGAT..................................................... 2 21

>ath-miR158a_MIMAT0000176_Arabidopsis_thaliana_miR158a
ACGTCATCTCTGTGCTTCTTTGTCTACAATTTTGGAAAAAGTGATGACGCCATTGCTCTTTCCCAAATGTAGACAAAGCAATACCGTGATGATGTCGTGGAGATTTTGTTGAGATGCTACGAGCGTGTAAATGTTTCATG
************************************************************TCCCAAATGTAGACAAAGCA************************************************************ ath-miR158a 20
................TCTTTGTCTACAATTTTGGAAA...................................................................................................... 2 22
.................CTTTGTCTACAATTTTGGAA....................................................................................................... 2 20
.................CTTTGTCTACAATTTTGGAAA...................................................................................................... 37 21
.................CTTTGTCTACAATTTTGGAAAA..................................................................................................... 1 22
..................TTTGTCTACAATTTTGGAAAA..................................................................................................... 1 21
...................TTGTCTACAATTTTGGAAAAA.................................................................................................... 1 21
......................................AAGTGATGACGCCATTGCTCT................................................................................. 2 21
......................................AAGTGATGACGCCATTGCTCTT................................................................................ 4 22
........................................................TCTTTCCCAAATGTAGACAAA............................................................... 11 21
........................................................TCTTTCCCAAATGTAGACAAAGC............................................................. 1 23
........................................................TCTTTCCCAAATGTAGACAAAGCA............................................................ 7 24
.........................................................CTTTCCCAAATGTAGACA................................................................. 1 18
.........................................................CTTTCCCAAATGTAGACAAAG.............................................................. 35 21
..........................................................TTTCCCAAATGTAGACAAAGC............................................................. 8 21
...........................................................TTCCCAAATGTAGACAAA............................................................... 1 18
...........................................................TTCCCAAATGTAGACAAAG.............................................................. 8 19
...........................................................TTCCCAAATGTAGACAAAGC............................................................. 14 20
...........................................................TTCCCAAATGTAGACAAAGCA............................................................ 1714 21
...........................................................TTCCCAAATGTAGACAAAGCAA........................................................... 2 22
............................................................TCCCAAATGTAGACAAAG.............................................................. 490 18
............................................................TCCCAAATGTAGACAAAGC............................................................. 809 19
............................................................TCCCAAATGTAGACAAAGCA............................................................ 99502 20
............................................................TCCCAAATGTAGACAAAGCAA........................................................... 128 21
............................................................TCCCAAATGTAGACAAAGCAAT.......................................................... 8 22
............................................................TCCCAAATGTAGACAAAGCAATA......................................................... 3 23
.............................................................CCCAAATGTAGACAAAGC............................................................. 33 18
.............................................................CCCAAATGTAGACAAAGCA............................................................ 4983 19
.............................................................CCCAAATGTAGACAAAGCAA........................................................... 4 20
..............................................................CCAAATGTAGACAAAGCA............................................................ 82 18
..............................................................CCAAATGTAGACAAAGCAA........................................................... 1 19
.................................................................AATGTAGACAAAGCAATACCG...................................................... 1 21
.............................................................................GCAATACCGTGATGATGTCGT.......................................... 1 21

>ath-miR160a_MIMAT0000178_Arabidopsis_thaliana_miR160a
ATAACCATGTATATGTCATGACGCATATACATATGTAGATGTATATGTATTATATATGTATGCCTGGCTCCCTGTATGCCATATGCTGAGCCCATCGAGTATCGATGACCTCCGTGGATGGCGTATGAGGAGCCATGCATA
************************************************************TGCCTGGCTCCCTGTATGCCA************************************************************ ath-miR160a 21
..........................................................TATGCCTGGCTCCCTGTATGCC............................................................. 3 22
...........................................................ATGCCTGGCTCCCTGTATGC.............................................................. 1 20
...........................................................ATGCCTGGCTCCCTGTATGCC............................................................. 353 21
...........................................................ATGCCTGGCTCCCTGTATGCCA............................................................ 4 22
............................................................TGCCTGGCTCCCTGTATG............................................................... 2 18
............................................................TGCCTGGCTCCCTGTATGC.............................................................. 1 19
............................................................TGCCTGGCTCCCTGTATGCC............................................................. 20 20
............................................................TGCCTGGCTCCCTGTATGCCA............................................................ 4462 21
............................................................TGCCTGGCTCCCTGTATGCCAT........................................................... 6 22
............................................................TGCCTGGCTCCCTGTATGCCATA.......................................................... 4 23
.............................................................GCCTGGCTCCCTGTATGCC............................................................. 10 19
.............................................................GCCTGGCTCCCTGTATGCCA............................................................ 230 20
..............................................................CCTGGCTCCCTGTATGCCA............................................................ 12 19
...............................................................CTGGCTCCCTGTATGCCA............................................................ 9 18
..........................................................................TATGCCATATGCTGAGCCCATCG............................................ 1 23
....................................................................................................ATCGATGACCTCCGTGGATG..................... 1 20
........................................................................................................................GCGTATGAGGAGCCATGCA.. 20 19
........................................................................................................................GCGTATGAGGAGCCATGCAT. 19 20
........................................................................................................................GCGTATGAGGAGCCATGCATA 1450 21
.........................................................................................................................CGTATGAGGAGCCATGCA.. 1 18
.........................................................................................................................CGTATGAGGAGCCATGCATA 13 20
...........................................................................................................................TATGAGGAGCCATGCATA 1 18

>ath-miR160c_MIMAT0000180_Arabidopsis_thaliana_miR160c
ATATGTTCATGCGTAGAGGTTTGGTATACAACAATATATACATATAATAGTTTGTCGTTATGCCTGGCTCCCTGTATGCCACGAGTGGATACCGATTTTGGTTTTAAAATCGGCTGCCGGTGGCGTACAAGGAGTCAAGCA
************************************************************TGCCTGGCTCCCTGTATGCCA************************************************************ ath-miR160c 21
..........................................................TATGCCTGGCTCCCTGTATGCC............................................................. 3 22
...........................................................ATGCCTGGCTCCCTGTATGC.............................................................. 1 20
...........................................................ATGCCTGGCTCCCTGTATGCC............................................................. 353 21



...........................................................ATGCCTGGCTCCCTGTATGCCA............................................................ 4 22

............................................................TGCCTGGCTCCCTGTATG............................................................... 2 18

............................................................TGCCTGGCTCCCTGTATGC.............................................................. 1 19

............................................................TGCCTGGCTCCCTGTATGCC............................................................. 20 20

............................................................TGCCTGGCTCCCTGTATGCCA............................................................ 4462 21

............................................................TGCCTGGCTCCCTGTATGCCAC........................................................... 1 22

.............................................................GCCTGGCTCCCTGTATGCC............................................................. 10 19

.............................................................GCCTGGCTCCCTGTATGCCA............................................................ 230 20

..............................................................CCTGGCTCCCTGTATGCCA............................................................ 12 19

..............................................................CCTGGCTCCCTGTATGCCACG.......................................................... 1 21

...............................................................CTGGCTCCCTGTATGCCA............................................................ 9 18

..................................................................GCTCCCTGTATGCCACGAGTGGAT................................................... 2 24

............................................................................................................ATCGGCTGCCGGTGGCGTA.............. 1 19

............................................................................................................ATCGGCTGCCGGTGGCGTACAAGG......... 1 24

.................................................................................................................CTGCCGGTGGCGTACAAGGAGTC..... 8 23

.................................................................................................................CTGCCGGTGGCGTACAAGGAGTCA.... 2 24

..................................................................................................................TGCCGGTGGCGTACAAGGAGTC..... 1 22

.....................................................................................................................CGGTGGCGTACAAGGAGT...... 1 18

........................................................................................................................TGGCGTACAAGGAGTCAAGCA 2 21

..........................................................................................................................GCGTACAAGGAGTCAAGC. 34 18

..........................................................................................................................GCGTACAAGGAGTCAAGCA 156 19

...........................................................................................................................CGTACAAGGAGTCAAGCA 18 18

>ath-miR161.2_MIMAT0006779_Arabidopsis_thaliana_miR161.2
AGCTTTGATCAGTACTTCTCTTTTGCTTGATCTCGGTTTTTGACCAGTTTATTGCGTCGATCAATGCATTGAAAGTGACTACATCGGGGTTCCGATTTTTTTTGTTCTTCATATGATGAAGCGGAAACAGTAATCAACCCT
************************************************************TCAATGCATTGAAAGTGACTA************************************************************ ath-miR161.2 21
................TCTCTTTTGCTTGATCTCGGTT....................................................................................................... 1 22
.................CTCTTTTGCTTGATCTCGGTT....................................................................................................... 1 21
..................................................ATTGCGTCGATCAATGCA......................................................................... 1 18
.........................................................CGATCAATGCATTGAAAGTGA............................................................... 1 21
............................................................TCAATGCATTGAAAGTGA............................................................... 6 18
............................................................TCAATGCATTGAAAGTGAC.............................................................. 92 19
............................................................TCAATGCATTGAAAGTGACT............................................................. 142 20
............................................................TCAATGCATTGAAAGTGACTA............................................................ 4564 21
............................................................TCAATGCATTGAAAGTGACTAC........................................................... 5 22
.............................................................CAATGCATTGAAAGTGAC.............................................................. 5 18
.............................................................CAATGCATTGAAAGTGACT............................................................. 4 19
.............................................................CAATGCATTGAAAGTGACTA............................................................ 186 20
..............................................................AATGCATTGAAAGTGACTA............................................................ 5 19
................................................................TGCATTGAAAGTGACTACA.......................................................... 1 19
................................................................TGCATTGAAAGTGACTACATC........................................................ 1 21
................................................................TGCATTGAAAGTGACTACATCGGG..................................................... 68 24
................................................................TGCATTGAAAGTGACTACATCGGGG.................................................... 1 25
.................................................................GCATTGAAAGTGACTACATCGGG..................................................... 1 23
..................................................................CATTGAAAGTGACTACATCGG...................................................... 7 21
..................................................................CATTGAAAGTGACTACATCGGGG.................................................... 1 23
...................................................................ATTGAAAGTGACTACATCGGG..................................................... 104 21
...................................................................ATTGAAAGTGACTACATCGGGG.................................................... 5 22
...................................................................ATTGAAAGTGACTACATCGGGGT................................................... 1 23
....................................................................TTGAAAGTGACTACATCG....................................................... 27 18
....................................................................TTGAAAGTGACTACATCGG...................................................... 106 19
....................................................................TTGAAAGTGACTACATCGGG..................................................... 375 20
....................................................................TTGAAAGTGACTACATCGGGG.................................................... 92969 21
....................................................................TTGAAAGTGACTACATCGGGGT................................................... 567 22
....................................................................TTGAAAGTGACTACATCGGGGTT.................................................. 90 23
....................................................................TTGAAAGTGACTACATCGGGGTTC................................................. 17 24
.....................................................................TGAAAGTGACTACATCGG...................................................... 104 18
.....................................................................TGAAAGTGACTACATCGGG..................................................... 103 19
.....................................................................TGAAAGTGACTACATCGGGG.................................................... 5891 20
.....................................................................TGAAAGTGACTACATCGGGGT................................................... 16858 21
.....................................................................TGAAAGTGACTACATCGGGGTT.................................................. 171 22
.....................................................................TGAAAGTGACTACATCGGGGTTC................................................. 10 23
.....................................................................TGAAAGTGACTACATCGGGGTTCC................................................ 6 24
.....................................................................TGAAAGTGACTACATCGGGGTTCCG............................................... 1 25
......................................................................GAAAGTGACTACATCGGG..................................................... 6 18
......................................................................GAAAGTGACTACATCGGGG.................................................... 82 19
......................................................................GAAAGTGACTACATCGGGGT................................................... 162 20
......................................................................GAAAGTGACTACATCGGGGTT.................................................. 4 21
.......................................................................AAAGTGACTACATCGGGG.................................................... 30 18
.......................................................................AAAGTGACTACATCGGGGT................................................... 5 19
.......................................................................AAAGTGACTACATCGGGGTTC................................................. 7 21
........................................................................AAGTGACTACATCGGGGT................................................... 7 18
........................................................................AAGTGACTACATCGGGGTTCC................................................ 1 21
..............................................................................................................ATATGATGAAGCGGAAACAGT.......... 1 21

>ath-miR161.1_MIMAT0000181_Arabidopsis_thaliana_miR161.1
CAGTACTTCTCTTTTGCTTGATCTCGGTTTTTGACCAGTTTATTGCGTCGATCAATGCATTGAAAGTGACTACATCGGGGTTCCGATTTTTTTTGTTCTTCATATGATGAAGCGGAAACAGTAATCAACCCTGGTTTAGTC
************************************************************TGAAAGTGACTACATCGGGGT************************************************************ ath-miR161.1 21
.......TCTCTTTTGCTTGATCTCGGTT................................................................................................................ 1 22
........CTCTTTTGCTTGATCTCGGTT................................................................................................................ 1 21
.........................................ATTGCGTCGATCAATGCA.................................................................................. 1 18
................................................CGATCAATGCATTGAAAGTGA........................................................................ 1 21
...................................................TCAATGCATTGAAAGTGA........................................................................ 6 18
...................................................TCAATGCATTGAAAGTGAC....................................................................... 92 19
...................................................TCAATGCATTGAAAGTGACT...................................................................... 142 20
...................................................TCAATGCATTGAAAGTGACTA..................................................................... 4564 21
...................................................TCAATGCATTGAAAGTGACTAC.................................................................... 5 22
....................................................CAATGCATTGAAAGTGAC....................................................................... 5 18
....................................................CAATGCATTGAAAGTGACT...................................................................... 4 19
....................................................CAATGCATTGAAAGTGACTA..................................................................... 186 20
.....................................................AATGCATTGAAAGTGACTA..................................................................... 5 19
.......................................................TGCATTGAAAGTGACTACA................................................................... 1 19
.......................................................TGCATTGAAAGTGACTACATC................................................................. 1 21
.......................................................TGCATTGAAAGTGACTACATCGGG.............................................................. 68 24
.......................................................TGCATTGAAAGTGACTACATCGGGG............................................................. 1 25
........................................................GCATTGAAAGTGACTACATCGGG.............................................................. 1 23
.........................................................CATTGAAAGTGACTACATCGG............................................................... 7 21
.........................................................CATTGAAAGTGACTACATCGGGG............................................................. 1 23
..........................................................ATTGAAAGTGACTACATCGGG.............................................................. 104 21



..........................................................ATTGAAAGTGACTACATCGGGG............................................................. 5 22

..........................................................ATTGAAAGTGACTACATCGGGGT............................................................ 1 23

...........................................................TTGAAAGTGACTACATCG................................................................ 27 18

...........................................................TTGAAAGTGACTACATCGG............................................................... 106 19

...........................................................TTGAAAGTGACTACATCGGG.............................................................. 375 20

...........................................................TTGAAAGTGACTACATCGGGG............................................................. 92969 21

...........................................................TTGAAAGTGACTACATCGGGGT............................................................ 567 22

...........................................................TTGAAAGTGACTACATCGGGGTT........................................................... 90 23

...........................................................TTGAAAGTGACTACATCGGGGTTC.......................................................... 17 24

............................................................TGAAAGTGACTACATCGG............................................................... 104 18

............................................................TGAAAGTGACTACATCGGG.............................................................. 103 19

............................................................TGAAAGTGACTACATCGGGG............................................................. 5891 20

............................................................TGAAAGTGACTACATCGGGGT............................................................ 16858 21

............................................................TGAAAGTGACTACATCGGGGTT........................................................... 171 22

............................................................TGAAAGTGACTACATCGGGGTTC.......................................................... 10 23

............................................................TGAAAGTGACTACATCGGGGTTCC......................................................... 6 24

............................................................TGAAAGTGACTACATCGGGGTTCCG........................................................ 1 25

.............................................................GAAAGTGACTACATCGGG.............................................................. 6 18

.............................................................GAAAGTGACTACATCGGGG............................................................. 82 19

.............................................................GAAAGTGACTACATCGGGGT............................................................ 162 20

.............................................................GAAAGTGACTACATCGGGGTT........................................................... 4 21

..............................................................AAAGTGACTACATCGGGG............................................................. 30 18

..............................................................AAAGTGACTACATCGGGGT............................................................ 5 19

..............................................................AAAGTGACTACATCGGGGTTC.......................................................... 7 21

...............................................................AAGTGACTACATCGGGGT............................................................ 7 18

...............................................................AAGTGACTACATCGGGGTTCC......................................................... 1 21

.....................................................................................................ATATGATGAAGCGGAAACAGT................... 1 21

>ath-miR163_MIMAT0000184_Arabidopsis_thaliana_miR163
TAGGAAGAGCACGGTCGAAGAAGTAACTGCGCAGTGCTTAAATCGTAGATGCTAAAGTCGTTGAAGAGGACTTGGAACTTCGATATTATCCCCCGTGTTTTGTCCAGTTTCTCTATAGGTTGTGCCTGAAAATATGGGTTTCTA
************************************************************TTGAAGAGGACTTGGAACTTCGAT************************************************************ ath-miR163
24
........................................AATCGTAGATGCTAAAGTCG.................................................................................... 1 20
............................................................TTGAAGAGGACTTGGAAC.................................................................. 21 18
............................................................TTGAAGAGGACTTGGAACT................................................................. 10 19
............................................................TTGAAGAGGACTTGGAACTTC............................................................... 1 21
............................................................TTGAAGAGGACTTGGAACTTCG.............................................................. 6 22
............................................................TTGAAGAGGACTTGGAACTTCGA............................................................. 90 23
............................................................TTGAAGAGGACTTGGAACTTCGAT............................................................ 172 24
.............................................................TGAAGAGGACTTGGAACT................................................................. 1 18
.............................................................TGAAGAGGACTTGGAACTTCG.............................................................. 1 21
.............................................................TGAAGAGGACTTGGAACTTCGA............................................................. 4 22
.............................................................TGAAGAGGACTTGGAACTTCGAT............................................................ 24 23
.............................................................TGAAGAGGACTTGGAACTTCGATA........................................................... 6 24
..............................................................GAAGAGGACTTGGAACTTCGAT............................................................ 1 22
..............................................................GAAGAGGACTTGGAACTTCGATA........................................................... 1 23
..............................................................GAAGAGGACTTGGAACTTCGATAT.......................................................... 1 24
...........................................................................AACTTCGATATTATCCCCCGTG............................................... 9 22
...................................................................................TATTATCCCCCGTGTTTTG.......................................... 2 19
...................................................................................TATTATCCCCCGTGTTTTGTC........................................ 2 21
...................................................................................TATTATCCCCCGTGTTTTGTCC....................................... 2 22
....................................................................................ATTATCCCCCGTGTTTTG.......................................... 13 18
....................................................................................ATTATCCCCCGTGTTTTGT......................................... 6 19
....................................................................................ATTATCCCCCGTGTTTTGTC........................................ 119 20
....................................................................................ATTATCCCCCGTGTTTTGTCC....................................... 967 21
....................................................................................ATTATCCCCCGTGTTTTGTCCA...................................... 6 22
.....................................................................................TTATCCCCCGTGTTTTGTC........................................ 10 19
.....................................................................................TTATCCCCCGTGTTTTGTCC....................................... 80 20
......................................................................................TATCCCCCGTGTTTTGTC........................................ 3 18
......................................................................................TATCCCCCGTGTTTTGTCC....................................... 32 19
......................................................................................TATCCCCCGTGTTTTGTCCAG..................................... 5 21
.......................................................................................ATCCCCCGTGTTTTGTCC....................................... 15 18
.......................................................................................ATCCCCCGTGTTTTGTCCA...................................... 1 19

>ath-miR164a_MIMAT0000185_Arabidopsis_thaliana_miR164a
AAGTTCTCATACTACAAACGCCCCTCATGTGCTTGGAAATGCGGGTGAGAATCTCCATGTTGGAGAAGCAGGGCACGTGCAAACCAACAAACACGAAATCCGTCTCATTTGCTTATTTGCACGTACTTAACTTCTCCAACA
************************************************************TGGAGAAGCAGGGCACGTGCA************************************************************ ath-miR164a 21
...........................................................TTGGAGAAGCAGGGCACGTGC............................................................. 1 21
...........................................................TTGGAGAAGCAGGGCACGTGCA............................................................ 2 22
............................................................TGGAGAAGCAGGGCACGTG.............................................................. 24 19
............................................................TGGAGAAGCAGGGCACGTGC............................................................. 99 20
............................................................TGGAGAAGCAGGGCACGTGCA............................................................ 14686 21
............................................................TGGAGAAGCAGGGCACGTGCAA........................................................... 7 22
............................................................TGGAGAAGCAGGGCACGTGCAAA.......................................................... 1 23
.............................................................GGAGAAGCAGGGCACGTG.............................................................. 1 18
.............................................................GGAGAAGCAGGGCACGTGC............................................................. 4 19
.............................................................GGAGAAGCAGGGCACGTGCA............................................................ 495 20
..............................................................GAGAAGCAGGGCACGTGCA............................................................ 5 19
...............................................................AGAAGCAGGGCACGTGCA............................................................ 4 18
.......................................................................................................................CACGTACTTAACTTCTCCAAC. 2 21

>ath-miR164b_MIMAT0000186_Arabidopsis_thaliana_miR164b
CTCTCATCCCGGCCCAGTTATGTGGTCGGAGAGAATGATGAAGGTGTGTGATGAGCAAGATGGAGAAGCAGGGCACGTGCATTACTAGCTCATATATACACTCTCACCACAAATGCGTGTATATATGCGGAATTTTGTGAT
************************************************************TGGAGAAGCAGGGCACGTGCA************************************************************ ath-miR164b 21
.........................................................AGATGGAGAAGCAGGGCACGT............................................................... 1 21
............................................................TGGAGAAGCAGGGCACGTG.............................................................. 24 19
............................................................TGGAGAAGCAGGGCACGTGC............................................................. 99 20
............................................................TGGAGAAGCAGGGCACGTGCA............................................................ 14686 21
............................................................TGGAGAAGCAGGGCACGTGCAT........................................................... 31 22
............................................................TGGAGAAGCAGGGCACGTGCATT.......................................................... 10 23
.............................................................GGAGAAGCAGGGCACGTG.............................................................. 1 18
.............................................................GGAGAAGCAGGGCACGTGC............................................................. 4 19
.............................................................GGAGAAGCAGGGCACGTGCA............................................................ 495 20
.............................................................GGAGAAGCAGGGCACGTGCAT........................................................... 1 21
.............................................................GGAGAAGCAGGGCACGTGCATT.......................................................... 2 22
..............................................................GAGAAGCAGGGCACGTGCA............................................................ 5 19
...............................................................AGAAGCAGGGCACGTGCA............................................................ 4 18
...................................................................GCAGGGCACGTGCATTACTAG..................................................... 2 21



....................................................................CAGGGCACGTGCATTACTAGC.................................................... 1 21

>ath-miR165a_MIMAT0000187_Arabidopsis_thaliana_miR165a
AGGATATTATAGATATATACATGTGTATGTTAATGATTCAAGTGATCATAGAGAGTATCCTCGGACCAGGCTTCATCCCCCCCAACATGTTATTGCCTCTGATCACCATTTATTGTTACATTTTTTTTTGTTAATTACTTG
************************************************************TCGGACCAGGCTTCATCCCCC************************************************************ ath-miR165a 21
.........................................................TCCTCGGACCAGGCTTCA.................................................................. 1 18
.........................................................TCCTCGGACCAGGCTTCAT................................................................. 1 19
.........................................................TCCTCGGACCAGGCTTCATCC............................................................... 125 21
..........................................................CCTCGGACCAGGCTTCATCC............................................................... 5 20
...........................................................CTCGGACCAGGCTTCATCCC.............................................................. 2 20
...........................................................CTCGGACCAGGCTTCATCCCC............................................................. 2 21
...........................................................CTCGGACCAGGCTTCATCCCCC............................................................ 4 22
............................................................TCGGACCAGGCTTCATCC............................................................... 234 18
............................................................TCGGACCAGGCTTCATCCC.............................................................. 191 19
............................................................TCGGACCAGGCTTCATCCCC............................................................. 107 20
............................................................TCGGACCAGGCTTCATCCCCC............................................................ 4725 21
............................................................TCGGACCAGGCTTCATCCCCCC........................................................... 48 22
............................................................TCGGACCAGGCTTCATCCCCCCC.......................................................... 4 23
.............................................................CGGACCAGGCTTCATCCC.............................................................. 3 18
.............................................................CGGACCAGGCTTCATCCCC............................................................. 2 19
.............................................................CGGACCAGGCTTCATCCCCC............................................................ 159 20
.............................................................CGGACCAGGCTTCATCCCCCC........................................................... 3 21
..............................................................GGACCAGGCTTCATCCCCC............................................................ 4 19
...............................................................GACCAGGCTTCATCCCCC............................................................ 9 18

>ath-miR166a_MIMAT0000189_Arabidopsis_thaliana_miR166a
TTCGATCTAACAATCGAATTGAACCTTCAGATTTCAGATTTGATTAGGGTTTTAGCGTCTTCGGACCAGGCTTCATTCCCCCCAATTGTTGCTCCCTGTTTACTCCATATTTCTTCCTTCTTTTCAAATTAGGGTTTCAGA
************************************************************TCGGACCAGGCTTCATTCCCC************************************************************ ath-miR166a 21
.......................................TTGATTAGGGTTTTAGCGTCT................................................................................. 1 21
........................................................GTCTTCGGACCAGGCTTCATTC............................................................... 1 22
........................................................GTCTTCGGACCAGGCTTCATTCCC............................................................. 3 24
.........................................................TCTTCGGACCAGGCTTCATT................................................................ 1 20
.........................................................TCTTCGGACCAGGCTTCATTC............................................................... 2 21
.........................................................TCTTCGGACCAGGCTTCATTCCC............................................................. 1 23
..........................................................CTTCGGACCAGGCTTCATTCCCC............................................................ 3 23
...........................................................TTCGGACCAGGCTTCATT................................................................ 1 18
...........................................................TTCGGACCAGGCTTCATTC............................................................... 22 19
...........................................................TTCGGACCAGGCTTCATTCC.............................................................. 82 20
...........................................................TTCGGACCAGGCTTCATTCCC............................................................. 1762 21
...........................................................TTCGGACCAGGCTTCATTCCCC............................................................ 1740 22
...........................................................TTCGGACCAGGCTTCATTCCCCC........................................................... 6 23
...........................................................TTCGGACCAGGCTTCATTCCCCCC.......................................................... 1 24
............................................................TCGGACCAGGCTTCATTC............................................................... 152 18
............................................................TCGGACCAGGCTTCATTCC.............................................................. 557 19
............................................................TCGGACCAGGCTTCATTCCC............................................................. 1193 20
............................................................TCGGACCAGGCTTCATTCCCC............................................................ 60176 21
............................................................TCGGACCAGGCTTCATTCCCCC........................................................... 136 22
............................................................TCGGACCAGGCTTCATTCCCCCC.......................................................... 25 23
.............................................................CGGACCAGGCTTCATTCC.............................................................. 21 18
.............................................................CGGACCAGGCTTCATTCCC............................................................. 35 19
.............................................................CGGACCAGGCTTCATTCCCC............................................................ 2138 20
.............................................................CGGACCAGGCTTCATTCCCCC........................................................... 4 21
..............................................................GGACCAGGCTTCATTCCCC............................................................ 40 19
...............................................................GACCAGGCTTCATTCCCC............................................................ 123 18
................................................................ACCAGGCTTCATTCCCCCCAA........................................................ 1 21

>ath-miR166b_MIMAT0000190_Arabidopsis_thaliana_miR166b
TCTAATACAATCTCATTTGAATACATTCAGATCTGATGATTGATTAGGGTTTTAGTGTCGTCGGACCAGGCTTCATTCCCCCCAATTATCACTCCCTCACAATCCGAATTAACGAAGAAGATTTGTCCATTTTCAACTTTT
************************************************************TCGGACCAGGCTTCATTCCCC************************************************************ ath-miR166b 21
.......................................TTGATTAGGGTTTTAGTGTCG................................................................................. 1 21
......................................................GTGTCGTCGGACCAGGCTTCATTCCCC............................................................ 1 27
..........................................................CGTCGGACCAGGCTTCATTCCC............................................................. 1 22
..........................................................CGTCGGACCAGGCTTCATTCCCC............................................................ 1 23
...........................................................GTCGGACCAGGCTTCATTCCC............................................................. 6 21
............................................................TCGGACCAGGCTTCATTC............................................................... 152 18
............................................................TCGGACCAGGCTTCATTCC.............................................................. 557 19
............................................................TCGGACCAGGCTTCATTCCC............................................................. 1193 20
............................................................TCGGACCAGGCTTCATTCCCC............................................................ 60176 21
............................................................TCGGACCAGGCTTCATTCCCCC........................................................... 136 22
............................................................TCGGACCAGGCTTCATTCCCCCC.......................................................... 25 23
.............................................................CGGACCAGGCTTCATTCC.............................................................. 21 18
.............................................................CGGACCAGGCTTCATTCCC............................................................. 35 19
.............................................................CGGACCAGGCTTCATTCCCC............................................................ 2138 20
.............................................................CGGACCAGGCTTCATTCCCCC........................................................... 4 21
..............................................................GGACCAGGCTTCATTCCCC............................................................ 40 19
...............................................................GACCAGGCTTCATTCCCC............................................................ 123 18
................................................................ACCAGGCTTCATTCCCCCCAA........................................................ 1 21

>ath-miR166c_MIMAT0000191_Arabidopsis_thaliana_miR166c
GAAGAAGAGAATCACTCGAATTAATTTGGAAGAACAAATTAAGAAAACCCTAGATGATTCTCGGACCAGGCTTCATTCCCCCTAACCTACTTATCGCTTTTCGCCCACTTTCTTTCTTTAGTCTTTTTTGTCTTAGTTTCA
************************************************************TCGGACCAGGCTTCATTCCCC************************************************************ ath-miR166c 21
..........................................................TCTCGGACCAGGCTTCATTCC.............................................................. 1 21
...........................................................CTCGGACCAGGCTTCATTCCC............................................................. 3 21
...........................................................CTCGGACCAGGCTTCATTCCCC............................................................ 8 22
............................................................TCGGACCAGGCTTCATTC............................................................... 152 18
............................................................TCGGACCAGGCTTCATTCC.............................................................. 557 19
............................................................TCGGACCAGGCTTCATTCCC............................................................. 1193 20
............................................................TCGGACCAGGCTTCATTCCCC............................................................ 60176 21
............................................................TCGGACCAGGCTTCATTCCCCC........................................................... 136 22
............................................................TCGGACCAGGCTTCATTCCCCCT.......................................................... 1 23
.............................................................CGGACCAGGCTTCATTCC.............................................................. 21 18
.............................................................CGGACCAGGCTTCATTCCC............................................................. 35 19
.............................................................CGGACCAGGCTTCATTCCCC............................................................ 2138 20
.............................................................CGGACCAGGCTTCATTCCCCC........................................................... 4 21
..............................................................GGACCAGGCTTCATTCCCC............................................................ 40 19
...............................................................GACCAGGCTTCATTCCCC............................................................ 123 18



>ath-miR166d_MIMAT0000192_Arabidopsis_thaliana_miR166d
AGGTCATGAAGAAGATCGGTAGATTGATTCATTTTAAAGAGTGAAATCCCTAAATGATTCTCGGACCAGGCTTCATTCCCCCCAACCGACATATCACATTCTTACTTAATTCTTTTTTCTTTTTTGTCTATCTGCTTTGAT
************************************************************TCGGACCAGGCTTCATTCCCC************************************************************ ath-miR166d 21
..........................................................TCTCGGACCAGGCTTCATTCC.............................................................. 1 21
...........................................................CTCGGACCAGGCTTCATTCCC............................................................. 3 21
...........................................................CTCGGACCAGGCTTCATTCCCC............................................................ 8 22
............................................................TCGGACCAGGCTTCATTC............................................................... 152 18
............................................................TCGGACCAGGCTTCATTCC.............................................................. 557 19
............................................................TCGGACCAGGCTTCATTCCC............................................................. 1193 20
............................................................TCGGACCAGGCTTCATTCCCC............................................................ 60176 21
............................................................TCGGACCAGGCTTCATTCCCCC........................................................... 136 22
............................................................TCGGACCAGGCTTCATTCCCCCC.......................................................... 25 23
.............................................................CGGACCAGGCTTCATTCC.............................................................. 21 18
.............................................................CGGACCAGGCTTCATTCCC............................................................. 35 19
.............................................................CGGACCAGGCTTCATTCCCC............................................................ 2138 20
.............................................................CGGACCAGGCTTCATTCCCCC........................................................... 4 21
..............................................................GGACCAGGCTTCATTCCCC............................................................ 40 19
...............................................................GACCAGGCTTCATTCCCC............................................................ 123 18
................................................................ACCAGGCTTCATTCCCCCCAA........................................................ 1 21

>ath-miR166e_MIMAT0000193_Arabidopsis_thaliana_miR166e
TATATGTCTCTTCTTTATTCATTAGTCTATACATGAATGATCATTTTACGGTTAATGACGTCGGACCAGGCTTCATTCCCCTCAATTATATCGCTTCGATCTTTCCTTCTTTGAGTAAACTATCTCCAGGTTAGATTTGGT
************************************************************TCGGACCAGGCTTCATTCCCC************************************************************ ath-miR166e 21
.......................................................TGACGTCGGACCAGGCTTCATT................................................................ 1 22
.......................................................TGACGTCGGACCAGGCTTCATTCC.............................................................. 3 24
.......................................................TGACGTCGGACCAGGCTTCATTCCC............................................................. 1 25
........................................................GACGTCGGACCAGGCTTCATTCCC............................................................. 1 24
.........................................................ACGTCGGACCAGGCTTCATTC............................................................... 1 21
.........................................................ACGTCGGACCAGGCTTCATTCCC............................................................. 1 23
..........................................................CGTCGGACCAGGCTTCATTCCC............................................................. 1 22
..........................................................CGTCGGACCAGGCTTCATTCCCC............................................................ 1 23
...........................................................GTCGGACCAGGCTTCATTCCC............................................................. 6 21
............................................................TCGGACCAGGCTTCATTC............................................................... 152 18
............................................................TCGGACCAGGCTTCATTCC.............................................................. 557 19
............................................................TCGGACCAGGCTTCATTCCC............................................................. 1193 20
............................................................TCGGACCAGGCTTCATTCCCC............................................................ 60176 21
............................................................TCGGACCAGGCTTCATTCCCCT........................................................... 209 22
............................................................TCGGACCAGGCTTCATTCCCCTC.......................................................... 1 23
.............................................................CGGACCAGGCTTCATTCC.............................................................. 21 18
.............................................................CGGACCAGGCTTCATTCCC............................................................. 35 19
.............................................................CGGACCAGGCTTCATTCCCC............................................................ 2138 20
.............................................................CGGACCAGGCTTCATTCCCCT........................................................... 6 21
..............................................................GGACCAGGCTTCATTCCCC............................................................ 40 19
...............................................................GACCAGGCTTCATTCCCC............................................................ 123 18
...............................................................GACCAGGCTTCATTCCCCT........................................................... 3 19

>ath-miR166f_MIMAT0000194_Arabidopsis_thaliana_miR166f
GCCTGGCTCGAGACCATTCAATCTCATGATCTCATGATTATAACGATGATGATGATGATGTCGGACCAGGCTTCATTCCCCTCAACTTACACGTTTTGCTTCTCAATCTTCAAGACCAATCGTTAGCCGATCACCTAATTC
************************************************************TCGGACCAGGCTTCATTCCCC************************************************************ ath-miR166f 21
.........................................................ATGTCGGACCAGGCTTCATTC............................................................... 1 21
...........................................................GTCGGACCAGGCTTCATTCCC............................................................. 6 21
............................................................TCGGACCAGGCTTCATTC............................................................... 152 18
............................................................TCGGACCAGGCTTCATTCC.............................................................. 557 19
............................................................TCGGACCAGGCTTCATTCCC............................................................. 1193 20
............................................................TCGGACCAGGCTTCATTCCCC............................................................ 60176 21
............................................................TCGGACCAGGCTTCATTCCCCT........................................................... 209 22
............................................................TCGGACCAGGCTTCATTCCCCTC.......................................................... 1 23
.............................................................CGGACCAGGCTTCATTCC.............................................................. 21 18
.............................................................CGGACCAGGCTTCATTCCC............................................................. 35 19
.............................................................CGGACCAGGCTTCATTCCCC............................................................ 2138 20
.............................................................CGGACCAGGCTTCATTCCCCT........................................................... 6 21
..............................................................GGACCAGGCTTCATTCCCC............................................................ 40 19
...............................................................GACCAGGCTTCATTCCCC............................................................ 123 18
...............................................................GACCAGGCTTCATTCCCCT........................................................... 3 19

>ath-miR166g_MIMAT0000195_Arabidopsis_thaliana_miR166g
TGTTTGGCTCGAGGTCATGGAGAGTAATTCGTTAACCCAACTCAAAACTCTAAATGATTCTCGGACCAGGCTTCATTCCCCTCAACCTATTTTATCGCATTTTTCAGAAAATCTTTTCACATTTTATATCACTTCTCAGTT
************************************************************TCGGACCAGGCTTCATTCCCC************************************************************ ath-miR166g 21
..........................................................TCTCGGACCAGGCTTCATTCC.............................................................. 1 21
...........................................................CTCGGACCAGGCTTCATTCCC............................................................. 3 21
...........................................................CTCGGACCAGGCTTCATTCCCC............................................................ 8 22
............................................................TCGGACCAGGCTTCATTC............................................................... 152 18
............................................................TCGGACCAGGCTTCATTCC.............................................................. 557 19
............................................................TCGGACCAGGCTTCATTCCC............................................................. 1193 20
............................................................TCGGACCAGGCTTCATTCCCC............................................................ 60176 21
............................................................TCGGACCAGGCTTCATTCCCCT........................................................... 209 22
............................................................TCGGACCAGGCTTCATTCCCCTC.......................................................... 1 23
.............................................................CGGACCAGGCTTCATTCC.............................................................. 21 18
.............................................................CGGACCAGGCTTCATTCCC............................................................. 35 19
.............................................................CGGACCAGGCTTCATTCCCC............................................................ 2138 20
.............................................................CGGACCAGGCTTCATTCCCCT........................................................... 6 21
..............................................................GGACCAGGCTTCATTCCCC............................................................ 40 19
...............................................................GACCAGGCTTCATTCCCC............................................................ 123 18
...............................................................GACCAGGCTTCATTCCCCT........................................................... 3 19

>ath-miR167a_MIMAT0000196_Arabidopsis_thaliana_miR167a
AAATCTCTCTTTCTCTTTCTTGATCTGCTACGGTGAAGTCTATGGTGCACCGGCATCTGATGAAGCTGCCAGCATGATCTAATTAGCTTTCTTTATCCTTTGTTGTGTTTCATGACGATGGTTAAGAGATCAGTCTCGATT
************************************************************TGAAGCTGCCAGCATGATCTA************************************************************ ath-miR167a 21
.........................................................TGATGAAGCTGCCAGCATGAT............................................................... 3 21
..........................................................GATGAAGCTGCCAGCATGATC.............................................................. 1 21
...........................................................ATGAAGCTGCCAGCATGATC.............................................................. 2 20
...........................................................ATGAAGCTGCCAGCATGATCT............................................................. 20 21
...........................................................ATGAAGCTGCCAGCATGATCTA............................................................ 19 22
............................................................TGAAGCTGCCAGCATGAT............................................................... 713 18
............................................................TGAAGCTGCCAGCATGATC.............................................................. 3351 19
............................................................TGAAGCTGCCAGCATGATCT............................................................. 4507 20



............................................................TGAAGCTGCCAGCATGATCTA............................................................ 398295 21

............................................................TGAAGCTGCCAGCATGATCTAA........................................................... 184 22

............................................................TGAAGCTGCCAGCATGATCTAAT.......................................................... 1 23

............................................................TGAAGCTGCCAGCATGATCTAATT......................................................... 3 24

.............................................................GAAGCTGCCAGCATGATC.............................................................. 81 18

.............................................................GAAGCTGCCAGCATGATCT............................................................. 98 19

.............................................................GAAGCTGCCAGCATGATCTA............................................................ 9023 20

.............................................................GAAGCTGCCAGCATGATCTAA........................................................... 5 21

..............................................................AAGCTGCCAGCATGATCT............................................................. 2 18

..............................................................AAGCTGCCAGCATGATCTA............................................................ 70 19

..............................................................AAGCTGCCAGCATGATCTAAT.......................................................... 3 21

...............................................................AGCTGCCAGCATGATCTA............................................................ 22 18

>ath-miR167b_MIMAT0000197_Arabidopsis_thaliana_miR167b
TGTGAGATTTGCACAACTTGTTGCTCAGGTATTTTGAAGACAAGTCCACAAGGGAACAAGTGAAGCTGCCAGCATGATCTATCTTTGGTTAAGAGATGAATGTGGAAACATATTGCTTAAACCCAAGCTAGGTCATGCTCT
************************************************************TGAAGCTGCCAGCATGATCTA************************************************************ ath-miR167b 21
..........................................................AGTGAAGCTGCCAGCATGATCTA............................................................ 2 23
...........................................................GTGAAGCTGCCAGCATGATCTA............................................................ 19 22
............................................................TGAAGCTGCCAGCATGAT............................................................... 713 18
............................................................TGAAGCTGCCAGCATGATC.............................................................. 3351 19
............................................................TGAAGCTGCCAGCATGATCT............................................................. 4507 20
............................................................TGAAGCTGCCAGCATGATCTA............................................................ 398295 21
............................................................TGAAGCTGCCAGCATGATCTAT........................................................... 452 22
............................................................TGAAGCTGCCAGCATGATCTATC.......................................................... 6 23
............................................................TGAAGCTGCCAGCATGATCTATCT......................................................... 291 24
.............................................................GAAGCTGCCAGCATGATC.............................................................. 81 18
.............................................................GAAGCTGCCAGCATGATCT............................................................. 98 19
.............................................................GAAGCTGCCAGCATGATCTA............................................................ 9023 20
.............................................................GAAGCTGCCAGCATGATCTAT........................................................... 11 21
.............................................................GAAGCTGCCAGCATGATCTATCT......................................................... 6 23
..............................................................AAGCTGCCAGCATGATCT............................................................. 2 18
..............................................................AAGCTGCCAGCATGATCTA............................................................ 70 19
..............................................................AAGCTGCCAGCATGATCTAT........................................................... 1 20
...............................................................AGCTGCCAGCATGATCTA............................................................ 22 18

>ath-miR168a_MIMAT0000198_Arabidopsis_thaliana_miR168a
CTTCATATCCCTGTCTAAAGGGATTATTATGATAGTAGAGTCTCACCATCGGGCTCGGATTCGCTTGGTGCAGGTCGGGAACCAATTCGGCTGACACAGCCTCGTGACTTTTAAACCTTTATTGGTTTGTGAGCAGGGATT
************************************************************TCGCTTGGTGCAGGTCGGGAA************************************************************ ath-miR168a 21
..........................................................ATTCGCTTGGTGCAGGTCGGGAA............................................................ 1 23
..........................................................ATTCGCTTGGTGCAGGTCGGGAAC........................................................... 4 24
...........................................................TTCGCTTGGTGCAGGTCGGGA............................................................. 26 21
...........................................................TTCGCTTGGTGCAGGTCGGGAA............................................................ 15 22
...........................................................TTCGCTTGGTGCAGGTCGGGAAC........................................................... 1 23
...........................................................TTCGCTTGGTGCAGGTCGGGAACC.......................................................... 1 24
............................................................TCGCTTGGTGCAGGTCGG............................................................... 80 18
............................................................TCGCTTGGTGCAGGTCGGG.............................................................. 111 19
............................................................TCGCTTGGTGCAGGTCGGGA............................................................. 946 20
............................................................TCGCTTGGTGCAGGTCGGGAA............................................................ 95711 21
............................................................TCGCTTGGTGCAGGTCGGGAAC........................................................... 6289 22
............................................................TCGCTTGGTGCAGGTCGGGAACC.......................................................... 73 23
............................................................TCGCTTGGTGCAGGTCGGGAACCA......................................................... 45 24
.............................................................CGCTTGGTGCAGGTCGGG.............................................................. 9 18
.............................................................CGCTTGGTGCAGGTCGGGA............................................................. 27 19
.............................................................CGCTTGGTGCAGGTCGGGAA............................................................ 3648 20
.............................................................CGCTTGGTGCAGGTCGGGAAC........................................................... 807 21
.............................................................CGCTTGGTGCAGGTCGGGAACC.......................................................... 37 22
.............................................................CGCTTGGTGCAGGTCGGGAACCA......................................................... 17 23
.............................................................CGCTTGGTGCAGGTCGGGAACCAA........................................................ 3 24
..............................................................GCTTGGTGCAGGTCGGGAA............................................................ 30 19
..............................................................GCTTGGTGCAGGTCGGGAAC........................................................... 7 20
..............................................................GCTTGGTGCAGGTCGGGAACC.......................................................... 1 21
..............................................................GCTTGGTGCAGGTCGGGAACCA......................................................... 1 22
..............................................................GCTTGGTGCAGGTCGGGAACCAAT....................................................... 1 24
...............................................................CTTGGTGCAGGTCGGGAA............................................................ 161 18
...............................................................CTTGGTGCAGGTCGGGAAC........................................................... 12 19
...............................................................CTTGGTGCAGGTCGGGAACCA......................................................... 19 21
................................................................TTGGTGCAGGTCGGGAAC........................................................... 2 18
................................................................TTGGTGCAGGTCGGGAACC.......................................................... 1 19
.................................................................TGGTGCAGGTCGGGAACCAA........................................................ 1 20
.................................................................TGGTGCAGGTCGGGAACCAAT....................................................... 3 21
....................................................................TGCAGGTCGGGAACCAATTCGGC.................................................. 1 23

>ath-miR168b_MIMAT0000199_Arabidopsis_thaliana_miR168b
TCACCTTTTTCTGATGAGAGAGAGATGCGATGATTGTTAAAGTTACCGGCGGTCTCGGATTCGCTTGGTGCAGGTCGGGAACTGATTGGCTGACACCGACACGTGTCTTGTCATGGTTGGTTTGTGAGCTCCCGTCTTGTA
************************************************************TCGCTTGGTGCAGGTCGGGAA************************************************************ ath-miR168b 21
....................................................TCTCGGATTCGCTTGGTGCAG.................................................................... 4 21
....................................................TCTCGGATTCGCTTGGTGCAGG................................................................... 1 22
....................................................TCTCGGATTCGCTTGGTGCAGGTC................................................................. 9 24
..........................................................ATTCGCTTGGTGCAGGTCGGGAA............................................................ 1 23
..........................................................ATTCGCTTGGTGCAGGTCGGGAAC........................................................... 4 24
...........................................................TTCGCTTGGTGCAGGTCGGGA............................................................. 26 21
...........................................................TTCGCTTGGTGCAGGTCGGGAA............................................................ 15 22
...........................................................TTCGCTTGGTGCAGGTCGGGAAC........................................................... 1 23
............................................................TCGCTTGGTGCAGGTCGG............................................................... 80 18
............................................................TCGCTTGGTGCAGGTCGGG.............................................................. 111 19
............................................................TCGCTTGGTGCAGGTCGGGA............................................................. 946 20
............................................................TCGCTTGGTGCAGGTCGGGAA............................................................ 95711 21
............................................................TCGCTTGGTGCAGGTCGGGAAC........................................................... 6289 22
............................................................TCGCTTGGTGCAGGTCGGGAACT.......................................................... 8 23
............................................................TCGCTTGGTGCAGGTCGGGAACTG......................................................... 4 24
.............................................................CGCTTGGTGCAGGTCGGG.............................................................. 9 18
.............................................................CGCTTGGTGCAGGTCGGGA............................................................. 27 19
.............................................................CGCTTGGTGCAGGTCGGGAA............................................................ 3648 20
.............................................................CGCTTGGTGCAGGTCGGGAAC........................................................... 807 21
.............................................................CGCTTGGTGCAGGTCGGGAACT.......................................................... 1 22
..............................................................GCTTGGTGCAGGTCGGGAA............................................................ 30 19
..............................................................GCTTGGTGCAGGTCGGGAAC........................................................... 7 20
...............................................................CTTGGTGCAGGTCGGGAA............................................................ 161 18



...............................................................CTTGGTGCAGGTCGGGAAC........................................................... 12 19

................................................................TTGGTGCAGGTCGGGAAC........................................................... 2 18

..................................................................GGTGCAGGTCGGGAACTG......................................................... 2 18

>ath-miR169a_MIMAT0000200_Arabidopsis_thaliana_miR169a
GGTTTTCATATATACAAGTGGGTATAGCTAGTGAAACGCGAATGTGACGAAAGTAGTGTGCAGCCAAGGATGACTTGCCGATTTAAATGATCTTTCTTTATACTCTATTAAGACAATTTAGTTTCAAACTTTTTTTTTTTT
************************************************************CAGCCAAGGATGACTTGCCGA************************************************************ ath-miR169a 21
............TACAAGTGGGTATAGCTAGTG............................................................................................................ 1 21
............TACAAGTGGGTATAGCTAGTGA........................................................................................................... 1 22
...................................ACGCGAATGTGACGAAAGTAGTGT.................................................................................. 1 24
......................................CGAATGTGACGAAAGTAGTGTG................................................................................. 1 22
............................................TGACGAAAGTAGTGTGCAGCC............................................................................ 12 21
............................................TGACGAAAGTAGTGTGCAGCCAAG......................................................................... 3 24
.............................................GACGAAAGTAGTGTGCAGCCA........................................................................... 1 21
...............................................CGAAAGTAGTGTGCAGCCAAG......................................................................... 3 21
..................................................AAGTAGTGTGCAGCCAAGGAT...................................................................... 1 21
......................................................AGTGTGCAGCCAAGGATGACT.................................................................. 1 21
.......................................................GTGTGCAGCCAAGGATGACTT................................................................. 2 21
........................................................TGTGCAGCCAAGGATGACTTG................................................................ 1 21
..........................................................TGCAGCCAAGGATGACTTG................................................................ 1 19
..........................................................TGCAGCCAAGGATGACTTGC............................................................... 2 20
..........................................................TGCAGCCAAGGATGACTTGCC.............................................................. 355 21
..........................................................TGCAGCCAAGGATGACTTGCCG............................................................. 1 22
..........................................................TGCAGCCAAGGATGACTTGCCGA............................................................ 1 23
..........................................................TGCAGCCAAGGATGACTTGCCGAT........................................................... 1 24
...........................................................GCAGCCAAGGATGACTTGCC.............................................................. 9 20
...........................................................GCAGCCAAGGATGACTTGCCG............................................................. 41 21
...........................................................GCAGCCAAGGATGACTTGCCGA............................................................ 1 22
............................................................CAGCCAAGGATGACTTGC............................................................... 12 18
............................................................CAGCCAAGGATGACTTGCC.............................................................. 14 19
............................................................CAGCCAAGGATGACTTGCCG............................................................. 278 20
............................................................CAGCCAAGGATGACTTGCCGA............................................................ 12916 21
............................................................CAGCCAAGGATGACTTGCCGAT........................................................... 30 22
............................................................CAGCCAAGGATGACTTGCCGATT.......................................................... 3 23
............................................................CAGCCAAGGATGACTTGCCGATTT......................................................... 1 24
.............................................................AGCCAAGGATGACTTGCCG............................................................. 28 19
.............................................................AGCCAAGGATGACTTGCCGA............................................................ 478 20
.............................................................AGCCAAGGATGACTTGCCGAT........................................................... 18 21
.............................................................AGCCAAGGATGACTTGCCGATT.......................................................... 1 22
..............................................................GCCAAGGATGACTTGCCG............................................................. 34 18
..............................................................GCCAAGGATGACTTGCCGA............................................................ 2 19
...............................................................CCAAGGATGACTTGCCGA............................................................ 124 18
.....................................................................ATGACTTGCCGATTTAAATGA................................................... 1 21
.................................................................................................TTATACTCTATTAAGACAATT....................... 1 21

>ath-miR172a_MIMAT0000203_Arabidopsis_thaliana_miR172a
GATTCACATCTGTTGATGGACGGTGGTGATTCACTCTCCACAAAGTTCTCTATGAAAATGAGAATCTTGATGATGCTGCATCGGCAATCAACGACTATTCTTTCCCTCTCTCTCTCTCTCCCTCTGTATAGATTATTTGGA
************************************************************AGAATCTTGATGATGCTGCAT************************************************************ ath-miR172a 21
..........................................................TGAGAATCTTGATGATGCTGC.............................................................. 8 21
..........................................................TGAGAATCTTGATGATGCTGCAT............................................................ 1 23
...........................................................GAGAATCTTGATGATGCTGCA............................................................. 9 21
...........................................................GAGAATCTTGATGATGCTGCAT............................................................ 93 22
............................................................AGAATCTTGATGATGCTG............................................................... 6 18
............................................................AGAATCTTGATGATGCTGC.............................................................. 55 19
............................................................AGAATCTTGATGATGCTGCA............................................................. 905 20
............................................................AGAATCTTGATGATGCTGCAT............................................................ 43240 21
............................................................AGAATCTTGATGATGCTGCATC........................................................... 34 22
............................................................AGAATCTTGATGATGCTGCATCGG......................................................... 1 24
.............................................................GAATCTTGATGATGCTGC.............................................................. 37 18
.............................................................GAATCTTGATGATGCTGCA............................................................. 92 19
.............................................................GAATCTTGATGATGCTGCAT............................................................ 29 20
..............................................................AATCTTGATGATGCTGCA............................................................. 3 18
..............................................................AATCTTGATGATGCTGCAT............................................................ 138 19
...............................................................ATCTTGATGATGCTGCAT............................................................ 6 18
.....................................................................ATGATGCTGCATCGGCAATC.................................................... 7 20
.......................................................................GATGCTGCATCGGCAATC.................................................... 1 18
...........................................................................CTGCATCGGCAATCAACGACT............................................. 1 21

>ath-miR172b_MIMAT0000205_Arabidopsis_thaliana_miR172b
CCATTAAGATTCACATGGAAATTGATAAATACCCTAAATTAGGGTTTTGATATGTATATGAGAATCTTGATGATGCTGCATCAACAATCGACGGCTACAAATACCTAAAGCTTGAGAAAGAAACTTGAAGATATTGATTGA
************************************************************AGAATCTTGATGATGCTGCAT************************************************************ ath-miR172b 21
..........................................................TGAGAATCTTGATGATGCTGC.............................................................. 8 21
..........................................................TGAGAATCTTGATGATGCTGCAT............................................................ 1 23
...........................................................GAGAATCTTGATGATGCTGCA............................................................. 9 21
...........................................................GAGAATCTTGATGATGCTGCAT............................................................ 93 22
............................................................AGAATCTTGATGATGCTG............................................................... 6 18
............................................................AGAATCTTGATGATGCTGC.............................................................. 55 19
............................................................AGAATCTTGATGATGCTGCA............................................................. 905 20
............................................................AGAATCTTGATGATGCTGCAT............................................................ 43240 21
............................................................AGAATCTTGATGATGCTGCATC........................................................... 34 22
............................................................AGAATCTTGATGATGCTGCATCA.......................................................... 1 23
.............................................................GAATCTTGATGATGCTGC.............................................................. 37 18
.............................................................GAATCTTGATGATGCTGCA............................................................. 92 19
.............................................................GAATCTTGATGATGCTGCAT............................................................ 29 20
..............................................................AATCTTGATGATGCTGCA............................................................. 3 18
..............................................................AATCTTGATGATGCTGCAT............................................................ 138 19
...............................................................ATCTTGATGATGCTGCAT............................................................ 6 18
.................................................................CTTGATGATGCTGCATCAACA....................................................... 1 21
................................................................................TCAACAATCGACGGCTACAAATAC..................................... 1 24

>ath-miR173_MIMAT0000206_Arabidopsis_thaliana_miR173
GATCTTCTTCTCACAAATAAACCCAAATATATCAATCTACTGTGTTGGTGATTAAGTACTTTCGCTTGCAGAGAGAAATCACAGTGGTCAAAAAAGTTGTAGTTTTCTTAAAGTCTCTTTCCTCTGTGATTCTCTGTGTAAG
************************************************************TTCGCTTGCAGAGAGAAATCAC************************************************************ ath-miR173 22
...................................................TTAAGTACTTTCGCTTGCAGA...................................................................... 1 21
...........................................................TTTCGCTTGCAGAGAGAAATCAC............................................................ 2 23
............................................................TTCGCTTGCAGAGAGAAA................................................................ 249 18
............................................................TTCGCTTGCAGAGAGAAAT............................................................... 42 19



............................................................TTCGCTTGCAGAGAGAAATC.............................................................. 27 20

............................................................TTCGCTTGCAGAGAGAAATCA............................................................. 416 21

............................................................TTCGCTTGCAGAGAGAAATCAC............................................................ 5030 22

............................................................TTCGCTTGCAGAGAGAAATCACA........................................................... 21 23

............................................................TTCGCTTGCAGAGAGAAATCACAG.......................................................... 1 24

.............................................................TCGCTTGCAGAGAGAAAT............................................................... 2 18

.............................................................TCGCTTGCAGAGAGAAATCA............................................................. 14 20

.............................................................TCGCTTGCAGAGAGAAATCAC............................................................ 217 21

.............................................................TCGCTTGCAGAGAGAAATCACA........................................................... 19 22

..............................................................CGCTTGCAGAGAGAAATCAC............................................................ 6 20

..............................................................CGCTTGCAGAGAGAAATCACA........................................................... 4 21

...............................................................GCTTGCAGAGAGAAATCAC............................................................ 2 19

...............................................................GCTTGCAGAGAGAAATCACAG.......................................................... 12 21

...............................................................GCTTGCAGAGAGAAATCACAGT......................................................... 2 22

................................................................CTTGCAGAGAGAAATCAC............................................................ 27 18

................................................................CTTGCAGAGAGAAATCACAGT......................................................... 2 21

.................................................................TTGCAGAGAGAAATCACA........................................................... 1 18

.................................................................TTGCAGAGAGAAATCACAGTG........................................................ 1 21

.................................................................TTGCAGAGAGAAATCACAGTGG....................................................... 8 22

.................................................................TTGCAGAGAGAAATCACAGTGGT...................................................... 4 23

..................................................................TGCAGAGAGAAATCACAGTG........................................................ 1 20

..................................................................TGCAGAGAGAAATCACAGTGG....................................................... 1 21

..................................................................TGCAGAGAGAAATCACAGTGGT...................................................... 2 22

..........................................................................................................................TCTGTGATTCTCTGTGTAAG 1 20

>ath-miR167d_MIMAT0000905_Arabidopsis_thaliana_miR167d
TCACAAGGAGGCATTTCTCTTCTCATTCTTTTTCAATTATCTATGTTGGTTTTTAGAAGCTGAAGCTGCCAGCATGATCTGGTAATCGCTACATACGACATACACACATCACTAAACTTCTTTATAATTTATGCACACACAT
************************************************************TGAAGCTGCCAGCATGATCTGG************************************************************ ath-miR167d 22
.........................................................AGCTGAAGCTGCCAGCATGATC............................................................... 6 22
.........................................................AGCTGAAGCTGCCAGCATGATCTGG............................................................ 1 25
...........................................................CTGAAGCTGCCAGCATGAT................................................................ 1 19
...........................................................CTGAAGCTGCCAGCATGATC............................................................... 2 20
...........................................................CTGAAGCTGCCAGCATGATCT.............................................................. 1 21
...........................................................CTGAAGCTGCCAGCATGATCTG............................................................. 22 22
............................................................TGAAGCTGCCAGCATGAT................................................................ 713 18
............................................................TGAAGCTGCCAGCATGATC............................................................... 3351 19
............................................................TGAAGCTGCCAGCATGATCT.............................................................. 4507 20
............................................................TGAAGCTGCCAGCATGATCTG............................................................. 218 21
............................................................TGAAGCTGCCAGCATGATCTGG............................................................ 3221 22
............................................................TGAAGCTGCCAGCATGATCTGGT........................................................... 17 23
............................................................TGAAGCTGCCAGCATGATCTGGTA.......................................................... 1 24
.............................................................GAAGCTGCCAGCATGATC............................................................... 81 18
.............................................................GAAGCTGCCAGCATGATCT.............................................................. 98 19
.............................................................GAAGCTGCCAGCATGATCTG............................................................. 6 20
.............................................................GAAGCTGCCAGCATGATCTGG............................................................ 99 21
.............................................................GAAGCTGCCAGCATGATCTGGT........................................................... 2 22
..............................................................AAGCTGCCAGCATGATCT.............................................................. 2 18
..............................................................AAGCTGCCAGCATGATCTGG............................................................ 2 20
.................................................................CTGCCAGCATGATCTGGT........................................................... 8 18

>ath-miR169c_MIMAT0000907_Arabidopsis_thaliana_miR169c
AAGGTGTGAATGGATTGTCTCATCTAAAGCCTTGAATGTGGGAAAAAGGCCATTGTTGTTCAGCCAAGGATGACTTGCCGGTAGCTTGTATTATGATTACTCTATATTCGATTTATATTATGGAGATGATGGTTTATATAT
************************************************************CAGCCAAGGATGACTTGCCGG************************************************************ ath-miR169c 21
..........................................................TTCAGCCAAGGATGACTTGCC.............................................................. 2 21
............................................................CAGCCAAGGATGACTTGC............................................................... 12 18
............................................................CAGCCAAGGATGACTTGCC.............................................................. 14 19
............................................................CAGCCAAGGATGACTTGCCG............................................................. 278 20
............................................................CAGCCAAGGATGACTTGCCGG............................................................ 504 21
............................................................CAGCCAAGGATGACTTGCCGGT........................................................... 89 22
............................................................CAGCCAAGGATGACTTGCCGGTA.......................................................... 3 23
.............................................................AGCCAAGGATGACTTGCCG............................................................. 28 19
.............................................................AGCCAAGGATGACTTGCCGG............................................................ 83 20
.............................................................AGCCAAGGATGACTTGCCGGT........................................................... 27 21
.............................................................AGCCAAGGATGACTTGCCGGTA.......................................................... 2 22
..............................................................GCCAAGGATGACTTGCCG............................................................. 34 18
..............................................................GCCAAGGATGACTTGCCGG............................................................ 2 19
...............................................................CCAAGGATGACTTGCCGG............................................................ 6 18
...............................................................CCAAGGATGACTTGCCGGTA.......................................................... 1 20

>ath-miR169d_MIMAT0000908_Arabidopsis_thaliana_miR169d
GATAATGAGAGTCACTAATTGTATCATAGAGTCTTGCATGGAAAAATTAAAGAATGAGATTGAGCCAAGGATGACTTGCCGATGTTATCAACAAATCTTAACTGATTTTGGTGTCCGGCAAGTTGACCTTGGCTCTGTTTC
************************************************************TGAGCCAAGGATGACTTGCCG************************************************************ ath-miR169d 21
..........................................................ATTGAGCCAAGGATGACTTGCC............................................................. 1 22
..........................................................ATTGAGCCAAGGATGACTTGCCG............................................................ 1 23
...........................................................TTGAGCCAAGGATGACTTGCC............................................................. 4 21
...........................................................TTGAGCCAAGGATGACTTGCCG............................................................ 4 22
............................................................TGAGCCAAGGATGACTTG............................................................... 1 18
............................................................TGAGCCAAGGATGACTTGCC............................................................. 5 20
............................................................TGAGCCAAGGATGACTTGCCG............................................................ 1182 21
............................................................TGAGCCAAGGATGACTTGCCGA........................................................... 2 22
.............................................................GAGCCAAGGATGACTTGCCG............................................................ 14 20
.............................................................GAGCCAAGGATGACTTGCCGA........................................................... 4 21
..............................................................AGCCAAGGATGACTTGCCG............................................................ 28 19
..............................................................AGCCAAGGATGACTTGCCGA........................................................... 478 20
..............................................................AGCCAAGGATGACTTGCCGAT.......................................................... 18 21
...............................................................GCCAAGGATGACTTGCCG............................................................ 34 18
...............................................................GCCAAGGATGACTTGCCGA........................................................... 2 19
................................................................CCAAGGATGACTTGCCGA........................................................... 124 18
................................................................CCAAGGATGACTTGCCGATG......................................................... 1 20
....................................................................................................................GGCAAGTTGACCTTGGCTCTG.... 1 21
.....................................................................................................................GCAAGTTGACCTTGGCTC...... 30 18
.....................................................................................................................GCAAGTTGACCTTGGCTCT..... 59 19
.....................................................................................................................GCAAGTTGACCTTGGCTCTG.... 73 20
.....................................................................................................................GCAAGTTGACCTTGGCTCTGT... 141 21
.....................................................................................................................GCAAGTTGACCTTGGCTCTGTT.. 19 22
......................................................................................................................CAAGTTGACCTTGGCTCTG.... 2 19
......................................................................................................................CAAGTTGACCTTGGCTCTGT... 1 20



>ath-miR169e_MIMAT0000909_Arabidopsis_thaliana_miR169e
ATGATGAGTCACTAATTAATTGTATCATAGAGTCTTGCATGGAAAAATAGAAAATGAGATTGAGCCAAGGATGACTTGCCGATTTTCTCAACGAATCTTACTGATTATGGTATCCGGCAAGTTGACTTTGGCTCTGTTTCC
************************************************************TGAGCCAAGGATGACTTGCCG************************************************************ ath-miR169e 21
..........................................................ATTGAGCCAAGGATGACTTGCC............................................................. 1 22
..........................................................ATTGAGCCAAGGATGACTTGCCG............................................................ 1 23
...........................................................TTGAGCCAAGGATGACTTGCC............................................................. 4 21
...........................................................TTGAGCCAAGGATGACTTGCCG............................................................ 4 22
............................................................TGAGCCAAGGATGACTTG............................................................... 1 18
............................................................TGAGCCAAGGATGACTTGCC............................................................. 5 20
............................................................TGAGCCAAGGATGACTTGCCG............................................................ 1182 21
............................................................TGAGCCAAGGATGACTTGCCGA........................................................... 2 22
.............................................................GAGCCAAGGATGACTTGCCG............................................................ 14 20
.............................................................GAGCCAAGGATGACTTGCCGA........................................................... 4 21
..............................................................AGCCAAGGATGACTTGCCG............................................................ 28 19
..............................................................AGCCAAGGATGACTTGCCGA........................................................... 478 20
..............................................................AGCCAAGGATGACTTGCCGAT.......................................................... 18 21
..............................................................AGCCAAGGATGACTTGCCGATT......................................................... 1 22
...............................................................GCCAAGGATGACTTGCCG............................................................ 34 18
...............................................................GCCAAGGATGACTTGCCGA........................................................... 2 19
................................................................CCAAGGATGACTTGCCGA........................................................... 124 18
....................................................................................................................GCAAGTTGACTTTGGCTC....... 3 18
....................................................................................................................GCAAGTTGACTTTGGCTCT...... 2 19
....................................................................................................................GCAAGTTGACTTTGGCTCTG..... 4 20
....................................................................................................................GCAAGTTGACTTTGGCTCTGT.... 14 21
....................................................................................................................GCAAGTTGACTTTGGCTCTGTT... 1 22

>ath-miR169f_MIMAT0000910_Arabidopsis_thaliana_miR169f
TTGTAATGGGAGTCTTTGGTTGTATCAGAGGGTCTTGCATGAAGGAATAACGAATGGAATTGAGCCAAGGATGACTTGCCGGTTTAAACCCAACCGGTTTATGACCATTGATTTGGTCTCATTCACAATCTGTTGATTCGT
************************************************************TGAGCCAAGGATGACTTGCCG************************************************************ ath-miR169f 21
.......................................TGAAGGAATAACGAATGGA................................................................................... 5 19
.......................................TGAAGGAATAACGAATGGAA.................................................................................. 3 20
.......................................TGAAGGAATAACGAATGGAAT................................................................................. 75 21
........................................GAAGGAATAACGAATGGAA.................................................................................. 1 19
....................................................AATGGAATTGAGCCAAGGATG.................................................................... 1 21
.....................................................ATGGAATTGAGCCAAGGATGA................................................................... 1 21
..........................................................ATTGAGCCAAGGATGACTTGCC............................................................. 1 22
..........................................................ATTGAGCCAAGGATGACTTGCCG............................................................ 1 23
...........................................................TTGAGCCAAGGATGACTTGCC............................................................. 4 21
...........................................................TTGAGCCAAGGATGACTTGCCG............................................................ 4 22
............................................................TGAGCCAAGGATGACTTG............................................................... 1 18
............................................................TGAGCCAAGGATGACTTGCC............................................................. 5 20
............................................................TGAGCCAAGGATGACTTGCCG............................................................ 1182 21
............................................................TGAGCCAAGGATGACTTGCCGG........................................................... 1 22
............................................................TGAGCCAAGGATGACTTGCCGGT.......................................................... 1 23
............................................................TGAGCCAAGGATGACTTGCCGGTT......................................................... 6 24
.............................................................GAGCCAAGGATGACTTGCCG............................................................ 14 20
.............................................................GAGCCAAGGATGACTTGCCGG........................................................... 2 21
..............................................................AGCCAAGGATGACTTGCCG............................................................ 28 19
..............................................................AGCCAAGGATGACTTGCCGG........................................................... 83 20
..............................................................AGCCAAGGATGACTTGCCGGT.......................................................... 27 21
..............................................................AGCCAAGGATGACTTGCCGGTT......................................................... 9 22
...............................................................GCCAAGGATGACTTGCCG............................................................ 34 18
...............................................................GCCAAGGATGACTTGCCGG........................................................... 2 19
................................................................CCAAGGATGACTTGCCGG........................................................... 6 18

>ath-miR169g_MIMAT0000911_Arabidopsis_thaliana_miR169g
CGATGATGAGAGTCTCTAGTTGTATCAGAGGGTCTTGCATGGAAGAATAGAGAATGAGGTTGAGCCAAGGATGACTTGCCGGGTTTTTTTACCAATGAATCTAATTAACTGATTCTGGTGTCCGGCAAGTTGACCTTGGCT
************************************************************TGAGCCAAGGATGACTTGCCG************************************************************ ath-miR169g 21
...........................................................TTGAGCCAAGGATGACTTGCC............................................................. 4 21
...........................................................TTGAGCCAAGGATGACTTGCCG............................................................ 4 22
............................................................TGAGCCAAGGATGACTTG............................................................... 1 18
............................................................TGAGCCAAGGATGACTTGCC............................................................. 5 20
............................................................TGAGCCAAGGATGACTTGCCG............................................................ 1182 21
............................................................TGAGCCAAGGATGACTTGCCGG........................................................... 1 22
............................................................TGAGCCAAGGATGACTTGCCGGGT......................................................... 2 24
.............................................................GAGCCAAGGATGACTTGCCG............................................................ 14 20
.............................................................GAGCCAAGGATGACTTGCCGG........................................................... 2 21
..............................................................AGCCAAGGATGACTTGCCG............................................................ 28 19
..............................................................AGCCAAGGATGACTTGCCGG........................................................... 83 20
..............................................................AGCCAAGGATGACTTGCCGGG.......................................................... 2 21
...............................................................GCCAAGGATGACTTGCCG............................................................ 34 18
...............................................................GCCAAGGATGACTTGCCGG........................................................... 2 19
................................................................CCAAGGATGACTTGCCGG........................................................... 6 18

>ath-miR169h_MIMAT0000913_Arabidopsis_thaliana_miR169h
TCATAAATACATAAATCATATAAGAGAAAATGGTGACATGAAGAATGAGAACTTGTGTGGTAGCCAAGGATGACTTGCCTGCGTTTTAGACCATATATATCAAAGACTCACTCGATCGATAGTCTTAGAGTTGGTTGGTCG
************************************************************TAGCCAAGGATGACTTGCCTG************************************************************ ath-miR169h 21
..........................................................GGTAGCCAAGGATGACTTGC............................................................... 1 20
..........................................................GGTAGCCAAGGATGACTTGCC.............................................................. 1 21
..........................................................GGTAGCCAAGGATGACTTGCCT............................................................. 4 22
..........................................................GGTAGCCAAGGATGACTTGCCTG............................................................ 3 23
...........................................................GTAGCCAAGGATGACTTGCCT............................................................. 2 21
...........................................................GTAGCCAAGGATGACTTGCCTG............................................................ 8 22
............................................................TAGCCAAGGATGACTTGC............................................................... 21 18
............................................................TAGCCAAGGATGACTTGCC.............................................................. 106 19
............................................................TAGCCAAGGATGACTTGCCT............................................................. 45 20
............................................................TAGCCAAGGATGACTTGCCTG............................................................ 5086 21
............................................................TAGCCAAGGATGACTTGCCTGC........................................................... 23 22
.............................................................AGCCAAGGATGACTTGCCT............................................................. 6 19
.............................................................AGCCAAGGATGACTTGCCTG............................................................ 49 20
.............................................................AGCCAAGGATGACTTGCCTGC........................................................... 2 21
..............................................................GCCAAGGATGACTTGCCT............................................................. 1 18
...............................................................CCAAGGATGACTTGCCTG............................................................ 11 18
...............................................................CCAAGGATGACTTGCCTGC........................................................... 1 19
...........................................................................................CATATATATCAAAGACTCACT............................. 1 21



>ath-miR169i_MIMAT0000914_Arabidopsis_thaliana_miR169i
TGTGAGTGTACACATTATTTAGAAGGAGATGTCAAAGATGAATAGAAGAATCATATTTGGTAGCCAAGGATGACTTGCCTGACTCTTTGTGTAAAATGTTTAGTGTCTTGTTTGAAGTCACTATAAGTTGTATCAAGCAAT
************************************************************TAGCCAAGGATGACTTGCCTG************************************************************ ath-miR169i 21
.....................................ATGAATAGAAGAATCATATTTGG................................................................................. 1 23
......................................TGAATAGAAGAATCATATTTGG................................................................................. 10 22
..........................................................GGTAGCCAAGGATGACTTGC............................................................... 1 20
..........................................................GGTAGCCAAGGATGACTTGCC.............................................................. 1 21
..........................................................GGTAGCCAAGGATGACTTGCCT............................................................. 4 22
..........................................................GGTAGCCAAGGATGACTTGCCTG............................................................ 3 23
...........................................................GTAGCCAAGGATGACTTGCCT............................................................. 2 21
...........................................................GTAGCCAAGGATGACTTGCCTG............................................................ 8 22
...........................................................GTAGCCAAGGATGACTTGCCTGA........................................................... 1 23
............................................................TAGCCAAGGATGACTTGC............................................................... 21 18
............................................................TAGCCAAGGATGACTTGCC.............................................................. 106 19
............................................................TAGCCAAGGATGACTTGCCT............................................................. 45 20
............................................................TAGCCAAGGATGACTTGCCTG............................................................ 5086 21
............................................................TAGCCAAGGATGACTTGCCTGA........................................................... 1092 22
............................................................TAGCCAAGGATGACTTGCCTGAC.......................................................... 6 23
.............................................................AGCCAAGGATGACTTGCCT............................................................. 6 19
.............................................................AGCCAAGGATGACTTGCCTG............................................................ 49 20
.............................................................AGCCAAGGATGACTTGCCTGA........................................................... 13 21
..............................................................GCCAAGGATGACTTGCCT............................................................. 1 18
..............................................................GCCAAGGATGACTTGCCTGA........................................................... 1 20
...............................................................CCAAGGATGACTTGCCTG............................................................ 11 18
...............................................................CCAAGGATGACTTGCCTGA........................................................... 4 19
................................................................CAAGGATGACTTGCCTGA........................................................... 1 18

>ath-miR169j_MIMAT0000915_Arabidopsis_thaliana_miR169j
GAGTAATAAAGAGTATAATGAGGAAGAGAGGTCTAACATGGCGAAAAGAGTCATGTTTAGTAGCCAAGGATGACTTGCCTGATCTTTTTCACCTCCATGATTCAATTTGTAATTCATGGGTTTTGGATTATTATACATTCA
************************************************************TAGCCAAGGATGACTTGCCTG************************************************************ ath-miR169j 21
...............TAATGAGGAAGAGAGGTCTAAC........................................................................................................ 1 22
..........................................................AGTAGCCAAGGATGACTTGCCTG............................................................ 1 23
...........................................................GTAGCCAAGGATGACTTGCCT............................................................. 2 21
...........................................................GTAGCCAAGGATGACTTGCCTG............................................................ 8 22
...........................................................GTAGCCAAGGATGACTTGCCTGA........................................................... 1 23
............................................................TAGCCAAGGATGACTTGC............................................................... 21 18
............................................................TAGCCAAGGATGACTTGCC.............................................................. 106 19
............................................................TAGCCAAGGATGACTTGCCT............................................................. 45 20
............................................................TAGCCAAGGATGACTTGCCTG............................................................ 5086 21
............................................................TAGCCAAGGATGACTTGCCTGA........................................................... 1092 22
............................................................TAGCCAAGGATGACTTGCCTGAT.......................................................... 4 23
............................................................TAGCCAAGGATGACTTGCCTGATCT........................................................ 1 25
.............................................................AGCCAAGGATGACTTGCCT............................................................. 6 19
.............................................................AGCCAAGGATGACTTGCCTG............................................................ 49 20
.............................................................AGCCAAGGATGACTTGCCTGA........................................................... 13 21
.............................................................AGCCAAGGATGACTTGCCTGAT.......................................................... 1 22
..............................................................GCCAAGGATGACTTGCCT............................................................. 1 18
..............................................................GCCAAGGATGACTTGCCTGA........................................................... 1 20
..............................................................GCCAAGGATGACTTGCCTGATC......................................................... 1 22
...............................................................CCAAGGATGACTTGCCTG............................................................ 11 18
...............................................................CCAAGGATGACTTGCCTGA........................................................... 4 19
................................................................CAAGGATGACTTGCCTGA........................................................... 1 18
................................................................CAAGGATGACTTGCCTGATC......................................................... 1 20

>ath-miR169k_MIMAT0000916_Arabidopsis_thaliana_miR169k
GCTGAGTCTACACATTATTTAGAAGGAGATGTCAAAGATGAATAGGAGAACAATATTTGGTAGCCAAGGATGACTTGCCTGCTTCTCTGAACAAAATGGTCGATGTCATGTTTTGAAGTGACTATAAGTTATACCAAGAAA
************************************************************TAGCCAAGGATGACTTGCCTG************************************************************ ath-miR169k 21
.........................................ATAGGAGAACAATATTTGGTAG.............................................................................. 2 22
..........................................................GGTAGCCAAGGATGACTTGC............................................................... 1 20
..........................................................GGTAGCCAAGGATGACTTGCC.............................................................. 1 21
..........................................................GGTAGCCAAGGATGACTTGCCT............................................................. 4 22
..........................................................GGTAGCCAAGGATGACTTGCCTG............................................................ 3 23
...........................................................GTAGCCAAGGATGACTTGCCT............................................................. 2 21
...........................................................GTAGCCAAGGATGACTTGCCTG............................................................ 8 22
............................................................TAGCCAAGGATGACTTGC............................................................... 21 18
............................................................TAGCCAAGGATGACTTGCC.............................................................. 106 19
............................................................TAGCCAAGGATGACTTGCCT............................................................. 45 20
............................................................TAGCCAAGGATGACTTGCCTG............................................................ 5086 21
............................................................TAGCCAAGGATGACTTGCCTGC........................................................... 23 22
.............................................................AGCCAAGGATGACTTGCCT............................................................. 6 19
.............................................................AGCCAAGGATGACTTGCCTG............................................................ 49 20
.............................................................AGCCAAGGATGACTTGCCTGC........................................................... 2 21
.............................................................AGCCAAGGATGACTTGCCTGCT.......................................................... 4 22
..............................................................GCCAAGGATGACTTGCCT............................................................. 1 18
...............................................................CCAAGGATGACTTGCCTG............................................................ 11 18
...............................................................CCAAGGATGACTTGCCTGC........................................................... 1 19

>ath-miR169l_MIMAT0000917_Arabidopsis_thaliana_miR169l
AAAGAGAGTTAAATATAATGAAGAAGAGAGGTCTAATATGGCGAAAAGAGTCATGTTTAATAGCCAAGGATGACTTGCCTGATCTTTTTCACCTCCATGATTCAATTTTAAGTTCGTGGATTTTGGATTATTATGCGTTTA
************************************************************TAGCCAAGGATGACTTGCCTG************************************************************ ath-miR169l 21
..........................................................AATAGCCAAGGATGACTTGCCTG............................................................ 2 23
............................................................TAGCCAAGGATGACTTGC............................................................... 21 18
............................................................TAGCCAAGGATGACTTGCC.............................................................. 106 19
............................................................TAGCCAAGGATGACTTGCCT............................................................. 45 20
............................................................TAGCCAAGGATGACTTGCCTG............................................................ 5086 21
............................................................TAGCCAAGGATGACTTGCCTGA........................................................... 1092 22
............................................................TAGCCAAGGATGACTTGCCTGAT.......................................................... 4 23
............................................................TAGCCAAGGATGACTTGCCTGATCT........................................................ 1 25
.............................................................AGCCAAGGATGACTTGCCT............................................................. 6 19
.............................................................AGCCAAGGATGACTTGCCTG............................................................ 49 20
.............................................................AGCCAAGGATGACTTGCCTGA........................................................... 13 21
.............................................................AGCCAAGGATGACTTGCCTGAT.......................................................... 1 22
..............................................................GCCAAGGATGACTTGCCT............................................................. 1 18
..............................................................GCCAAGGATGACTTGCCTGA........................................................... 1 20
..............................................................GCCAAGGATGACTTGCCTGATC......................................................... 1 22
...............................................................CCAAGGATGACTTGCCTG............................................................ 11 18
...............................................................CCAAGGATGACTTGCCTGA........................................................... 4 19
................................................................CAAGGATGACTTGCCTGA........................................................... 1 18



................................................................CAAGGATGACTTGCCTGATC......................................................... 1 20

>ath-miR169m_MIMAT0000918_Arabidopsis_thaliana_miR169m
AGTGAGTGTATACATTATTTAGAAGGAGAAGTCAAAGATGAATAGAAGAATCATATTTGGTAGCCAAGGATGACTTGCCTGTTTCTTTGAGTAAAATGGGTTAGTGTCATGTTTGACAAGTGACTATAAGTTATATCAAGC
************************************************************TAGCCAAGGATGACTTGCCTG************************************************************ ath-miR169m 21
.....................................ATGAATAGAAGAATCATATTTGG................................................................................. 1 23
......................................TGAATAGAAGAATCATATTTGG................................................................................. 10 22
..........................................................GGTAGCCAAGGATGACTTGC............................................................... 1 20
..........................................................GGTAGCCAAGGATGACTTGCC.............................................................. 1 21
..........................................................GGTAGCCAAGGATGACTTGCCT............................................................. 4 22
..........................................................GGTAGCCAAGGATGACTTGCCTG............................................................ 3 23
...........................................................GTAGCCAAGGATGACTTGCCT............................................................. 2 21
...........................................................GTAGCCAAGGATGACTTGCCTG............................................................ 8 22
............................................................TAGCCAAGGATGACTTGC............................................................... 21 18
............................................................TAGCCAAGGATGACTTGCC.............................................................. 106 19
............................................................TAGCCAAGGATGACTTGCCT............................................................. 45 20
............................................................TAGCCAAGGATGACTTGCCTG............................................................ 5086 21
............................................................TAGCCAAGGATGACTTGCCTGT........................................................... 177 22
............................................................TAGCCAAGGATGACTTGCCTGTT.......................................................... 1 23
.............................................................AGCCAAGGATGACTTGCCT............................................................. 6 19
.............................................................AGCCAAGGATGACTTGCCTG............................................................ 49 20
.............................................................AGCCAAGGATGACTTGCCTGT........................................................... 2 21
..............................................................GCCAAGGATGACTTGCCT............................................................. 1 18
...............................................................CCAAGGATGACTTGCCTG............................................................ 11 18
............................................................................................................ATGTTTGACAAGTGACTATAAGTTAT....... 1 26

>ath-miR169n_MIMAT0000919_Arabidopsis_thaliana_miR169n
GAGTAATGAAGTGTATGATGAAGAAGAGAGGTCTAACATGGCGGAAAGCGTCATGTTTAGTAGCCAAGGATGACTTGCCTGATCTTTTTCGCCTCCACGATTCAATTTCAAATTCATGCATTTTGGATTATTATACCTTTT
************************************************************TAGCCAAGGATGACTTGCCTG************************************************************ ath-miR169n 21
.....................AGAAGAGAGGTCTAACATGG.................................................................................................... 1 20
...........................GAGGTCTAACATGGCGGAA............................................................................................... 1 19
............................AGGTCTAACATGGCGGAAA.............................................................................................. 1 19
......................................TGGCGGAAAGCGTCATGTTT................................................................................... 1 20
......................................TGGCGGAAAGCGTCATGTTTAG................................................................................. 5 22
..............................................AGCGTCATGTTTAGTAGCCAAGGA....................................................................... 1 24
..........................................................AGTAGCCAAGGATGACTTGCCTG............................................................ 1 23
...........................................................GTAGCCAAGGATGACTTGCCT............................................................. 2 21
...........................................................GTAGCCAAGGATGACTTGCCTG............................................................ 8 22
...........................................................GTAGCCAAGGATGACTTGCCTGA........................................................... 1 23
............................................................TAGCCAAGGATGACTTGC............................................................... 21 18
............................................................TAGCCAAGGATGACTTGCC.............................................................. 106 19
............................................................TAGCCAAGGATGACTTGCCT............................................................. 45 20
............................................................TAGCCAAGGATGACTTGCCTG............................................................ 5086 21
............................................................TAGCCAAGGATGACTTGCCTGA........................................................... 1092 22
............................................................TAGCCAAGGATGACTTGCCTGAT.......................................................... 4 23
............................................................TAGCCAAGGATGACTTGCCTGATCT........................................................ 1 25
.............................................................AGCCAAGGATGACTTGCCT............................................................. 6 19
.............................................................AGCCAAGGATGACTTGCCTG............................................................ 49 20
.............................................................AGCCAAGGATGACTTGCCTGA........................................................... 13 21
.............................................................AGCCAAGGATGACTTGCCTGAT.......................................................... 1 22
..............................................................GCCAAGGATGACTTGCCT............................................................. 1 18
..............................................................GCCAAGGATGACTTGCCTGA........................................................... 1 20
..............................................................GCCAAGGATGACTTGCCTGATC......................................................... 1 22
...............................................................CCAAGGATGACTTGCCTG............................................................ 11 18
...............................................................CCAAGGATGACTTGCCTGA........................................................... 4 19
................................................................CAAGGATGACTTGCCTGA........................................................... 1 18
................................................................CAAGGATGACTTGCCTGATC......................................................... 1 20

>ath-miR171b_MIMAT0000920_Arabidopsis_thaliana_miR171b
TATTAGTGCGGTTCAATCAAATAGTCGTCCTCTTAACTCATGGAGAACGGTGTTGTTCGATTGAGCCGTGCCAATATCACGCGGTAAACCAAAAATGGCAAAGATAGTTATTATAACCTTAAAGGTATGTATCATTATCGT
************************************************************TTGAGCCGTGCCAATATCACG************************************************************ ath-miR171b 21
.ATTAGTGCGGTTCAATCAAAT....................................................................................................................... 1 21
..........................................................GATTGAGCCGTGCCAATATC............................................................... 1 20
...........................................................ATTGAGCCGTGCCAATATCAC............................................................. 1 21
............................................................TTGAGCCGTGCCAATATC............................................................... 5 18
............................................................TTGAGCCGTGCCAATATCA.............................................................. 23 19
............................................................TTGAGCCGTGCCAATATCAC............................................................. 420 20
............................................................TTGAGCCGTGCCAATATCACG............................................................ 513 21
............................................................TTGAGCCGTGCCAATATCACGC........................................................... 8 22
............................................................TTGAGCCGTGCCAATATCACGCG.......................................................... 1 23
.............................................................TGAGCCGTGCCAATATCA.............................................................. 1 18
.............................................................TGAGCCGTGCCAATATCAC............................................................. 5 19
.............................................................TGAGCCGTGCCAATATCACG............................................................ 33 20
.............................................................TGAGCCGTGCCAATATCACGC........................................................... 1 21
..............................................................GAGCCGTGCCAATATCAC............................................................. 1 18

>ath-miR171c_MIMAT0000921_Arabidopsis_thaliana_miR171c
ATATTGGTGCGGTTCAATCAGAAAACCGTACTCTTTTGTTTTAAAGATCGGTTTATTTGATTGAGCCGTGCCAATATCACGCGTTTAAATAGTTTAAAGATTCTATGTTAGTTGATGTGATCAATCAAGGTATGAATCTAT
************************************************************TTGAGCCGTGCCAATATCACG************************************************************ ath-miR171c 21
ATATTGGTGCGGTTCAATC.......................................................................................................................... 3 19
...................................................TTTATTTGATTGAGCCGTGCC..................................................................... 1 21
.........................................................TGATTGAGCCGTGCCAATA................................................................. 6 19
.........................................................TGATTGAGCCGTGCCAATAT................................................................ 1 20
.........................................................TGATTGAGCCGTGCCAATATC............................................................... 47 21
..........................................................GATTGAGCCGTGCCAATATC............................................................... 1 20
...........................................................ATTGAGCCGTGCCAATATCAC............................................................. 1 21
............................................................TTGAGCCGTGCCAATATC............................................................... 5 18
............................................................TTGAGCCGTGCCAATATCA.............................................................. 23 19
............................................................TTGAGCCGTGCCAATATCAC............................................................. 420 20
............................................................TTGAGCCGTGCCAATATCACG............................................................ 513 21
............................................................TTGAGCCGTGCCAATATCACGC........................................................... 8 22
............................................................TTGAGCCGTGCCAATATCACGCG.......................................................... 1 23
.............................................................TGAGCCGTGCCAATATCA.............................................................. 1 18
.............................................................TGAGCCGTGCCAATATCAC............................................................. 5 19
.............................................................TGAGCCGTGCCAATATCACG............................................................ 33 20
.............................................................TGAGCCGTGCCAATATCACGC........................................................... 1 21
..............................................................GAGCCGTGCCAATATCAC............................................................. 1 18



>ath-miR172d_MIMAT0000923_Arabidopsis_thaliana_miR172d
CAAGATTCAGAAATCAGATTCTCTTATGGGTTTTCTTTTGAGCCTTTATTTTTTGGTTTGAGAATCTTGATGATGCTGCAGCGGCAATTAAATGGCTTACTTATCTAGGGTCTTTTTTTCCATTTTCATCATGTGGTTAAT
************************************************************AGAATCTTGATGATGCTGCAG************************************************************ ath-miR172d 21
..........................................................TGAGAATCTTGATGATGCTGC.............................................................. 8 21
...........................................................GAGAATCTTGATGATGCTGCA............................................................. 9 21
............................................................AGAATCTTGATGATGCTG............................................................... 6 18
............................................................AGAATCTTGATGATGCTGC.............................................................. 55 19
............................................................AGAATCTTGATGATGCTGCA............................................................. 905 20
............................................................AGAATCTTGATGATGCTGCAG............................................................ 25 21
.............................................................GAATCTTGATGATGCTGC.............................................................. 37 18
.............................................................GAATCTTGATGATGCTGCA............................................................. 92 19
..............................................................AATCTTGATGATGCTGCA............................................................. 3 18
...............................................................ATCTTGATGATGCTGCAGCGGCA....................................................... 1 23
.................................................................CTTGATGATGCTGCAGCGGCA....................................................... 1 21
....................................................................GATGATGCTGCAGCGGCAATTAA.................................................. 1 23
.......................................................................GATGCTGCAGCGGCAATTAAATGG.............................................. 1 24
..........................................................................GCTGCAGCGGCAATTAAATGG.............................................. 1 21
...............................................................................AGCGGCAATTAAATGGCTTACTTA...................................... 1 24
..........................................................................................AATGGCTTACTTATCTAGGGTCTT........................... 1 24

>ath-miR390a_MIMAT0000931_Arabidopsis_thaliana_miR390a
AATCGGTTTTATCTTTCTCTAAGTCACAACCCAAAAAAACAAAGTAGAGAAGAATCTGTAAAGCTCAGGAGGGATAGCGCCATGATGATCACATTCGTTATCTATTTTTTGGCGCTATCCATCCTGAGTTTCATTGGCTCT
************************************************************AAGCTCAGGAGGGATAGCGCC************************************************************ ath-miR390a 21
..................................................AGAATCTGTAAAGCTCAGGAGGGA................................................................... 1 24
.....................................................ATCTGTAAAGCTCAGGAGGGA................................................................... 2 21
........................................................TGTAAAGCTCAGGAGGGATAG................................................................ 5 21
.........................................................GTAAAGCTCAGGAGGGATAG................................................................ 1 20
..........................................................TAAAGCTCAGGAGGGATAG................................................................ 1 19
...........................................................AAAGCTCAGGAGGGATAGCG.............................................................. 1 20
...........................................................AAAGCTCAGGAGGGATAGCGC............................................................. 27 21
...........................................................AAAGCTCAGGAGGGATAGCGCC............................................................ 9 22
...........................................................AAAGCTCAGGAGGGATAGCGCCATG......................................................... 1 25
............................................................AAGCTCAGGAGGGATAGC............................................................... 6 18
............................................................AAGCTCAGGAGGGATAGCG.............................................................. 42 19
............................................................AAGCTCAGGAGGGATAGCGC............................................................. 100 20
............................................................AAGCTCAGGAGGGATAGCGCC............................................................ 5411 21
............................................................AAGCTCAGGAGGGATAGCGCCA........................................................... 38 22
............................................................AAGCTCAGGAGGGATAGCGCCAT.......................................................... 1 23
............................................................AAGCTCAGGAGGGATAGCGCCATG......................................................... 10 24
.............................................................AGCTCAGGAGGGATAGCG.............................................................. 1 18
.............................................................AGCTCAGGAGGGATAGCGC............................................................. 13 19
.............................................................AGCTCAGGAGGGATAGCGCC............................................................ 114 20
.............................................................AGCTCAGGAGGGATAGCGCCA........................................................... 272 21
..............................................................GCTCAGGAGGGATAGCGCC............................................................ 2 19
...............................................................CTCAGGAGGGATAGCGCC............................................................ 3 18
...............................................................CTCAGGAGGGATAGCGCCA........................................................... 7 19
...............................................................CTCAGGAGGGATAGCGCCATG......................................................... 5 21
................................................................TCAGGAGGGATAGCGCCATGA........................................................ 1 21
.............................................................................CGCCATGATGATCACATTCG............................................ 1 20
................................................................................................................CGCTATCCATCCTGAGTTTC......... 23 20
................................................................................................................CGCTATCCATCCTGAGTTTCA........ 80 21
..................................................................................................................CTATCCATCCTGAGTTTCA........ 1 19

>ath-miR390b_MIMAT0000932_Arabidopsis_thaliana_miR390b
AAAGGAAGATGCATACCTATGGATGTAAATTTCAGATTGAGTAGTAGAGAAATAGCTATAAAGCTCAGGAGGGATAGCGCCATGGCTCACCAGTGCTGTATGTTTTGTATATGCGTACATGTATATCTGTTGGCGCTATCC
************************************************************AAGCTCAGGAGGGATAGCGCC************************************************************ ath-miR390b 21
........................................................TATAAAGCTCAGGAGGGATAG................................................................ 1 21
..........................................................TAAAGCTCAGGAGGGATAG................................................................ 1 19
...........................................................AAAGCTCAGGAGGGATAGCG.............................................................. 1 20
...........................................................AAAGCTCAGGAGGGATAGCGC............................................................. 27 21
...........................................................AAAGCTCAGGAGGGATAGCGCC............................................................ 9 22
...........................................................AAAGCTCAGGAGGGATAGCGCCATG......................................................... 1 25
............................................................AAGCTCAGGAGGGATAGC............................................................... 6 18
............................................................AAGCTCAGGAGGGATAGCG.............................................................. 42 19
............................................................AAGCTCAGGAGGGATAGCGC............................................................. 100 20
............................................................AAGCTCAGGAGGGATAGCGCC............................................................ 5411 21
............................................................AAGCTCAGGAGGGATAGCGCCA........................................................... 38 22
............................................................AAGCTCAGGAGGGATAGCGCCAT.......................................................... 1 23
............................................................AAGCTCAGGAGGGATAGCGCCATG......................................................... 10 24
.............................................................AGCTCAGGAGGGATAGCG.............................................................. 1 18
.............................................................AGCTCAGGAGGGATAGCGC............................................................. 13 19
.............................................................AGCTCAGGAGGGATAGCGCC............................................................ 114 20
.............................................................AGCTCAGGAGGGATAGCGCCA........................................................... 272 21
.............................................................AGCTCAGGAGGGATAGCGCCATGGC....................................................... 1 25
..............................................................GCTCAGGAGGGATAGCGCC............................................................ 2 19
...............................................................CTCAGGAGGGATAGCGCC............................................................ 3 18
...............................................................CTCAGGAGGGATAGCGCCA........................................................... 7 19
...............................................................CTCAGGAGGGATAGCGCCATG......................................................... 5 21
.................................................................CAGGAGGGATAGCGCCATGGCTCA.................................................... 1 24

>ath-miR391_MIMAT0000933_Arabidopsis_thaliana_miR391
ATTACACATACAAGTGGTCTTGCTTCTTCTATGGTTTTAAAACTGCAAATAAAGATTTGCTTCGCAGGAGAGATAGCGCCATCACCTCTTCTAAGAAGTTAACTAGTGGTGACGGTATCTCTCCTACGTAGCAATCCTTAT
************************************************************TTCGCAGGAGAGATAGCGCCA************************************************************ ath-miR391 21
.......................................................TTTGCTTCGCAGGAGAGATAGC................................................................ 2 22
........................................................TTGCTTCGCAGGAGAGATAGCG............................................................... 3 22
...........................................................CTTCGCAGGAGAGATAGCGC.............................................................. 1 20
...........................................................CTTCGCAGGAGAGATAGCGCC............................................................. 19 21
...........................................................CTTCGCAGGAGAGATAGCGCCA............................................................ 2 22
...........................................................CTTCGCAGGAGAGATAGCGCCATC.......................................................... 3 24
............................................................TTCGCAGGAGAGATAGCG............................................................... 52 18
............................................................TTCGCAGGAGAGATAGCGC.............................................................. 23 19
............................................................TTCGCAGGAGAGATAGCGCC............................................................. 1497 20
............................................................TTCGCAGGAGAGATAGCGCCA............................................................ 33985 21
............................................................TTCGCAGGAGAGATAGCGCCAT........................................................... 62 22
............................................................TTCGCAGGAGAGATAGCGCCATC.......................................................... 60 23
............................................................TTCGCAGGAGAGATAGCGCCATCA......................................................... 197 24



............................................................TTCGCAGGAGAGATAGCGCCATCAC........................................................ 6 25

.............................................................TCGCAGGAGAGATAGCGCC............................................................. 36 19

.............................................................TCGCAGGAGAGATAGCGCCA............................................................ 1249 20

.............................................................TCGCAGGAGAGATAGCGCCAT........................................................... 3 21

.............................................................TCGCAGGAGAGATAGCGCCATC.......................................................... 14 22

.............................................................TCGCAGGAGAGATAGCGCCATCA......................................................... 21 23

.............................................................TCGCAGGAGAGATAGCGCCATCAC........................................................ 128 24

..............................................................CGCAGGAGAGATAGCGCC............................................................. 6 18

..............................................................CGCAGGAGAGATAGCGCCA............................................................ 82 19

..............................................................CGCAGGAGAGATAGCGCCATCAC........................................................ 6 23

...............................................................GCAGGAGAGATAGCGCCA............................................................ 20 18

...............................................................GCAGGAGAGATAGCGCCAT........................................................... 1 19

................................................................CAGGAGAGATAGCGCCATCA......................................................... 1 20

................................................................CAGGAGAGATAGCGCCATCAC........................................................ 7 21

................................................................CAGGAGAGATAGCGCCATCACCTC..................................................... 1 24

.................................................................AGGAGAGATAGCGCCATCA......................................................... 1 19

.................................................................AGGAGAGATAGCGCCATCACC....................................................... 2 21

..................................................................GGAGAGATAGCGCCATCACC....................................................... 1 20

...................................................................GAGAGATAGCGCCATCACC....................................................... 2 19

....................................................................AGAGATAGCGCCATCACCT...................................................... 2 19

....................................................................................................AACTAGTGGTGACGGTATCTCTCC................. 1 24

........................................................................................................AGTGGTGACGGTATCTCT................... 1 18

........................................................................................................AGTGGTGACGGTATCTCTCCTA............... 1 22

........................................................................................................AGTGGTGACGGTATCTCTCCTACGTA........... 1 26

.........................................................................................................GTGGTGACGGTATCTCTC.................. 1 18

.........................................................................................................GTGGTGACGGTATCTCTCC................. 2 19

.........................................................................................................GTGGTGACGGTATCTCTCCT................ 2 20

.........................................................................................................GTGGTGACGGTATCTCTCCTACG............. 1 23

..........................................................................................................TGGTGACGGTATCTCTCCTAC.............. 4 21

..........................................................................................................TGGTGACGGTATCTCTCCTACGTAG.......... 1 25

...........................................................................................................GGTGACGGTATCTCTCCTAC.............. 2 20

...........................................................................................................GGTGACGGTATCTCTCCTACG............. 2 21

...........................................................................................................GGTGACGGTATCTCTCCTACGTA........... 13 23

...........................................................................................................GGTGACGGTATCTCTCCTACGTAG.......... 9 24

............................................................................................................GTGACGGTATCTCTCCTACGTA........... 1 22

............................................................................................................GTGACGGTATCTCTCCTACGTAG.......... 5 23

............................................................................................................GTGACGGTATCTCTCCTACGTAGC......... 86 24

............................................................................................................GTGACGGTATCTCTCCTACGTAGCA........ 1 25

.............................................................................................................TGACGGTATCTCTCCTACGTAG.......... 1 22

.............................................................................................................TGACGGTATCTCTCCTACGTAGC......... 1 23

.............................................................................................................TGACGGTATCTCTCCTACGTAGCA........ 3 24

..............................................................................................................GACGGTATCTCTCCTACGTAGC......... 1 22

...............................................................................................................ACGGTATCTCTCCTACGT............ 3 18

...............................................................................................................ACGGTATCTCTCCTACGTA........... 10 19

...............................................................................................................ACGGTATCTCTCCTACGTAG.......... 12 20

...............................................................................................................ACGGTATCTCTCCTACGTAGC......... 1576 21

...............................................................................................................ACGGTATCTCTCCTACGTAGCA........ 4 22

..................................................................................................................GTATCTCTCCTACGTAGC......... 1 18

..................................................................................................................GTATCTCTCCTACGTAGCAAT...... 1 21

>ath-miR393a_MIMAT0000934_Arabidopsis_thaliana_miR393a
TTTTAGAGTGAGAGAGAGATAGAGAGTTGAACAAATTCTTCATAGCAACTAGAGGAAGGATCCAAAGGGATCGCATTGATCCTAATTAAGGTGAATTCTCCCCATATTTTCTTTATAATTGGCAAATAAATCACAAAAATTT
************************************************************TCCAAAGGGATCGCATTGATCC************************************************************ ath-miR393a 22
.....................................................GGAAGGATCCAAAGGGATCGC.................................................................... 2 21
............................................................TCCAAAGGGATCGCATTG................................................................ 19 18
............................................................TCCAAAGGGATCGCATTGA............................................................... 78 19
............................................................TCCAAAGGGATCGCATTGAT.............................................................. 33 20
............................................................TCCAAAGGGATCGCATTGATC............................................................. 197 21
............................................................TCCAAAGGGATCGCATTGATCC............................................................ 229 22
............................................................TCCAAAGGGATCGCATTGATCCT........................................................... 2 23
.............................................................CCAAAGGGATCGCATTGA............................................................... 3 18
.............................................................CCAAAGGGATCGCATTGATC............................................................. 3 20
.............................................................CCAAAGGGATCGCATTGATCC............................................................ 3 21

>ath-miR393b_MIMAT0000935_Arabidopsis_thaliana_miR393b
AAAACACCATTGCTCCCACCTTGAAAGAGAGAGAGTTCTTCACAGCAACTAGAGAAAGGATCCAAAGGGATCGCATTGATCCTAATTAAGCTGATTTATTCCCCAATAATTGTTTTTTTTTTCCTTCTCAATCGAAAGATGG
************************************************************TCCAAAGGGATCGCATTGATCC************************************************************ ath-miR393b 22
..............................................AACTAGAGAAAGGATCCAAAGGGA........................................................................ 2 24
............................................................TCCAAAGGGATCGCATTG................................................................ 19 18
............................................................TCCAAAGGGATCGCATTGA............................................................... 78 19
............................................................TCCAAAGGGATCGCATTGAT.............................................................. 33 20
............................................................TCCAAAGGGATCGCATTGATC............................................................. 197 21
............................................................TCCAAAGGGATCGCATTGATCC............................................................ 229 22
............................................................TCCAAAGGGATCGCATTGATCCT........................................................... 2 23
.............................................................CCAAAGGGATCGCATTGA............................................................... 3 18
.............................................................CCAAAGGGATCGCATTGATC............................................................. 3 20
.............................................................CCAAAGGGATCGCATTGATCC............................................................ 3 21

>ath-miR396a_MIMAT0000944_Arabidopsis_thaliana_miR396a
CCTCACTCCCTCTTTCCACAATTAGGGTTTCGTCTGCTCTACATGACCCTCTCTGTATTCTTCCACAGCTTTCTTGAACTGCAAAACTTCTTCAGATTTTTTTTTTTTTCTTTTGATATCTCTTACGCATAAAATAGTGAT
************************************************************TTCCACAGCTTTCTTGAACTG************************************************************ ath-miR396a 21
..................CAATTAGGGTTTCGTCTGCTC...................................................................................................... 1 21
..................................................CTCTGTATTCTTCCACAGCTT...................................................................... 2 21
.....................................................TGTATTCTTCCACAGCTTTCT................................................................... 1 21
............................................................TTCCACAGCTTTCTTGAA............................................................... 50 18
............................................................TTCCACAGCTTTCTTGAAC.............................................................. 213 19
............................................................TTCCACAGCTTTCTTGAACT............................................................. 38 20
............................................................TTCCACAGCTTTCTTGAACTG............................................................ 4598 21
............................................................TTCCACAGCTTTCTTGAACTGC........................................................... 38 22
............................................................TTCCACAGCTTTCTTGAACTGCA.......................................................... 1 23
............................................................TTCCACAGCTTTCTTGAACTGCAA......................................................... 6 24
.............................................................TCCACAGCTTTCTTGAAC.............................................................. 13 18
.............................................................TCCACAGCTTTCTTGAACT............................................................. 1 19
.............................................................TCCACAGCTTTCTTGAACTG............................................................ 246 20
..............................................................CCACAGCTTTCTTGAACTG............................................................ 14 19
..............................................................CCACAGCTTTCTTGAACTGC........................................................... 1 20
..............................................................CCACAGCTTTCTTGAACTGCA.......................................................... 47 21
...............................................................CACAGCTTTCTTGAACTG............................................................ 15 18



................................................................ACAGCTTTCTTGAACTGCA.......................................................... 1 19

................................................................ACAGCTTTCTTGAACTGCAA......................................................... 4 20

................................................................ACAGCTTTCTTGAACTGCAAA........................................................ 5 21

>ath-miR396b_MIMAT0000945_Arabidopsis_thaliana_miR396b
ATTCTCTTAAGTTTAATTAGTTTTCAGAAGAAGGAGAAGATGAAGATCCTGGTCATACTTTTCCACAGCTTTCTTGAACTTTCTTTTTCATTTCCATTGTTTTTTTCTTAAACAAAAGTAAGAAGAAAAAAAACTTTAAGA
************************************************************TTCCACAGCTTTCTTGAACTT************************************************************ ath-miR396b 21
............................................................TTCCACAGCTTTCTTGAA............................................................... 50 18
............................................................TTCCACAGCTTTCTTGAAC.............................................................. 213 19
............................................................TTCCACAGCTTTCTTGAACT............................................................. 38 20
............................................................TTCCACAGCTTTCTTGAACTT............................................................ 367 21
............................................................TTCCACAGCTTTCTTGAACTTT........................................................... 4 22
............................................................TTCCACAGCTTTCTTGAACTTTCT......................................................... 1 24
.............................................................TCCACAGCTTTCTTGAAC.............................................................. 13 18
.............................................................TCCACAGCTTTCTTGAACT............................................................. 1 19
.............................................................TCCACAGCTTTCTTGAACTT............................................................ 9 20
..............................................................CCACAGCTTTCTTGAACTT............................................................ 1 19
...............................................................CACAGCTTTCTTGAACTT............................................................ 1 18

>ath-miR400_MIMAT0001001_Arabidopsis_thaliana_miR400
TGGCGATTCTTTGGTGTCAACAACAAAAGGGTAAATTCTTTAACTGTTCTGAGGATTGTTTATGAGAGTATTATAAGTCACTACATTTGGTAAGCAAAGTGTTGTTTCTCAAACGAAGTGACTTATGATAATCTCATGAAT
************************************************************TATGAGAGTATTATAAGTCAC************************************************************ ath-miR400 21
..........................................................TTTATGAGAGTATTATAAGTC.............................................................. 2 21
...........................................................TTATGAGAGTATTATAAGTCA............................................................. 54 21
............................................................TATGAGAGTATTATAAGT............................................................... 3 18
............................................................TATGAGAGTATTATAAGTC.............................................................. 1 19
............................................................TATGAGAGTATTATAAGTCA............................................................. 22 20
............................................................TATGAGAGTATTATAAGTCAC............................................................ 3156 21
............................................................TATGAGAGTATTATAAGTCACT........................................................... 6 22
............................................................TATGAGAGTATTATAAGTCACTA.......................................................... 12 23
.............................................................ATGAGAGTATTATAAGTCA............................................................. 1 19
.............................................................ATGAGAGTATTATAAGTCAC............................................................ 38 20
..............................................................TGAGAGTATTATAAGTCAC............................................................ 1 19
..............................................................TGAGAGTATTATAAGTCACTAC......................................................... 9 22
...............................................................GAGAGTATTATAAGTCAC............................................................ 4 18
...............................................................GAGAGTATTATAAGTCACTA.......................................................... 2 20
...............................................................GAGAGTATTATAAGTCACTAC......................................................... 24 21
................................................................AGAGTATTATAAGTCACTAC......................................................... 1 20
................................................................AGAGTATTATAAGTCACTACA........................................................ 3 21
.............................................................................................................CAAACGAAGTGACTTATGATAATC........ 1 24
...................................................................................................................AAGTGACTTATGATAATC........ 1 18
...................................................................................................................AAGTGACTTATGATAATCTCA..... 18 21
....................................................................................................................AGTGACTTATGATAATCTC...... 1 19
....................................................................................................................AGTGACTTATGATAATCTCA..... 1 20
....................................................................................................................AGTGACTTATGATAATCTCAT.... 8 21
.....................................................................................................................GTGACTTATGATAATCTCA..... 1 19
.......................................................................................................................GACTTATGATAATCTCATGA.. 3 20

>ath-miR402_MIMAT0001003_Arabidopsis_thaliana_miR402
AGATAAGTTTGAGTTGCATAGTGGCAGTCTTCCTTTGTTTGTTAACCCATATTTTCATGATTCGAGGCCTATTAAACCTCTGTTACATCTGCTTTTTGAAAAGTTGTCATTTTTCTGAAATCTTCTTGCCTCAATTTCCAAC
************************************************************TTCGAGGCCTATTAAACCTCTG************************************************************ ath-miR402 22
...........................................................ATTCGAGGCCTATTAAACCTCT............................................................. 1 22
............................................................TTCGAGGCCTATTAAACC................................................................ 2 18
............................................................TTCGAGGCCTATTAAACCT............................................................... 1 19
............................................................TTCGAGGCCTATTAAACCTC.............................................................. 1 20
............................................................TTCGAGGCCTATTAAACCTCT............................................................. 1 21
............................................................TTCGAGGCCTATTAAACCTCTG............................................................ 46 22
............................................................TTCGAGGCCTATTAAACCTCTGT........................................................... 1 23
............................................................TTCGAGGCCTATTAAACCTCTGTTA......................................................... 2 25
.............................................................TCGAGGCCTATTAAACCTCTG............................................................ 3 21
..............................................................CGAGGCCTATTAAACCTC.............................................................. 1 18

>ath-miR403_MIMAT0001004_Arabidopsis_thaliana_miR403
TAATTCAACAGGCTTTATGTAAGAGATTCTTTAACAATTCCTATAATCTTTGTTGTTGGATTAGATTCACGCACAAACTCGTAATCTGTCTTTTCGATTTTTACCAGATCTGTCTTCGATTTCGAATCGATCTCTTTTGAT
************************************************************TTAGATTCACGCACAAACTCG************************************************************ ath-miR403 21
.........................................................GGATTAGATTCACGCACA.................................................................. 1 18
.........................................................GGATTAGATTCACGCACAAAC............................................................... 1 21
.........................................................GGATTAGATTCACGCACAAACTC............................................................. 6 23
.........................................................GGATTAGATTCACGCACAAACTCG............................................................ 3 24
..........................................................GATTAGATTCACGCACAAACT.............................................................. 1 21
..........................................................GATTAGATTCACGCACAAACTC............................................................. 1 22
..........................................................GATTAGATTCACGCACAAACTCG............................................................ 2 23
............................................................TTAGATTCACGCACAAAC............................................................... 151 18
............................................................TTAGATTCACGCACAAACT.............................................................. 68 19
............................................................TTAGATTCACGCACAAACTC............................................................. 174 20
............................................................TTAGATTCACGCACAAACTCG............................................................ 1217 21
............................................................TTAGATTCACGCACAAACTCGT........................................................... 153 22
............................................................TTAGATTCACGCACAAACTCGTA.......................................................... 1 23
.............................................................TAGATTCACGCACAAACT.............................................................. 3 18
.............................................................TAGATTCACGCACAAACTCG............................................................ 19 20
..............................................................AGATTCACGCACAAACTC............................................................. 2 18
..............................................................AGATTCACGCACAAACTCG............................................................ 18 19
...............................................................GATTCACGCACAAACTCG............................................................ 4 18
...............................................................GATTCACGCACAAACTCGTA.......................................................... 1 20
................................................................ATTCACGCACAAACTCGT........................................................... 1 18
................................................................ATTCACGCACAAACTCGTAA......................................................... 2 20

>ath-miR406_MIMAT0001009_Arabidopsis_thaliana_miR406
TAGATTTGATTTTTCTTTTATTAGTTCTTAAATTTTGATTTGAGACAGTAACTATTCAAATAGAATGCTATTGTAATCCAGAATCCGAAAGAAACGAATCAAAAAAAAAAAAAACGAGTCTTCATAGTAAAAATCGATTAA
************************************************************TAGAATGCTATTGTAATCCAG************************************************************ ath-miR406 21
.....................................ATTTGAGACAGTAACTATTCAAAT................................................................................ 2 24
.............................................................AGAATGCTATTGTAATCCAGAATC........................................................ 1 24
...............................................................................AGAATCCGAAAGAAACGAATCA........................................ 1 22
.................................................................................................................ACGAGTCTTCATAGTAAAAATCGA.... 1 24



>ath-miR407_MIMAT0001010_Arabidopsis_thaliana_miR407
TTAAAAAAATCGCCAACTTTTAAAAATGGGACAAAAAAATCGCCAACTCCTGAAATGTCATTTAAATCATATACTTTTGGTTGACTTTTCCAGAAAGATAATAAAGCAAAGATTCGTAATCAACAAAACTTTGCTCTGTTA
************************************************************TTTAAATCATATACTTTTGGT************************************************************ ath-miR407 21
.....................AAAAATGGGACAAAAAAATCGCCA................................................................................................ 1 24
.......................AAATGGGACAAAAAAATCGCCAAC.............................................................................................. 1 24
........................................CGCCAACTCCTGAAATGTCA................................................................................. 1 20
......................................................................................................................ATCAACAAAACTTTGCTCTGTTA 1 23

>ath-miR408_MIMAT0001011_Arabidopsis_thaliana_miR408
ACAAGCAGAGCATGGATTGAGTTTACTAAAACATTAAACGACTCTGTTTTGTCTCTACCCATGCACTGCCTCTTCCCTGGCTCCCTCTTTTTTTCTCTATATTTCTCTCTCTCCTTTCATTTCACAGCTTTCAATGGAATT
************************************************************ATGCACTGCCTCTTCCCTGGC************************************************************ ath-miR408 21
...........................................................CATGCACTGCCTCTTCCCTGGCTC.......................................................... 3 24
............................................................ATGCACTGCCTCTTCCCT............................................................... 2 18
............................................................ATGCACTGCCTCTTCCCTG.............................................................. 2 19
............................................................ATGCACTGCCTCTTCCCTGG............................................................. 6 20
............................................................ATGCACTGCCTCTTCCCTGGC............................................................ 344 21
............................................................ATGCACTGCCTCTTCCCTGGCT........................................................... 1 22
............................................................ATGCACTGCCTCTTCCCTGGCTC.......................................................... 1 23
.............................................................TGCACTGCCTCTTCCCTGG............................................................. 1 19
.............................................................TGCACTGCCTCTTCCCTGGC............................................................ 8 20
.............................................................TGCACTGCCTCTTCCCTGGCT........................................................... 5 21
.............................................................TGCACTGCCTCTTCCCTGGCTC.......................................................... 4 22
..............................................................GCACTGCCTCTTCCCTGGC............................................................ 6 19

>ath-miR172e_MIMAT0001019_Arabidopsis_thaliana_miR172e
GAGATGTGGTTCCCTTTGCTTTCGCCTCTCGATCCGCAGAAAAGGGTTCCTTATCGAGTGGGAATCTTGATGATGCTGCATCAGCAAATACATGGCTACTCTTGTCACTTCTTTTTTGTCATTCTCTAGTGAAGAGAGTAA
************************************************************GGAATCTTGATGATGCTGCAT************************************************************ ath-miR172e 21
.........................................................GTGGGAATCTTGATGATGCTGCA............................................................. 1 23
............................................................GGAATCTTGATGATGCTGCA............................................................. 2 20
............................................................GGAATCTTGATGATGCTGCAT............................................................ 153 21
.............................................................GAATCTTGATGATGCTGC.............................................................. 37 18
.............................................................GAATCTTGATGATGCTGCA............................................................. 92 19
.............................................................GAATCTTGATGATGCTGCAT............................................................ 29 20
..............................................................AATCTTGATGATGCTGCA............................................................. 3 18
..............................................................AATCTTGATGATGCTGCAT............................................................ 138 19
...............................................................ATCTTGATGATGCTGCAT............................................................ 6 18

>ath-miR447a_MIMAT0002113_Arabidopsis_thaliana_miR447a
TTTTTTCTAGCCAACTCCAAGTTCTCGAGTTGATCATTGTTTGTATTCTTGAGACATTATTTGGGGACGAGATGTTTTGTTGACTCGATATAAGAAGGGGCTTTATGGAAGAAATTGTAGTATTATATATCGAGAGTGGCTC
************************************************************TTGGGGACGAGATGTTTTGTTG************************************************************ ath-miR447a 22
.................................................TGAGACATTATTTGGGGACGAG....................................................................... 1 22
...........................................................TTTGGGGACGAGATGTTTTGTT............................................................. 4 22
............................................................TTGGGGACGAGATGTTTTGT.............................................................. 3 20
............................................................TTGGGGACGAGATGTTTTGTT............................................................. 1 21
............................................................TTGGGGACGAGATGTTTTGTTG............................................................ 34 22
............................................................TTGGGGACGAGATGTTTTGTTGA........................................................... 3 23
.............................................................TGGGGACGAGATGTTTTGT.............................................................. 2 19
.............................................................TGGGGACGAGATGTTTTGTT............................................................. 1 20
.............................................................TGGGGACGAGATGTTTTGTTG............................................................ 30 21
.............................................................TGGGGACGAGATGTTTTGTTGA........................................................... 2 22
.............................................................TGGGGACGAGATGTTTTGTTGAC.......................................................... 2 23
..........................................................................TTTTGTTGACTCGATATAAGA............................................... 1 21
.................................................................................GACTCGATATAAGAAGGGGCT........................................ 8 21
..................................................................................ACTCGATATAAGAAGGGGC......................................... 1 19
..................................................................................ACTCGATATAAGAAGGGGCT........................................ 2 20
..................................................................................ACTCGATATAAGAAGGGGCTT....................................... 28 21
......................................................................................................TTATGGAAGAAATTGTAGTA.................... 1 20
......................................................................................................TTATGGAAGAAATTGTAGTAT................... 11 21
.......................................................................................................TATGGAAGAAATTGTAGT..................... 2 18
.......................................................................................................TATGGAAGAAATTGTAGTATT.................. 27 21
........................................................................................................ATGGAAGAAATTGTAGTATT.................. 1 20
............................................................................................................AAGAAATTGTAGTATTATATA............. 2 21
................................................................................................................AATTGTAGTATTATATATCGA......... 1 21

>ath-miR447b_MIMAT0002114_Arabidopsis_thaliana_miR447b
TGTTTTTCTAGCCAGCCCCAAGTTCTCGAGTTGATCATTGTTTGTATTCTGACACATTATTTGGGGACGAGATGTTTTGTTGACTCGATATAAGAAGGGGCTTTATGGAAGAAATTGTAGTATTATATATTGAGAATGGCTC
************************************************************TTGGGGACGAGATGTTTTGTTG************************************************************ ath-miR447b 22
...........................................................TTTGGGGACGAGATGTTTTGTT............................................................. 4 22
............................................................TTGGGGACGAGATGTTTTGT.............................................................. 3 20
............................................................TTGGGGACGAGATGTTTTGTT............................................................. 1 21
............................................................TTGGGGACGAGATGTTTTGTTG............................................................ 34 22
............................................................TTGGGGACGAGATGTTTTGTTGA........................................................... 3 23
.............................................................TGGGGACGAGATGTTTTGT.............................................................. 2 19
.............................................................TGGGGACGAGATGTTTTGTT............................................................. 1 20
.............................................................TGGGGACGAGATGTTTTGTTG............................................................ 30 21
.............................................................TGGGGACGAGATGTTTTGTTGA........................................................... 2 22
.............................................................TGGGGACGAGATGTTTTGTTGAC.......................................................... 2 23
..........................................................................TTTTGTTGACTCGATATAAGA............................................... 1 21
.................................................................................GACTCGATATAAGAAGGGGCT........................................ 8 21
..................................................................................ACTCGATATAAGAAGGGGC......................................... 1 19
..................................................................................ACTCGATATAAGAAGGGGCT........................................ 2 20
..................................................................................ACTCGATATAAGAAGGGGCTT....................................... 28 21
......................................................................................................TTATGGAAGAAATTGTAGTA.................... 1 20
......................................................................................................TTATGGAAGAAATTGTAGTAT................... 11 21
.......................................................................................................TATGGAAGAAATTGTAGT..................... 2 18
.......................................................................................................TATGGAAGAAATTGTAGTATT.................. 27 21
........................................................................................................ATGGAAGAAATTGTAGTATT.................. 1 20
............................................................................................................AAGAAATTGTAGTATTATATA............. 2 21

>ath-miR472_MIMAT0003931_Arabidopsis_thaliana_miR472
TGTTGGATTTGTAAGGTTTTGGTGTTTGCAAGTGTTGAGATGCGCAAGATTTGAGTAAGATTTTTCCTACTCCGCCCATACCATACATACACCTAATCCTGAGTCCATCTCTGATGGGTTACTACTGGAGTCCAAAACTAAT
************************************************************TTTTTCCTACTCCGCCCATACC************************************************************ ath-miR472 22
...........................................................ATTTTTCCTACTCCGCCCATA.............................................................. 1 21
............................................................TTTTTCCTACTCCGCCCAT............................................................... 1 19
............................................................TTTTTCCTACTCCGCCCATACC............................................................ 12 22
.............................................................TTTTCCTACTCCGCCCATAC............................................................. 1 20



.............................................................TTTTCCTACTCCGCCCATACC............................................................ 11 21

..............................................................TTTCCTACTCCGCCCATACC............................................................ 2 20

...............................................................TTCCTACTCCGCCCATACC............................................................ 2 19

................................................................TCCTACTCCGCCCATACC............................................................ 1 18

................................................................TCCTACTCCGCCCATACCATAC........................................................ 1 22

...................................................................TACTCCGCCCATACCATACAT...................................................... 1 21

...................................................................TACTCCGCCCATACCATACATA..................................................... 49 22

...................................................................TACTCCGCCCATACCATACATAC.................................................... 1 23

....................................................................ACTCCGCCCATACCATACAT...................................................... 1 20

.......................................................................CCGCCCATACCATACATACACC................................................. 3 22

..................................................................................ATACATACACCTAATCCT.......................................... 1 18

..................................................................................ATACATACACCTAATCCTG......................................... 1 19

..................................................................................ATACATACACCTAATCCTGA........................................ 5 20

..................................................................................ATACATACACCTAATCCTGAG....................................... 303 21

..................................................................................ATACATACACCTAATCCTGAGT...................................... 1 22

...................................................................................TACATACACCTAATCCTGAG....................................... 1 20

....................................................................................ACATACACCTAATCCTGAG....................................... 7 19

>ath-miR775_MIMAT0003934_Arabidopsis_thaliana_miR775
TTTCAACATTCCAATATTTCAACTTTCGAATACCCAATATTTGGTTTGTTCAAAGACATTTTCGATGTCTAGCAGTGCCAATGTTTAAAATCAACTGATAATTTTGGAATTAATGTGTATAAAGATTCGAACTTTTATTT
************************************************************TTCGATGTCTAGCAGTGCCA************************************************************ ath-miR775 20
....................................ATATTTGGTTTGTTCAAAGACATT................................................................................ 4 24
.......................................TTTGGTTTGTTCAAAGACATT................................................................................ 2 21
.......................................TTTGGTTTGTTCAAAGACATTTTC............................................................................. 3 24
..........................................................TTTTCGATGTCTAGCAGTG............................................................... 3 19
..........................................................TTTTCGATGTCTAGCAGTGC.............................................................. 2 20
..........................................................TTTTCGATGTCTAGCAGTGCC............................................................. 38 21
..........................................................TTTTCGATGTCTAGCAGTGCCA............................................................ 115 22
..........................................................TTTTCGATGTCTAGCAGTGCCAA........................................................... 466 23
..........................................................TTTTCGATGTCTAGCAGTGCCAAT.......................................................... 5 24
...........................................................TTTCGATGTCTAGCAGTGCC............................................................. 6 20
...........................................................TTTCGATGTCTAGCAGTGCCA............................................................ 32 21
...........................................................TTTCGATGTCTAGCAGTGCCAA........................................................... 68 22
............................................................TTCGATGTCTAGCAGTGCC............................................................. 12 19
............................................................TTCGATGTCTAGCAGTGCCA............................................................ 1630 20
............................................................TTCGATGTCTAGCAGTGCCAA........................................................... 454 21
............................................................TTCGATGTCTAGCAGTGCCAAT.......................................................... 73 22
.............................................................TCGATGTCTAGCAGTGCC............................................................. 1 18
.............................................................TCGATGTCTAGCAGTGCCA............................................................ 60 19
.............................................................TCGATGTCTAGCAGTGCCAA........................................................... 11 20
.............................................................TCGATGTCTAGCAGTGCCAAT.......................................................... 6 21
..............................................................CGATGTCTAGCAGTGCCA............................................................ 33 18
..............................................................CGATGTCTAGCAGTGCCAA........................................................... 5 19
..............................................................CGATGTCTAGCAGTGCCAAT.......................................................... 1 20
...............................................................GATGTCTAGCAGTGCCAA........................................................... 3 18
...............................................................GATGTCTAGCAGTGCCAAT.......................................................... 1 19
...................................................................TCTAGCAGTGCCAATGTTTAAA................................................... 1 22

>ath-miR777_MIMAT0003936_Arabidopsis_thaliana_miR777
ATTTGTTAAGACAAATGTTTATATAAGTCGTCCATGCGTTGTACATTTAATCTTAACTAATACGCATTGAGTTTCGTTGCTTTCTCGGGAAAAATCTCTTTGTAACTAAACTTTTATGTACCTACTAAAAATCTCATGTTGA
************************************************************TACGCATTGAGTTTCGTTGCTT************************************************************ ath-miR777 22
....................................................TTAACTAATACGCATTGAGT...................................................................... 1 20
....................................................TTAACTAATACGCATTGAGTTT.................................................................... 1 22
..........................................................AATACGCATTGAGTTTCGTTGC.............................................................. 1 22
...........................................................ATACGCATTGAGTTTCGTTGCT............................................................. 8 22
............................................................TACGCATTGAGTTTCGTT................................................................ 2 18
............................................................TACGCATTGAGTTTCGTTG............................................................... 3 19
............................................................TACGCATTGAGTTTCGTTGC.............................................................. 1 20
............................................................TACGCATTGAGTTTCGTTGCT............................................................. 6 21
............................................................TACGCATTGAGTTTCGTTGCTT............................................................ 85 22
............................................................TACGCATTGAGTTTCGTTGCTTT........................................................... 1 23
............................................................TACGCATTGAGTTTCGTTGCTTTCT......................................................... 4 25
.............................................................ACGCATTGAGTTTCGTTGCTT............................................................ 2 21

>ath-miR829.1_MIMAT0004245_Arabidopsis_thaliana_miR829.1
TTGTACTTTGAAGCTTTGATTTGAACCTGTCAATTGGTATCAAAGCTTCTAAATCTTTGAAGCTCTGATACCAAATGATGGAATCAAATTAAAGCTTCAAGGTAGTAGTCATCTTGGCAGAGAAAAGAAAAAGCACTTCGAGTT
************************************************************AGCTCTGATACCAAATGATGGAAT************************************************************ ath-miR829.1
24
.........................................................TGAAGCTCTGATACCAAATGATGG............................................................... 3 24
..........................................................GAAGCTCTGATACCAAATGATGGA.............................................................. 2 24
...........................................................AAGCTCTGATACCAAATGATGGAA............................................................. 1 24
............................................................AGCTCTGATACCAAATGATGGAA............................................................. 1 23
............................................................AGCTCTGATACCAAATGATGGAAT............................................................ 7 24
.......................................................................................ATTAAAGCTTCAAGGTAGTAGTCA................................. 1 24

>ath-miR840_MIMAT0004262_Arabidopsis_thaliana_miR840
GACTCGGGTCTCGTAAAGCAGGTGATTCACCAATTTAGGTTTACATCCACAGTGTGGAAGACACTGAAGGACCTAAACTAACAAAGGTAAACGGCTCAGTGTGCGGGGTATTACACTCGGTTTAATGTCTGAATGCGATAAT
************************************************************ACACTGAAGGACCTAAACTAAC************************************************************ ath-miR840 22
......................................................TGGAAGACACTGAAGGACCTAAAC................................................................ 1 24
............................................................ACACTGAAGGACCTAAACTA.............................................................. 1 20
............................................................ACACTGAAGGACCTAAACTAAC............................................................ 23 22
.............................................................CACTGAAGGACCTAAACTAAC............................................................ 2 21

>ath-miR843_MIMAT0004265_Arabidopsis_thaliana_miR843
GCCTAGCAGCGAATGCCCAACAACTTCGCGTTATTTCTGAAAACTTCATATCTATTTTCTTTTAGGTCGAGCTTCATTGGAACCAAATGGTGGCTCATCCATCTATTACTAAAGCTATACAGCAGGTGGACAAGCCATCAT
************************************************************TTTAGGTCGAGCTTCATTGGA************************************************************ ath-miR843 21
............................................................TTTAGGTCGAGCTTCATTGG............................................................. 15 20
............................................................TTTAGGTCGAGCTTCATTGGA............................................................ 801 21
............................................................TTTAGGTCGAGCTTCATTGGAA........................................................... 3 22
.............................................................TTAGGTCGAGCTTCATTGG............................................................. 1 19
.............................................................TTAGGTCGAGCTTCATTGGA............................................................ 60 20
.............................................................TTAGGTCGAGCTTCATTGGAA........................................................... 252 21
.............................................................TTAGGTCGAGCTTCATTGGAAC.......................................................... 5 22
..............................................................TAGGTCGAGCTTCATTGGA............................................................ 28 19



..............................................................TAGGTCGAGCTTCATTGGAA........................................................... 10 20

..............................................................TAGGTCGAGCTTCATTGGAAC.......................................................... 5 21

...............................................................AGGTCGAGCTTCATTGGA............................................................ 1 18

...............................................................AGGTCGAGCTTCATTGGAA........................................................... 1 19

...............................................................AGGTCGAGCTTCATTGGAAC.......................................................... 1 20

...............................................................AGGTCGAGCTTCATTGGAACC......................................................... 1 21

...............................................................AGGTCGAGCTTCATTGGAACCAAA...................................................... 1 24

>ath-miR848_MIMAT0004270_Arabidopsis_thaliana_miR848
ATCTCATGTCAAATAAGGAAAAGAAGAGGAACCCAAGGTATGTTTCTCATCTACCTTCTTTGACATGGGACTGCCTAAGCTAAAGGCTTGCCATGTTATCACATCCTTCTTTCATTTCGTCGCAACCACTTTATCCTTATCA
************************************************************TGACATGGGACTGCCTAAGCTA************************************************************ ath-miR848 22
...TCATGTCAAATAAGGAAAAGAAGAGG................................................................................................................. 1 26
...........................................................TTGACATGGGACTGCCTAAGC.............................................................. 4 21
............................................................TGACATGGGACTGCCTAAG............................................................... 1 19
............................................................TGACATGGGACTGCCTAAGCT............................................................. 1 21
............................................................TGACATGGGACTGCCTAAGCTA............................................................ 67 22
.............................................................GACATGGGACTGCCTAAGCTA............................................................ 1 21
.............................................................GACATGGGACTGCCTAAGCTAA........................................................... 1 22
...............................................................CATGGGACTGCCTAAGCTAAAGGC....................................................... 3 24
................................................................ATGGGACTGCCTAAGCTAAAGGCT...................................................... 1 24
.................................................................TGGGACTGCCTAAGCTAAAG......................................................... 1 20
.................................................................TGGGACTGCCTAAGCTAAAGGC....................................................... 2 22
.................................................................TGGGACTGCCTAAGCTAAAGGCT...................................................... 1 23
.................................................................TGGGACTGCCTAAGCTAAAGGCTT..................................................... 17 24
..................................................................GGGACTGCCTAAGCTAAAGGCTT..................................................... 1 23

>ath-miR850_MIMAT0004272_Arabidopsis_thaliana_miR850
CTTTCTCCACGTTTTAGATAGTGTTATGTATTTATTTCTTACCTATAGAAACCTGTCAGCTAAGATCCGGACTACAACAAAGCACGTCTACTCTACTATATTCTTTTGCGATAATCAATAGATTCTTCTAACATCGTAAAGG
************************************************************TAAGATCCGGACTACAACAAAG************************************************************ ath-miR850 22
.................................................AACCTGTCAGCTAAGATCCGGACTA.................................................................... 3 25
.....................................................TGTCAGCTAAGATCCGGAC...................................................................... 1 19
.....................................................TGTCAGCTAAGATCCGGACTAC................................................................... 11 22
.....................................................TGTCAGCTAAGATCCGGACTACA.................................................................. 1 23
.....................................................TGTCAGCTAAGATCCGGACTACAAC................................................................ 1 25
.......................................................TCAGCTAAGATCCGGACT..................................................................... 2 18
.......................................................TCAGCTAAGATCCGGACTA.................................................................... 3 19
.......................................................TCAGCTAAGATCCGGACTAC................................................................... 8 20
.......................................................TCAGCTAAGATCCGGACTACA.................................................................. 64 21
.......................................................TCAGCTAAGATCCGGACTACAA................................................................. 246 22
.......................................................TCAGCTAAGATCCGGACTACAAC................................................................ 11 23
........................................................CAGCTAAGATCCGGACTACA.................................................................. 2 20
........................................................CAGCTAAGATCCGGACTACAA................................................................. 10 21
........................................................CAGCTAAGATCCGGACTACAAC................................................................ 5 22
........................................................CAGCTAAGATCCGGACTACAACA............................................................... 1 23
...........................................................CTAAGATCCGGACTACAA................................................................. 2 18
............................................................TAAGATCCGGACTACAACA............................................................... 2 19
............................................................TAAGATCCGGACTACAACAA.............................................................. 1 20
............................................................TAAGATCCGGACTACAACAAAG............................................................ 20 22
............................................................TAAGATCCGGACTACAACAAAGC........................................................... 1 23
.............................................................AAGATCCGGACTACAACA............................................................... 1 18
.............................................................AAGATCCGGACTACAACAA.............................................................. 1 19
.............................................................AAGATCCGGACTACAACAAAG............................................................ 6 21
.............................................................AAGATCCGGACTACAACAAAGC........................................................... 22 22
................................................................ATCCGGACTACAACAAAGC........................................................... 1 19
.....................................................................GACTACAACAAAGCACGTCTACTC................................................. 1 24
...........................................................................AACAAAGCACGTCTACTCTAC.............................................. 9 21

>ath-miR852_MIMAT0004275_Arabidopsis_thaliana_miR852
GATATTGCATGGAGTATGCTTCTACTTCTCTAGGAGATGCGTTTTATGGAAATATCAAAGAAGATAAGCGCCTTAGTTCTGAAGATAAGCGCCTTATTCACAAAATGCATAAGGTTGTATTCTTTGTTAGGTTTATCCAGC
************************************************************AAGATAAGCGCCTTAGTTCTG************************************************************ ath-miR852 21
...................................................ATATCAAAGAAGATAAGCGCC..................................................................... 1 21
......................................................TCAAAGAAGATAAGCGCCTTA.................................................................. 1 21
.........................................................AAGAAGATAAGCGCCTTAGTT............................................................... 5 21
..........................................................AGAAGATAAGCGCCTTAG................................................................. 1 18
..........................................................AGAAGATAAGCGCCTTAGTTC.............................................................. 2 21
............................................................AAGATAAGCGCCTTAGTTC.............................................................. 2 19
............................................................AAGATAAGCGCCTTAGTTCTG............................................................ 71 21
............................................................AAGATAAGCGCCTTAGTTCTGA........................................................... 51 22
............................................................AAGATAAGCGCCTTAGTTCTGAA.......................................................... 4 23
............................................................AAGATAAGCGCCTTAGTTCTGAAG......................................................... 1 24
.............................................................AGATAAGCGCCTTAGTTC.............................................................. 1 18
.............................................................AGATAAGCGCCTTAGTTCTGA........................................................... 33 21
.............................................................AGATAAGCGCCTTAGTTCTGAA.......................................................... 1 22

>ath-miR860_MIMAT0004304_Arabidopsis_thaliana_miR860
TAGTCCAATCTATTGAAGTACTAGTACACCAGCTCTAATAAGCTGATGTGGGTAAGTAGTTCAATAGATTGGACTATGTATATTAAATTTGACTAAGAGATAAACTAGAGAATGGGAATAAAGAATGAGAAACGGTATTAG
************************************************************TCAATAGATTGGACTATGTAT************************************************************ ath-miR860 21
.................................TCTAATAAGCTGATGTGGGTA....................................................................................... 1 21
........................................AGCTGATGTGGGTAAGTAGTTC............................................................................... 1 22
..........................................CTGATGTGGGTAAGTAGTTCAATAGA......................................................................... 1 26
..............................................TGTGGGTAAGTAGTTCAATAGA......................................................................... 1 22
................................................TGGGTAAGTAGTTCAATAGATTGG..................................................................... 1 24
.....................................................AAGTAGTTCAATAGATTGGAC................................................................... 1 21
..........................................................GTTCAATAGATTGGACTA................................................................. 1 18
..........................................................GTTCAATAGATTGGACTATGTAT............................................................ 1 23
............................................................TCAATAGATTGGACTATGT.............................................................. 2 19
............................................................TCAATAGATTGGACTATGTA............................................................. 1 20
............................................................TCAATAGATTGGACTATGTAT............................................................ 24 21
.............................................................CAATAGATTGGACTATGTA............................................................. 2 19
..............................................................AATAGATTGGACTATGTATAT.......................................................... 2 21
..............................................................AATAGATTGGACTATGTATATTAA....................................................... 2 24
...............................................................ATAGATTGGACTATGTATATT......................................................... 10 21
...............................................................ATAGATTGGACTATGTATATTA........................................................ 1 22
................................................................TAGATTGGACTATGTATATTAAAT..................................................... 2 24
.................................................................AGATTGGACTATGTATATT......................................................... 1 19
.................................................................AGATTGGACTATGTATATTAA....................................................... 18 21



..................................................................GATTGGACTATGTATATTAA....................................................... 1 20

..................................................................GATTGGACTATGTATATTAAA...................................................... 1 21

.....................................................................TGGACTATGTATATTAAAT..................................................... 1 19

>ath-miR861-3p_MIMAT0004306_Arabidopsis_thaliana_miR861-3p
AATATGCGTCAATGGAGTCCGTCTTCTTGAGAAGCATTTTTGAGTGAGAATGATTCTCATGATGGATATGTCTTCAAGGACTTCTTTCAAACAATGGTACTATTCTTAATACTTGGGATGTGAGAGGTAAACATGATATTA
************************************************************GATGGATATGTCTTCAAGGAC************************************************************ ath-miR861-3p 21
.........................................................CATGATGGATATGTCTTCAAG............................................................... 2 21
.........................................................CATGATGGATATGTCTTCAAGGAC............................................................ 4 24
...........................................................TGATGGATATGTCTTCAAGGAC............................................................ 1 22
............................................................GATGGATATGTCTTCAAGGAC............................................................ 4 21
.............................................................ATGGATATGTCTTCAAGGAC............................................................ 1 20

>ath-miR863-5p_MIMAT0004309_Arabidopsis_thaliana_miR863-5p
CAGATATTCTTGACTCATAAGATGTAGAAACTAGAGAAGAGTTTGGGGGAAAACTCTTTCTTATGTCTTGTTGATCTCAATAGCATTGATACAATGTATATATATGCAATTTAGAATATGTTTTTCCTAATTTGAATAAGA
************************************************************TTATGTCTTGTTGATCTCAAT************************************************************ ath-miR863-5p 21
.........................................................TTCTTATGTCTTGTTGATCTC............................................................... 2 21
.........................................................TTCTTATGTCTTGTTGATCTCA.............................................................. 1 22
..........................................................TCTTATGTCTTGTTGATCTCA.............................................................. 2 21
..........................................................TCTTATGTCTTGTTGATCTCAATA........................................................... 1 24
...........................................................CTTATGTCTTGTTGATCTCA.............................................................. 1 20
...........................................................CTTATGTCTTGTTGATCTCAA............................................................. 8 21
............................................................TTATGTCTTGTTGATCTCAAT............................................................ 3 21
............................................................TTATGTCTTGTTGATCTCAATAGCA........................................................ 1 25
.............................................................TATGTCTTGTTGATCTCAATA........................................................... 3 21
.............................................................TATGTCTTGTTGATCTCAATAGCA........................................................ 3 24
..............................................................ATGTCTTGTTGATCTCAATA........................................................... 1 20
..............................................................ATGTCTTGTTGATCTCAATAG.......................................................... 2 21
..............................................................ATGTCTTGTTGATCTCAATAGCATT...................................................... 1 25
...............................................................TGTCTTGTTGATCTCAATAGC......................................................... 1 21
.................................................................TCTTGTTGATCTCAATAGCAT....................................................... 11 21
.................................................................TCTTGTTGATCTCAATAGCATT...................................................... 3 22
..................................................................CTTGTTGATCTCAATAGCATT...................................................... 1 21
..................................................................CTTGTTGATCTCAATAGCATTGAT................................................... 1 24
...................................................................TTGTTGATCTCAATAGCA........................................................ 1 18
...................................................................TTGTTGATCTCAATAGCAT....................................................... 1 19
...................................................................TTGTTGATCTCAATAGCATT...................................................... 4 20
...................................................................TTGTTGATCTCAATAGCATTG..................................................... 30 21
....................................................................TGTTGATCTCAATAGCAT....................................................... 1 18
....................................................................TGTTGATCTCAATAGCATTG..................................................... 2 20
....................................................................TGTTGATCTCAATAGCATTGA.................................................... 1 21
....................................................................TGTTGATCTCAATAGCATTGAT................................................... 1 22
......................................................................TTGATCTCAATAGCATTGAT................................................... 1 20
...............................................................................ATAGCATTGATACAATGTATA......................................... 1 21
........................................................................................ATACAATGTATATATATGCAA................................ 4 21
.........................................................................................TACAATGTATATATATGCAAT............................... 4 21
..................................................................................................TATATATGCAATTTAGAATAT...................... 1 21
...................................................................................................ATATATGCAATTTAGAATATGTTT.................. 1 24
......................................................................................................TATGCAATTTAGAATATGTTT.................. 2 21
.......................................................................................................ATGCAATTTAGAATATGTTTT................. 2 21
..........................................................................................................CAATTTAGAATATGTTTTTCCTA............ 1 23
.............................................................................................................TTTAGAATATGTTTTTCCTAA........... 14 21

>ath-miR863-3p_MIMAT0004310_Arabidopsis_thaliana_miR863-3p
TTTATTCAAATTAGGTGAAACATAATCTAGGTTGTATATATATATGTTATACCAATGCGATTGAGAGCAACAAGACATAATAAAGAGTTTTCGAAAACTTTTTTCTAGTTTCTACATAAGAGGAGATCTGACAACTGGAAT
************************************************************TTGAGAGCAACAAGACATAAT************************************************************ ath-miR863-3p 21
...ATTCAAATTAGGTGAAACATA..................................................................................................................... 1 21
.........ATTAGGTGAAACATAATCTAG............................................................................................................... 1 21
............AGGTGAAACATAATCTAGGTTGTA......................................................................................................... 2 24
...............TGAAACATAATCTAGGTTGTA......................................................................................................... 5 21
..................AACATAATCTAGGTTGTATAT...................................................................................................... 1 21
..................AACATAATCTAGGTTGTATATA..................................................................................................... 1 22
...................ACATAATCTAGGTTGTATATA..................................................................................................... 9 21
.....................ATAATCTAGGTTGTATATATA................................................................................................... 4 21
......................................TATATATGTTATACCAATGCG.................................................................................. 1 21
.......................................ATATATGTTATACCAATGCGA................................................................................. 107 21
.........................................ATATGTTATACCAATGCGA................................................................................. 2 19
................................................ATACCAATGCGATTGAGAGCAA....................................................................... 1 22
.................................................TACCAATGCGATTGAGAGCAA....................................................................... 30 21
..................................................ACCAATGCGATTGAGAGCAA....................................................................... 1 20
..................................................ACCAATGCGATTGAGAGCAAC...................................................................... 11 21
..................................................ACCAATGCGATTGAGAGCAACAAG................................................................... 1 24
....................................................CAATGCGATTGAGAGCAACAA.................................................................... 14 21
....................................................CAATGCGATTGAGAGCAACAAGA.................................................................. 1 23
....................................................CAATGCGATTGAGAGCAACAAGAC................................................................. 16 24
.....................................................AATGCGATTGAGAGCAACAA.................................................................... 1 20
.....................................................AATGCGATTGAGAGCAACAAG................................................................... 100 21
.....................................................AATGCGATTGAGAGCAACAAGA.................................................................. 4 22
.....................................................AATGCGATTGAGAGCAACAAGAC................................................................. 1 23
.....................................................AATGCGATTGAGAGCAACAAGACA................................................................ 17 24
......................................................ATGCGATTGAGAGCAACA..................................................................... 2 18
......................................................ATGCGATTGAGAGCAACAA.................................................................... 2 19
......................................................ATGCGATTGAGAGCAACAAG................................................................... 12 20
......................................................ATGCGATTGAGAGCAACAAGA.................................................................. 548 21
......................................................ATGCGATTGAGAGCAACAAGAC................................................................. 18 22
......................................................ATGCGATTGAGAGCAACAAGACA................................................................ 17 23
......................................................ATGCGATTGAGAGCAACAAGACAT............................................................... 40 24
.......................................................TGCGATTGAGAGCAACAAG................................................................... 5 19
.......................................................TGCGATTGAGAGCAACAAGA.................................................................. 29 20
.......................................................TGCGATTGAGAGCAACAAGAC................................................................. 485 21
.......................................................TGCGATTGAGAGCAACAAGACA................................................................ 64 22
.......................................................TGCGATTGAGAGCAACAAGACATA.............................................................. 1 24
........................................................GCGATTGAGAGCAACAAGA.................................................................. 12 19
........................................................GCGATTGAGAGCAACAAGAC................................................................. 30 20
........................................................GCGATTGAGAGCAACAAGACA................................................................ 30 21
........................................................GCGATTGAGAGCAACAAGACAT............................................................... 4 22
.........................................................CGATTGAGAGCAACAAGA.................................................................. 1 18
.........................................................CGATTGAGAGCAACAAGAC................................................................. 1 19



.........................................................CGATTGAGAGCAACAAGACAT............................................................... 4 21

.........................................................CGATTGAGAGCAACAAGACATAAT............................................................ 2 24

.........................................................CGATTGAGAGCAACAAGACATAATA........................................................... 1 25

.........................................................CGATTGAGAGCAACAAGACATAATAAAG........................................................ 1 28

..........................................................GATTGAGAGCAACAAGACATA.............................................................. 1 21

...........................................................ATTGAGAGCAACAAGACA................................................................ 1 18

...........................................................ATTGAGAGCAACAAGACATAA............................................................. 1 21

...........................................................ATTGAGAGCAACAAGACATAATAA.......................................................... 1 24

............................................................TTGAGAGCAACAAGACAT............................................................... 1 18

............................................................TTGAGAGCAACAAGACATA.............................................................. 2 19

............................................................TTGAGAGCAACAAGACATAA............................................................. 24 20

............................................................TTGAGAGCAACAAGACATAAT............................................................ 214 21

............................................................TTGAGAGCAACAAGACATAATA........................................................... 5 22

............................................................TTGAGAGCAACAAGACATAATAA.......................................................... 2 23

............................................................TTGAGAGCAACAAGACATAATAAA......................................................... 8 24

.............................................................TGAGAGCAACAAGACATAA............................................................. 2 19

.............................................................TGAGAGCAACAAGACATAAT............................................................ 6 20

.............................................................TGAGAGCAACAAGACATAATA........................................................... 11 21

..............................................................GAGAGCAACAAGACATAATA........................................................... 1 20

...............................................................AGAGCAACAAGACATAATAAAGAG...................................................... 2 24

.................................................................AGCAACAAGACATAATAAAGAG...................................................... 1 22

..................................................................GCAACAAGACATAATAAAGAG...................................................... 1 21

>ath-miR865-5p_MIMAT0004313_Arabidopsis_thaliana_miR865-5p
GATTTGGGGTTTTCTGGTAAACTCCTTTAATCTCAGCTCGTCAGACAAAATCGATCTGGGATGAATTTGGATCTAATTGAGCAAAAAATTGTGTTTTTTCAATCTATTGAATTTCACATCCTTAAACCCTTGCATATTCAA
************************************************************ATGAATTTGGATCTAATTGAG************************************************************ ath-miR865-5p 21
..............................................AAAATCGATCTGGGATGAATTTGG....................................................................... 2 24
..............................................AAAATCGATCTGGGATGAATTTGGA...................................................................... 1 25
.....................................................ATCTGGGATGAATTTGGATCT................................................................... 1 21
......................................................TCTGGGATGAATTTGGAT..................................................................... 1 18
......................................................TCTGGGATGAATTTGGATC.................................................................... 2 19
......................................................TCTGGGATGAATTTGGATCT................................................................... 2 20
......................................................TCTGGGATGAATTTGGATCTA.................................................................. 8 21
......................................................TCTGGGATGAATTTGGATCTAAT................................................................ 1 23
............................................................ATGAATTTGGATCTAATTGAG............................................................ 4 21
.............................................................TGAATTTGGATCTAATTGAG............................................................ 1 20
.............................................................TGAATTTGGATCTAATTGAGC........................................................... 1 21
...............................................................AATTTGGATCTAATTGAG............................................................ 3 18
...............................................................AATTTGGATCTAATTGAGCAA......................................................... 1 21
.................................................................TTTGGATCTAATTGAGCAAAA....................................................... 1 21
.................................................................TTTGGATCTAATTGAGCAAAAA...................................................... 1 22
..................................................................TTGGATCTAATTGAGCAAAAA...................................................... 1 21

>ath-miR866-5p_MIMAT0004315_Arabidopsis_thaliana_miR866-5p
TCATCATCACGTCTCTTATTTTTCTTCAATTCATCAATCATCATCATCTATTCTTACTTTTCAAGGAACGGATTTTGTTAACTAAATGATTCACACCCTTGAAGAAACACGATCTCGTGTGAATCATTTCGTTAACAAAAT
************************************************************TCAAGGAACGGATTTTGTTAA************************************************************ ath-miR866-5p 21
..........................................................TTTCAAGGAACGGATTTTGTTAA............................................................ 1 23
...........................................................TTCAAGGAACGGATTTTGT............................................................... 1 19
...........................................................TTCAAGGAACGGATTTTGTTA............................................................. 5 21
...........................................................TTCAAGGAACGGATTTTGTTAA............................................................ 12 22
............................................................TCAAGGAACGGATTTTGTTA............................................................. 5 20
............................................................TCAAGGAACGGATTTTGTTAA............................................................ 4 21
............................................................TCAAGGAACGGATTTTGTTAAC........................................................... 11 22
.............................................................CAAGGAACGGATTTTGTTA............................................................. 1 19
.............................................................CAAGGAACGGATTTTGTTAA............................................................ 1 20

>ath-miR1888_MIMAT0007855_Arabidopsis_thaliana_miR1888
TCATTATTGGTGGTATCATTATTGGTGGTATCATTATTGGTGGTATCTTAACCAAATTTTTAAGTTAAGATTTGTGAAGAAAGAGCTTTTATATAAGAGTTTTTAGGCTTATATTTAAATTTTTTCTTCATAAATCTTAGC
************************************************************TAAGTTAAGATTTGTGAAGAA************************************************************ ath-miR1888 21
...................................ATTGGTGGTATCTTAACCAAA..................................................................................... 13 21
.....................................TGGTGGTATCTTAACCAAA..................................................................................... 1 19
...........................................................TTAAGTTAAGATTTGTGAAGA............................................................. 1 21
...........................................................TTAAGTTAAGATTTGTGAAGAA............................................................ 8 22
............................................................TAAGTTAAGATTTGTGAAGAA............................................................ 44 21
.............................................................AAGTTAAGATTTGTGAAGAA............................................................ 2 20
..............................................................AGTTAAGATTTGTGAAGAAAGA......................................................... 2 22
....................................................................GATTTGTGAAGAAAGAGCTTTTAT................................................. 1 24

>ath-miR2112-5p_MIMAT0011154_Arabidopsis_thaliana_miR2112-5p
ACTATATCAAGATCTCAACTAAACTGAGTTATTAGAAGCATACAAAAGTATGAAATGATGCGCAAATGCGGATATCAATGTAAATCAGGACAACAAACCAATAGAGGTGCTCAGCGAAAACAACAAAATGTGAAAAGGGTT
************************************************************CGCAAATGCGGATATCAATGT************************************************************ ath-miR2112-5p 21
..................................................TGAAATGATGCGCAAATGCGGATA................................................................... 1 24
.....................................................AATGATGCGCAAATGCGGATA................................................................... 54 21
......................................................ATGATGCGCAAATGCGGATAT.................................................................. 10 21
.......................................................TGATGCGCAAATGCGGATA................................................................... 2 19
.......................................................TGATGCGCAAATGCGGATAT.................................................................. 1 20
.........................................................ATGCGCAAATGCGGATATCAA............................................................... 3 21
...........................................................GCGCAAATGCGGATATCAA............................................................... 1 19
............................................................CGCAAATGCGGATATCAATG............................................................. 2 20
............................................................CGCAAATGCGGATATCAATGT............................................................ 17 21
.............................................................GCAAATGCGGATATCAATG............................................................. 2 19
.............................................................GCAAATGCGGATATCAATGT............................................................ 5 20
.............................................................GCAAATGCGGATATCAATGTA........................................................... 2 21
...............................................................AAATGCGGATATCAATGTAAA......................................................... 5 21
.................................................................ATGCGGATATCAATGTAAATC....................................................... 1 21



Fig. S7

>osa-miR156d_MIMAT0000621_Oryza_sativa_miR156d
AGGTTCTCTAATGACAAGTAAGAGCAAGAAATTTCTAGCACGGAGAAGCTCTCATGAGATTGACAGAAGAGAGTGAGCACACGGCGTGATGGCCGGCATAAAATCTATCCCGTCCTCGCCGCGTGCTCACTCCTCTTTCT
************************************************************TGACAGAAGAGAGTGAGCAC************************************************************ osa-miR156d 20
......TCTAATGACAAGTAAGAGCAAGAA.............................................................................................................. 1 24
........TAATGACAAGTAAGAGCAAGAAAT............................................................................................................ 1 24
...............AAGTAAGAGCAAGAAATTTCTAGC..................................................................................................... 1 24
........................................................AGATTGACAGAAGAGAGTGAG............................................................... 1 21
..........................................................ATTGACAGAAGAGAGTGA................................................................ 2 18
..........................................................ATTGACAGAAGAGAGTGAGC.............................................................. 15 20
..........................................................ATTGACAGAAGAGAGTGAGCA............................................................. 18 21
..........................................................ATTGACAGAAGAGAGTGAGCAC............................................................ 1458 22
..........................................................ATTGACAGAAGAGAGTGAGCACA........................................................... 4 23
...........................................................TTGACAGAAGAGAGTGAG............................................................... 9 18
...........................................................TTGACAGAAGAGAGTGAGC.............................................................. 749 19
...........................................................TTGACAGAAGAGAGTGAGCA............................................................. 661 20
...........................................................TTGACAGAAGAGAGTGAGCAC............................................................ 351455 21
...........................................................TTGACAGAAGAGAGTGAGCACA........................................................... 92 22
............................................................TGACAGAAGAGAGTGAGC.............................................................. 486 18
............................................................TGACAGAAGAGAGTGAGCA............................................................. 463 19
............................................................TGACAGAAGAGAGTGAGCAC............................................................ 164656 20
............................................................TGACAGAAGAGAGTGAGCACA........................................................... 437 21
.............................................................GACAGAAGAGAGTGAGCA............................................................. 7 18
.............................................................GACAGAAGAGAGTGAGCAC............................................................ 3433 19
.............................................................GACAGAAGAGAGTGAGCACA........................................................... 112 20
..............................................................ACAGAAGAGAGTGAGCAC............................................................ 323 18
..............................................................ACAGAAGAGAGTGAGCACA........................................................... 406 19
..............................................................ACAGAAGAGAGTGAGCACAC.......................................................... 11 20
...............................................................CAGAAGAGAGTGAGCACA........................................................... 6 18

>osa-miR156f_MIMAT0000623_Oryza_sativa_miR156f
ATGTGGCTATGTCTGTCTACCTAATGGTTTTCTGTTTTCTTGGTTTTGGGTGGTGGCAGTTGACAGAAGAGAGTGAGCACACAGCGGCCAGACTGCATCGATCTATCAATCTTCCCTTCGACAGGATAGCTAGATAGAAA
************************************************************TGACAGAAGAGAGTGAGCAC************************************************************ osa-miR156f 20
........................................................CAGTTGACAGAAGAGAGTGA................................................................ 1 20
........................................................CAGTTGACAGAAGAGAGTGAG............................................................... 2 21
..........................................................GTTGACAGAAGAGAGTGAGCAC............................................................ 1 22
...........................................................TTGACAGAAGAGAGTGAG............................................................... 9 18
...........................................................TTGACAGAAGAGAGTGAGC.............................................................. 749 19
...........................................................TTGACAGAAGAGAGTGAGCA............................................................. 661 20
...........................................................TTGACAGAAGAGAGTGAGCAC............................................................ 351455 21
...........................................................TTGACAGAAGAGAGTGAGCACA........................................................... 92 22
............................................................TGACAGAAGAGAGTGAGC.............................................................. 486 18
............................................................TGACAGAAGAGAGTGAGCA............................................................. 463 19
............................................................TGACAGAAGAGAGTGAGCAC............................................................ 164656 20
............................................................TGACAGAAGAGAGTGAGCACA........................................................... 437 21
............................................................TGACAGAAGAGAGTGAGCACACAG........................................................ 2 24
.............................................................GACAGAAGAGAGTGAGCA............................................................. 7 18
.............................................................GACAGAAGAGAGTGAGCAC............................................................ 3433 19
.............................................................GACAGAAGAGAGTGAGCACA........................................................... 112 20
.............................................................GACAGAAGAGAGTGAGCACACAG........................................................ 1 23
..............................................................ACAGAAGAGAGTGAGCAC............................................................ 323 18
..............................................................ACAGAAGAGAGTGAGCACA........................................................... 406 19
..............................................................ACAGAAGAGAGTGAGCACAC.......................................................... 11 20
...............................................................CAGAAGAGAGTGAGCACA........................................................... 6 18
.........................................................................TGAGCACACAGCGGCCAGACTG............................................. 2 22

>osa-miR156g_MIMAT0000624_Oryza_sativa_miR156g
TCGTGGATGGATGGACGGATGTGGGGGCGACGAGAACCGATGGCGGTGGCCGCGGCTGGCTGACAGAAGAGAGTGAGCACACAGCGGGCAGACTGCATCTGAATTACCTGTTGCGACGAAGAAGACGACGGACGCAGCTT
************************************************************TGACAGAAGAGAGTGAGCAC************************************************************ osa-miR156g 20
........................................................TGGCTGACAGAAGAGAGTGAG............................................................... 1 21
...........................................................CTGACAGAAGAGAGTGAGC.............................................................. 1 19
...........................................................CTGACAGAAGAGAGTGAGCA............................................................. 2 20
...........................................................CTGACAGAAGAGAGTGAGCAC............................................................ 688 21
...........................................................CTGACAGAAGAGAGTGAGCACA........................................................... 2 22
............................................................TGACAGAAGAGAGTGAGC.............................................................. 486 18
............................................................TGACAGAAGAGAGTGAGCA............................................................. 463 19
............................................................TGACAGAAGAGAGTGAGCAC............................................................ 164656 20
............................................................TGACAGAAGAGAGTGAGCACA........................................................... 437 21
............................................................TGACAGAAGAGAGTGAGCACACAG........................................................ 2 24
.............................................................GACAGAAGAGAGTGAGCA............................................................. 7 18
.............................................................GACAGAAGAGAGTGAGCAC............................................................ 3433 19
.............................................................GACAGAAGAGAGTGAGCACA........................................................... 112 20
.............................................................GACAGAAGAGAGTGAGCACACAG........................................................ 1 23
..............................................................ACAGAAGAGAGTGAGCAC............................................................ 323 18
..............................................................ACAGAAGAGAGTGAGCACA........................................................... 406 19
..............................................................ACAGAAGAGAGTGAGCACAC.......................................................... 11 20
...............................................................CAGAAGAGAGTGAGCACA........................................................... 6 18
.....................................................................AGAGTGAGCACACAGCGGGCAG................................................. 2 22
................................................................................ACAGCGGGCAGACTGCATCTGAA..................................... 1 23

>osa-miR162a_MIMAT0000632_Oryza_sativa_miR162a
GTGTTCTTTTTTTTTCTTCCTTTTGGTCCTTGTTGCAGCCAACGACAACGCGGGAATCGATCGATAAACCTCTGCATCCAGTTCTCGCCTTTTTGTGTTCAAGGGCTTGAGGCAGTAGTACTGGCTATTGCTTCTTGCTTC
************************************************************TCGATAAACCTCTGCATCCAG************************************************************ osa-miR162a 21
............................................................TCGATAAACCTCTGCATCC.............................................................. 1 19
............................................................TCGATAAACCTCTGCATCCA............................................................. 1 20
............................................................TCGATAAACCTCTGCATCCAG............................................................ 561 21
............................................................TCGATAAACCTCTGCATCCAGT........................................................... 2 22
............................................................TCGATAAACCTCTGCATCCAGTT.......................................................... 1 23
.............................................................CGATAAACCTCTGCATCCAG............................................................ 6 20
.............................................................CGATAAACCTCTGCATCCAGT........................................................... 1 21
..............................................................GATAAACCTCTGCATCCAG............................................................ 10 19

>osa-miR166a_MIMAT0000635_Oryza_sativa_miR166a
CACCTTGCGGTTTTGAGGATGATTTGTGCAAGGTTTTTCATTCCTCTCATCCGTGGGATCTCGGACCAGGCTTCATTCCCCTCAGAGATAGCTTCAAAACATTAGATCTATAGTTCTCGCTATTATTTCTTCACTTTCTTC
************************************************************TCGGACCAGGCTTCATTCCCC************************************************************ osa-miR166a 21
............................................TCTCATCCGTGGGATCTCGGACC.......................................................................... 1 23
.........................................................ATCTCGGACCAGGCTTCATTCC.............................................................. 4 22
.........................................................ATCTCGGACCAGGCTTCATTCCCC............................................................ 1 24
..........................................................TCTCGGACCAGGCTTCAT................................................................. 14 18
..........................................................TCTCGGACCAGGCTTCATT................................................................ 13 19
..........................................................TCTCGGACCAGGCTTCATTC............................................................... 26 20
..........................................................TCTCGGACCAGGCTTCATTCC.............................................................. 3084 21
..........................................................TCTCGGACCAGGCTTCATTCCC............................................................. 1 22
...........................................................CTCGGACCAGGCTTCATTC............................................................... 4 19
...........................................................CTCGGACCAGGCTTCATTCC.............................................................. 139 20
...........................................................CTCGGACCAGGCTTCATTCCC............................................................. 16 21
...........................................................CTCGGACCAGGCTTCATTCCCC............................................................ 106 22



............................................................TCGGACCAGGCTTCATTC............................................................... 267 18

............................................................TCGGACCAGGCTTCATTCC.............................................................. 715 19

............................................................TCGGACCAGGCTTCATTCCC............................................................. 770 20

............................................................TCGGACCAGGCTTCATTCCCC............................................................ 30003 21

............................................................TCGGACCAGGCTTCATTCCCCT........................................................... 35 22

.............................................................CGGACCAGGCTTCATTCC.............................................................. 14 18

.............................................................CGGACCAGGCTTCATTCCC............................................................. 43 19

.............................................................CGGACCAGGCTTCATTCCCC............................................................ 647 20

.............................................................CGGACCAGGCTTCATTCCCCT........................................................... 3 21

..............................................................GGACCAGGCTTCATTCCC............................................................. 33 18

..............................................................GGACCAGGCTTCATTCCCC............................................................ 280 19

.......................................................................TTCATTCCCCTCAGAGATAGCTT............................................... 1 23

>osa-miR166b_MIMAT0000636_Oryza_sativa_miR166b
TCTCAAATCGATCTTAAGAAAAAGATCAGTCAAAGAGATGAGAGTAGATGTCTGTAGATCTCGGACCAGGCTTCATTCCCCCCAAACAGAAGGGCTCCCATGCATATCGATCATGAGCTAGCTTATTACCCCCTGCTTTTG
************************************************************TCGGACCAGGCTTCATTCCCC************************************************************ osa-miR166b 21
.........................................................ATCTCGGACCAGGCTTCATTCC.............................................................. 4 22
.........................................................ATCTCGGACCAGGCTTCATTCCCC............................................................ 1 24
..........................................................TCTCGGACCAGGCTTCAT................................................................. 14 18
..........................................................TCTCGGACCAGGCTTCATT................................................................ 13 19
..........................................................TCTCGGACCAGGCTTCATTC............................................................... 26 20
..........................................................TCTCGGACCAGGCTTCATTCC.............................................................. 3084 21
..........................................................TCTCGGACCAGGCTTCATTCCC............................................................. 1 22
...........................................................CTCGGACCAGGCTTCATTC............................................................... 4 19
...........................................................CTCGGACCAGGCTTCATTCC.............................................................. 139 20
...........................................................CTCGGACCAGGCTTCATTCCC............................................................. 16 21
...........................................................CTCGGACCAGGCTTCATTCCCC............................................................ 106 22
............................................................TCGGACCAGGCTTCATTC............................................................... 267 18
............................................................TCGGACCAGGCTTCATTCC.............................................................. 715 19
............................................................TCGGACCAGGCTTCATTCCC............................................................. 770 20
............................................................TCGGACCAGGCTTCATTCCCC............................................................ 30003 21
............................................................TCGGACCAGGCTTCATTCCCCC........................................................... 2 22
.............................................................CGGACCAGGCTTCATTCC.............................................................. 14 18
.............................................................CGGACCAGGCTTCATTCCC............................................................. 43 19
.............................................................CGGACCAGGCTTCATTCCCC............................................................ 647 20
.............................................................CGGACCAGGCTTCATTCCCCC........................................................... 1 21
..............................................................GGACCAGGCTTCATTCCC............................................................. 33 18
..............................................................GGACCAGGCTTCATTCCCC............................................................ 280 19

>osa-miR166c_MIMAT0000637_Oryza_sativa_miR166c
GACCTAACACCGGGCGGAATGGCGGATTCAGCTGCAGCTAAGCAAGCTAGGTGGGGGGTTTCGGACCAGGCTTCATTCCCCCCAACTCAACTGTTTAGTTCTTCGGCTTCGGCACAAATCGGCGGGCGACACTGCCAGCGT
************************************************************TCGGACCAGGCTTCATTCCCC************************************************************ osa-miR166c 21
...................................................TGGGGGGTTTCGGACCAGGC...................................................................... 1 20
.........................................................GTTTCGGACCAGGCTTCATTC............................................................... 1 21
.........................................................GTTTCGGACCAGGCTTCATTCCCC............................................................ 1 24
..........................................................TTTCGGACCAGGCTTCATTCC.............................................................. 21 21
..........................................................TTTCGGACCAGGCTTCATTCCC............................................................. 19 22
...........................................................TTCGGACCAGGCTTCATT................................................................ 12 18
...........................................................TTCGGACCAGGCTTCATTC............................................................... 115 19
...........................................................TTCGGACCAGGCTTCATTCC.............................................................. 70 20
...........................................................TTCGGACCAGGCTTCATTCCC............................................................. 16400 21
...........................................................TTCGGACCAGGCTTCATTCCCC............................................................ 46 22
...........................................................TTCGGACCAGGCTTCATTCCCCC........................................................... 1 23
............................................................TCGGACCAGGCTTCATTC............................................................... 267 18
............................................................TCGGACCAGGCTTCATTCC.............................................................. 715 19
............................................................TCGGACCAGGCTTCATTCCC............................................................. 770 20
............................................................TCGGACCAGGCTTCATTCCCC............................................................ 30003 21
............................................................TCGGACCAGGCTTCATTCCCCC........................................................... 2 22
.............................................................CGGACCAGGCTTCATTCC.............................................................. 14 18
.............................................................CGGACCAGGCTTCATTCCC............................................................. 43 19
.............................................................CGGACCAGGCTTCATTCCCC............................................................ 647 20
.............................................................CGGACCAGGCTTCATTCCCCC........................................................... 1 21
..............................................................GGACCAGGCTTCATTCCC............................................................. 33 18
..............................................................GGACCAGGCTTCATTCCCC............................................................ 280 19
..................................................................................................TTCTTCGGCTTCGGCACAAATC..................... 1 22

>osa-miR166d_MIMAT0000638_Oryza_sativa_miR166d
CTGGCTCGAGGTGCATGGAGAAACCTCTGATCGATCAGGTTTGATCTGTAGAGACTGATCTCGGACCAGGCTTCATTCCCCTCAAGTAAAGCTCCCATATTTATTTATGTCTCGTCGATCGATCGATCGATCTCCGCGGTT
************************************************************TCGGACCAGGCTTCATTCCCC************************************************************ osa-miR166d 21
.........................................................ATCTCGGACCAGGCTTCATTCC.............................................................. 4 22
.........................................................ATCTCGGACCAGGCTTCATTCCCC............................................................ 1 24
..........................................................TCTCGGACCAGGCTTCAT................................................................. 14 18
..........................................................TCTCGGACCAGGCTTCATT................................................................ 13 19
..........................................................TCTCGGACCAGGCTTCATTC............................................................... 26 20
..........................................................TCTCGGACCAGGCTTCATTCC.............................................................. 3084 21
..........................................................TCTCGGACCAGGCTTCATTCCC............................................................. 1 22
...........................................................CTCGGACCAGGCTTCATTC............................................................... 4 19
...........................................................CTCGGACCAGGCTTCATTCC.............................................................. 139 20
...........................................................CTCGGACCAGGCTTCATTCCC............................................................. 16 21
...........................................................CTCGGACCAGGCTTCATTCCCC............................................................ 106 22
............................................................TCGGACCAGGCTTCATTC............................................................... 267 18
............................................................TCGGACCAGGCTTCATTCC.............................................................. 715 19
............................................................TCGGACCAGGCTTCATTCCC............................................................. 770 20
............................................................TCGGACCAGGCTTCATTCCCC............................................................ 30003 21
............................................................TCGGACCAGGCTTCATTCCCCT........................................................... 35 22
.............................................................CGGACCAGGCTTCATTCC.............................................................. 14 18
.............................................................CGGACCAGGCTTCATTCCC............................................................. 43 19
.............................................................CGGACCAGGCTTCATTCCCC............................................................ 647 20
.............................................................CGGACCAGGCTTCATTCCCCT........................................................... 3 21
..............................................................GGACCAGGCTTCATTCCC............................................................. 33 18
..............................................................GGACCAGGCTTCATTCCCC............................................................ 280 19

>osa-miR167b_MIMAT0000642_Oryza_sativa_miR167b
CGCGAGAGAGTGTCAATGTCGATCGAATCGAATCGATCCTCCGGTGCCCAAGAGAAAGCGTGAAGCTGCCAGCATGATCTAACTTGCAGACAAGAAATCAGCTCAGCTCGCTGGTTTCGAACAGGAAGGCGGCTAGCTGAG
************************************************************TGAAGCTGCCAGCATGATCTA************************************************************ osa-miR167b 21
...........................................................GTGAAGCTGCCAGCATGATCT............................................................. 1 21
............................................................TGAAGCTGCCAGCATGAT............................................................... 821 18
............................................................TGAAGCTGCCAGCATGATC.............................................................. 2947 19
............................................................TGAAGCTGCCAGCATGATCT............................................................. 4149 20
............................................................TGAAGCTGCCAGCATGATCTA............................................................ 252893 21
............................................................TGAAGCTGCCAGCATGATCTAA........................................................... 328 22
............................................................TGAAGCTGCCAGCATGATCTAAC.......................................................... 1 23
.............................................................GAAGCTGCCAGCATGATC.............................................................. 31 18
.............................................................GAAGCTGCCAGCATGATCT............................................................. 31 19
.............................................................GAAGCTGCCAGCATGATCTA............................................................ 2088 20
.............................................................GAAGCTGCCAGCATGATCTAA........................................................... 5 21
..............................................................AAGCTGCCAGCATGATCT............................................................. 6 18
..............................................................AAGCTGCCAGCATGATCTA............................................................ 355 19



...............................................................AGCTGCCAGCATGATCTA............................................................ 1 18

>osa-miR169a_MIMAT0000644_Oryza_sativa_miR169a
AAATTAAGCAGCTAGCCGGGAATCGCCGGCGGCCTGACATTGGGATCGGAGGCCATGGTGCAGCCAAGGATGACTTGCCGATCGATCGATCTATCTATGAAGCTAAGCTAGCTGGCCATGGATCCATCCATCAATTGGCAA
************************************************************CAGCCAAGGATGACTTGCCGA************************************************************ osa-miR169a 21
.......................................TTGGGATCGGAGGCCATG.................................................................................... 1 18
.......................................TTGGGATCGGAGGCCATGGTG................................................................................. 7 21
.......................................TTGGGATCGGAGGCCATGGTGC................................................................................ 3 22
............................................ATCGGAGGCCATGGTGCAGCC............................................................................ 34 21
...........................................................GCAGCCAAGGATGACTTGCCG............................................................. 3 21
............................................................CAGCCAAGGATGACTTGC............................................................... 1 18
............................................................CAGCCAAGGATGACTTGCC.............................................................. 1 19
............................................................CAGCCAAGGATGACTTGCCGA............................................................ 200 21
............................................................CAGCCAAGGATGACTTGCCGATCG......................................................... 6 24
.............................................................AGCCAAGGATGACTTGCCGA............................................................ 5 20
.................................................................AAGGATGACTTGCCGATCG......................................................... 1 19
.................................................................AAGGATGACTTGCCGATCGA........................................................ 1 20
.................................................................AAGGATGACTTGCCGATCGAT....................................................... 49 21
.................................................................AAGGATGACTTGCCGATCGATCG..................................................... 77 23
.................................................................AAGGATGACTTGCCGATCGATCGA.................................................... 120 24
.................................................................AAGGATGACTTGCCGATCGATCGAT................................................... 7 25
..................................................................AGGATGACTTGCCGATCGATCGA.................................................... 1 23

>osa-miR395i_MIMAT0000964_Oryza_sativa_miR395i
GGGAGTTCTCTTCAAGCACTTCACGTAGAGCTTTCTATTGACATGGAGCTTTAGAACAATGTGAAGTGTTTGGGGGAACTCTTGGTACCAAGGTGTTATCGTGCTAGCAATGGTACTCCTACACGCATAACTATCGTTGCA
************************************************************GTGAAGTGTTTGGGGGAACTC************************************************************ osa-miR395i 21
...................................................TAGAACAATGTGAAGTGTTTGGGG.................................................................. 1 24
.............................................................TGAAGTGTTTGGGGGAACTC............................................................ 8 20

>osa-miR397a_MIMAT0000980_Oryza_sativa_miR397a
AACGAGATGCAGATCATGTCAGAGGGGACAAGTCGGTATGGAAACAGAGAATCAAATGCATCATTGAGTGCAGCGTTGATGAACAACGGTAACCGGTCCATGTTGATGCGCATTTGGCCGGTGATCTGATCATCATCAGCG
************************************************************TCATTGAGTGCAGCGTTGATG************************************************************ osa-miR397a 21
...........................................................ATCATTGAGTGCAGCGTTGAT............................................................. 1 21
............................................................TCATTGAGTGCAGCGTTGATG............................................................ 44 21
.............................................................CATTGAGTGCAGCGTTGATGAA.......................................................... 1 22
..............................................................ATTGAGTGCAGCGTTGATGA........................................................... 11 20
..............................................................ATTGAGTGCAGCGTTGATGAA.......................................................... 731 21
..............................................................ATTGAGTGCAGCGTTGATGAAC......................................................... 12 22
...............................................................TTGAGTGCAGCGTTGATG............................................................ 3 18
...............................................................TTGAGTGCAGCGTTGATGA........................................................... 6 19
...............................................................TTGAGTGCAGCGTTGATGAA.......................................................... 42 20
...............................................................TTGAGTGCAGCGTTGATGAAC......................................................... 1766 21
...............................................................TTGAGTGCAGCGTTGATGAACA........................................................ 11 22
...............................................................TTGAGTGCAGCGTTGATGAACAA....................................................... 4 23
................................................................TGAGTGCAGCGTTGATGAA.......................................................... 3 19
................................................................TGAGTGCAGCGTTGATGAAC......................................................... 65 20
................................................................TGAGTGCAGCGTTGATGAACA........................................................ 1 21
.................................................................GAGTGCAGCGTTGATGAA.......................................................... 2 18
.................................................................GAGTGCAGCGTTGATGAAC......................................................... 15 19
..................................................................AGTGCAGCGTTGATGAAC......................................................... 1 18

>osa-miR397b_MIMAT0000981_Oryza_sativa_miR397b
GCTAGGAATATTGGCAGATTCATGATGAGATCGATGGGTGATGGAAGAGAAGGGAAGGCATTATTGAGTGCAGCGTTGATGAACCTGCCGGCCGGCTAAATTAATTAGCAAGAAAGTCTGAAACTGGCTCAAAGGTTCACC
************************************************************TTATTGAGTGCAGCGTTGATG************************************************************ osa-miR397b 21
..TAGGAATATTGGCAGATTCAT...................................................................................................................... 1 21
......AATATTGGCAGATTCATGATGA................................................................................................................. 1 22
.......ATATTGGCAGATTCATGATGA................................................................................................................. 1 21
........TATTGGCAGATTCATGATGAGA............................................................................................................... 1 22
.....................ATGATGAGATCGATGGGTGAT................................................................................................... 1 21
........................ATGAGATCGATGGGTGATGGA................................................................................................ 2 21
..................................TGGGTGATGGAAGAGAAGGG....................................................................................... 1 20
........................................ATGGAAGAGAAGGGAAGGCATT............................................................................... 1 22
..............................................................ATTGAGTGCAGCGTTGATGA........................................................... 11 20
..............................................................ATTGAGTGCAGCGTTGATGAA.......................................................... 731 21
..............................................................ATTGAGTGCAGCGTTGATGAAC......................................................... 12 22
...............................................................TTGAGTGCAGCGTTGATG............................................................ 3 18
...............................................................TTGAGTGCAGCGTTGATGA........................................................... 6 19
...............................................................TTGAGTGCAGCGTTGATGAA.......................................................... 42 20
...............................................................TTGAGTGCAGCGTTGATGAAC......................................................... 1766 21
...............................................................TTGAGTGCAGCGTTGATGAACC........................................................ 632 22
...............................................................TTGAGTGCAGCGTTGATGAACCT....................................................... 1 23
................................................................TGAGTGCAGCGTTGATGAA.......................................................... 3 19
................................................................TGAGTGCAGCGTTGATGAAC......................................................... 65 20
................................................................TGAGTGCAGCGTTGATGAACC........................................................ 13 21
.................................................................GAGTGCAGCGTTGATGAA.......................................................... 2 18
.................................................................GAGTGCAGCGTTGATGAAC......................................................... 15 19
.................................................................GAGTGCAGCGTTGATGAACC........................................................ 2 20
..................................................................AGTGCAGCGTTGATGAAC......................................................... 1 18
..........................................................................GTTGATGAACCTGCCGGCCGGC............................................. 1 22

>osa-miR159a.2_MIMAT0009200_Oryza_sativa_miR159a.2
AATAGTATGTGTGTAGATAGGAAAATGATGGAGTACTCGTTGTTGGGATAGGCTTATGGCTTGCATGCCCCAGGAGCTGCATCAACCCTACATGGACCCTCTTTGGATTGAAGGGAGCTCTGCATCTTTTGTCACCCTCGA
************************************************************TTGCATGCCCCAGGAGCTGCA************************************************************ osa-miR159a.2 21
.........................................................GGCTTGCATGCCCCAGGAGCTGC............................................................. 1 23
...........................................................CTTGCATGCCCCAGGAGCTG.............................................................. 1 20
...........................................................CTTGCATGCCCCAGGAGCTGC............................................................. 57 21
...........................................................CTTGCATGCCCCAGGAGCTGCA............................................................ 2 22
............................................................TTGCATGCCCCAGGAGCT............................................................... 2 18
............................................................TTGCATGCCCCAGGAGCTG.............................................................. 3 19
............................................................TTGCATGCCCCAGGAGCTGC............................................................. 2769 20
............................................................TTGCATGCCCCAGGAGCTGCA............................................................ 925 21
............................................................TTGCATGCCCCAGGAGCTGCAT........................................................... 39 22
.............................................................TGCATGCCCCAGGAGCTGC............................................................. 127 19
.............................................................TGCATGCCCCAGGAGCTGCA............................................................ 37 20
.............................................................TGCATGCCCCAGGAGCTGCAT........................................................... 4 21
..............................................................GCATGCCCCAGGAGCTGC............................................................. 15 18
..............................................................GCATGCCCCAGGAGCTGCA............................................................ 5 19
.......................................................................AGGAGCTGCATCAACCCTACA................................................. 1 21
........................................................................GGAGCTGCATCAACCCTACA................................................. 1 20
................................................................................ATCAACCCTACATGGACCC.......................................... 1 19
................................................................................ATCAACCCTACATGGACCCT......................................... 17 20
................................................................................ATCAACCCTACATGGACCCTC........................................ 14 21
................................................................................ATCAACCCTACATGGACCCTCT....................................... 4 22
...................................................................................AACCCTACATGGACCCTC........................................ 1 18
.................................................................................................CCTCTTTGGATTGAAGGGAGC....................... 1 21
..................................................................................................CTCTTTGGATTGAAGGGAGC....................... 1 20
..................................................................................................CTCTTTGGATTGAAGGGAGCT...................... 1 21



...................................................................................................TCTTTGGATTGAAGGGAGCTC..................... 3 21

....................................................................................................CTTTGGATTGAAGGGAGC....................... 4 18

....................................................................................................CTTTGGATTGAAGGGAGCTCT.................... 1 21

....................................................................................................CTTTGGATTGAAGGGAGCTCTG................... 1 22

.....................................................................................................TTTGGATTGAAGGGAGCT...................... 94 18

.....................................................................................................TTTGGATTGAAGGGAGCTC..................... 23 19

.....................................................................................................TTTGGATTGAAGGGAGCTCT.................... 8 20

.....................................................................................................TTTGGATTGAAGGGAGCTCTG................... 344 21

.....................................................................................................TTTGGATTGAAGGGAGCTCTGC.................. 7 22

......................................................................................................TTGGATTGAAGGGAGCTC..................... 2 18

......................................................................................................TTGGATTGAAGGGAGCTCTG................... 11 20

......................................................................................................TTGGATTGAAGGGAGCTCTGC.................. 10 21

......................................................................................................TTGGATTGAAGGGAGCTCTGCA................. 1 22

.......................................................................................................TGGATTGAAGGGAGCTCTG................... 5 19

>osa-miR164e_MIMAT0001035_Oryza_sativa_miR164e
AGTCGATAGTACATTGAGCTTGCGATCGACGTATATATATGTTGGTGTACTTGTGCAGGGTGGAGAAGCAGGGCACGTGAGCGGCCATCCAGTGTAGCTTCGCTGCGCGTCCATGGCGGCGAACGCGCGTGATCTGGAGTT
************************************************************TGGAGAAGCAGGGCACGTGAG************************************************************ osa-miR164e 21
............................................................TGGAGAAGCAGGGCACGTG.............................................................. 9 19
............................................................TGGAGAAGCAGGGCACGTGAG............................................................ 227 21
............................................................TGGAGAAGCAGGGCACGTGAGCGG......................................................... 1 24
.............................................................GGAGAAGCAGGGCACGTG.............................................................. 1 18
.............................................................GGAGAAGCAGGGCACGTGAG............................................................ 18 20

>osa-miR166k_MIMAT0001037_Oryza_sativa_miR166k
CCGGGACTCCGGTTTCTCCTTTCCTACTGGAGGCGCCTAATTTCCGGCGAGCTCGGAGCCTCGGACCAGGCTTCAATCCCTTTAACCATGCGGCATATTGTCCTGTCAATTCGATGATCTAGTCTTCTTTGCGATCGATCA
************************************************************TCGGACCAGGCTTCAATCCCT************************************************************ osa-miR166k 21
...........................................................CTCGGACCAGGCTTCAATCCC............................................................. 1 21
...........................................................CTCGGACCAGGCTTCAATCCCT............................................................ 3 22
............................................................TCGGACCAGGCTTCAATC............................................................... 26 18
............................................................TCGGACCAGGCTTCAATCC.............................................................. 61 19
............................................................TCGGACCAGGCTTCAATCCC............................................................. 23 20
............................................................TCGGACCAGGCTTCAATCCCT............................................................ 2539 21
............................................................TCGGACCAGGCTTCAATCCCTT........................................................... 6 22
............................................................TCGGACCAGGCTTCAATCCCTTT.......................................................... 1 23
.............................................................CGGACCAGGCTTCAATCCCT............................................................ 85 20
.............................................................CGGACCAGGCTTCAATCCCTT........................................................... 2 21
..............................................................GGACCAGGCTTCAATCCCT............................................................ 13 19

>osa-miR166l_MIMAT0001038_Oryza_sativa_miR166l
TTCAAGGTCTCCACATTGTGCAAAATGTTCATTCATGGAGGCACAGGATGCTTGGTGATCTCGGACCAGGCTTCAATCCCTTTAACCAGCATCTGCACAATATGTCTCTCATCCGAGTGTGGTGCACTGGTATGTTATATG
************************************************************TCGGACCAGGCTTCAATCCCT************************************************************ osa-miR166l 21
......................................................GTGATCTCGGACCAGGCTTCAATC............................................................... 1 24
..........................................................TCTCGGACCAGGCTTCAATCCC............................................................. 13 22
...........................................................CTCGGACCAGGCTTCAATCCC............................................................. 1 21
...........................................................CTCGGACCAGGCTTCAATCCCT............................................................ 3 22
............................................................TCGGACCAGGCTTCAATC............................................................... 26 18
............................................................TCGGACCAGGCTTCAATCC.............................................................. 61 19
............................................................TCGGACCAGGCTTCAATCCC............................................................. 23 20
............................................................TCGGACCAGGCTTCAATCCCT............................................................ 2539 21
............................................................TCGGACCAGGCTTCAATCCCTT........................................................... 6 22
............................................................TCGGACCAGGCTTCAATCCCTTT.......................................................... 1 23
.............................................................CGGACCAGGCTTCAATCCCT............................................................ 85 20
.............................................................CGGACCAGGCTTCAATCCCTT........................................................... 2 21
..............................................................GGACCAGGCTTCAATCCCT............................................................ 13 19
........................................................................TCAATCCCTTTAACCAGCAT................................................. 1 20

>osa-miR167d_MIMAT0001039_Oryza_sativa_miR167d
TTGGATCCAAACTTTAGATCTAAACACAGCCTTGATTGTTGAGGTGCAACCATTAGGAGCTGAAGCTGCCAGCATGATCTGATGAGTGCTTATTAGGTGAGGGCAGAATTGACTGCCAAAACAAAGATCAGATCATGCTGT
************************************************************TGAAGCTGCCAGCATGATCTG************************************************************ osa-miR167d 21
........AAACTTTAGATCTAAACAC.................................................................................................................. 1 19
........AAACTTTAGATCTAAACACAGCCT............................................................................................................. 1 24
.........AACTTTAGATCTAAACACAGCCT............................................................................................................. 1 23
...........................................................CTGAAGCTGCCAGCATGA................................................................ 2 18
...........................................................CTGAAGCTGCCAGCATGAT............................................................... 1 19
...........................................................CTGAAGCTGCCAGCATGATC.............................................................. 6 20
...........................................................CTGAAGCTGCCAGCATGATCT............................................................. 2 21
...........................................................CTGAAGCTGCCAGCATGATCTG............................................................ 17 22
...........................................................CTGAAGCTGCCAGCATGATCTGA........................................................... 842 23
...........................................................CTGAAGCTGCCAGCATGATCTGAT.......................................................... 1 24
............................................................TGAAGCTGCCAGCATGAT............................................................... 821 18
............................................................TGAAGCTGCCAGCATGATC.............................................................. 2947 19
............................................................TGAAGCTGCCAGCATGATCT............................................................. 4149 20
............................................................TGAAGCTGCCAGCATGATCTG............................................................ 7236 21
............................................................TGAAGCTGCCAGCATGATCTGA........................................................... 703870 22
............................................................TGAAGCTGCCAGCATGATCTGAT.......................................................... 778 23
............................................................TGAAGCTGCCAGCATGATCTGATG......................................................... 1 24
.............................................................GAAGCTGCCAGCATGATC.............................................................. 31 18
.............................................................GAAGCTGCCAGCATGATCT............................................................. 31 19
.............................................................GAAGCTGCCAGCATGATCTG............................................................ 27 20
.............................................................GAAGCTGCCAGCATGATCTGA........................................................... 8836 21
.............................................................GAAGCTGCCAGCATGATCTGAT.......................................................... 21 22
..............................................................AAGCTGCCAGCATGATCT............................................................. 6 18
..............................................................AAGCTGCCAGCATGATCTG............................................................ 2 19
..............................................................AAGCTGCCAGCATGATCTGA........................................................... 734 20
..............................................................AAGCTGCCAGCATGATCTGAT.......................................................... 1 21
..............................................................AAGCTGCCAGCATGATCTGATG......................................................... 1 22
...............................................................AGCTGCCAGCATGATCTGA........................................................... 3 19
...............................................................AGCTGCCAGCATGATCTGATGA........................................................ 5 22

>osa-miR167e_MIMAT0001040_Oryza_sativa_miR167e
TGTGTATTACTTGTCTGTCTCATGTTCTTGCAAGAACGAAGTTTTGCTGGTGTGAGAGAATGAAGCTGCCAGCATGATCTGGTTGTCAGGCATGAGCCAAATCTATCCATGGTGTTGGTGGTACTGAAATTACCGCGTTTT
************************************************************TGAAGCTGCCAGCATGATCTG************************************************************ osa-miR167e 21
...............................................TGGTGTGAGAGAATGAAGCTG......................................................................... 1 21
....................................................TGAGAGAATGAAGCTGCCAGC.................................................................... 1 21
........................................................AGAATGAAGCTGCCAGCATGAT............................................................... 1 22
..........................................................AATGAAGCTGCCAGCATGATCT............................................................. 4 22
...........................................................ATGAAGCTGCCAGCATGATCT............................................................. 1 21
...........................................................ATGAAGCTGCCAGCATGATCTG............................................................ 6 22
............................................................TGAAGCTGCCAGCATGAT............................................................... 821 18
............................................................TGAAGCTGCCAGCATGATC.............................................................. 2947 19
............................................................TGAAGCTGCCAGCATGATCT............................................................. 4149 20
............................................................TGAAGCTGCCAGCATGATCTG............................................................ 7236 21
............................................................TGAAGCTGCCAGCATGATCTGG........................................................... 900 22
............................................................TGAAGCTGCCAGCATGATCTGGT.......................................................... 3 23
.............................................................GAAGCTGCCAGCATGATC.............................................................. 31 18



.............................................................GAAGCTGCCAGCATGATCT............................................................. 31 19

.............................................................GAAGCTGCCAGCATGATCTG............................................................ 27 20

.............................................................GAAGCTGCCAGCATGATCTGG........................................................... 5 21

..............................................................AAGCTGCCAGCATGATCT............................................................. 6 18

..............................................................AAGCTGCCAGCATGATCTG............................................................ 2 19

..............................................................AAGCTGCCAGCATGATCTGG........................................................... 2 20

>osa-miR167f_MIMAT0001041_Oryza_sativa_miR167f
CTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCATATGTATGGTGCACCACAAGTGGATGAAGCTGCCAGCATGATCTGATCACAGTAGTTCTCTAGCTGATGATGATTTACAAAACCTAGAGACATGCATCAGATCAT
************************************************************TGAAGCTGCCAGCATGATCTG************************************************************ osa-miR167f 21
..........................................................GATGAAGCTGCCAGCATGATCT............................................................. 1 22
...........................................................ATGAAGCTGCCAGCATGATCT............................................................. 1 21
...........................................................ATGAAGCTGCCAGCATGATCTG............................................................ 6 22
...........................................................ATGAAGCTGCCAGCATGATCTGA........................................................... 6 23
...........................................................ATGAAGCTGCCAGCATGATCTGAT.......................................................... 1 24
............................................................TGAAGCTGCCAGCATGAT............................................................... 821 18
............................................................TGAAGCTGCCAGCATGATC.............................................................. 2947 19
............................................................TGAAGCTGCCAGCATGATCT............................................................. 4149 20
............................................................TGAAGCTGCCAGCATGATCTG............................................................ 7236 21
............................................................TGAAGCTGCCAGCATGATCTGA........................................................... 703870 22
............................................................TGAAGCTGCCAGCATGATCTGAT.......................................................... 778 23
............................................................TGAAGCTGCCAGCATGATCTGATC......................................................... 5 24
.............................................................GAAGCTGCCAGCATGATC.............................................................. 31 18
.............................................................GAAGCTGCCAGCATGATCT............................................................. 31 19
.............................................................GAAGCTGCCAGCATGATCTG............................................................ 27 20
.............................................................GAAGCTGCCAGCATGATCTGA........................................................... 8836 21
.............................................................GAAGCTGCCAGCATGATCTGAT.......................................................... 21 22
..............................................................AAGCTGCCAGCATGATCT............................................................. 6 18
..............................................................AAGCTGCCAGCATGATCTG............................................................ 2 19
..............................................................AAGCTGCCAGCATGATCTGA........................................................... 734 20
..............................................................AAGCTGCCAGCATGATCTGAT.......................................................... 1 21
..............................................................AAGCTGCCAGCATGATCTGATC......................................................... 1 22
...............................................................AGCTGCCAGCATGATCTGA........................................................... 3 19

>osa-miR167g_MIMAT0001042_Oryza_sativa_miR167g
CGATTATGGAGGTAGATGAGATGGGCTGTTAATTCGCTTTGTTTGTGCGCCATAAGCAGGTGAAGCTGCCAGCATGATCTGAAAGCATCTCAAACCAGCGATCAGATCATCCGGCAGCTTCATCTTCTCATGGCAGCACAC
************************************************************TGAAGCTGCCAGCATGATCTG************************************************************ osa-miR167g 21
.........................................................AGGTGAAGCTGCCAGCATGATCTGA........................................................... 2 25
...........................................................GTGAAGCTGCCAGCATGATCT............................................................. 1 21
............................................................TGAAGCTGCCAGCATGAT............................................................... 821 18
............................................................TGAAGCTGCCAGCATGATC.............................................................. 2947 19
............................................................TGAAGCTGCCAGCATGATCT............................................................. 4149 20
............................................................TGAAGCTGCCAGCATGATCTG............................................................ 7236 21
............................................................TGAAGCTGCCAGCATGATCTGA........................................................... 703870 22
............................................................TGAAGCTGCCAGCATGATCTGAA.......................................................... 6567 23
............................................................TGAAGCTGCCAGCATGATCTGAAA......................................................... 17941 24
............................................................TGAAGCTGCCAGCATGATCTGAAAG........................................................ 1 25
............................................................TGAAGCTGCCAGCATGATCTGAAAGC....................................................... 6 26
............................................................TGAAGCTGCCAGCATGATCTGAAAGCATG.................................................... 1 29
.............................................................GAAGCTGCCAGCATGATC.............................................................. 31 18
.............................................................GAAGCTGCCAGCATGATCT............................................................. 31 19
.............................................................GAAGCTGCCAGCATGATCTG............................................................ 27 20
.............................................................GAAGCTGCCAGCATGATCTGA........................................................... 8836 21
.............................................................GAAGCTGCCAGCATGATCTGAA.......................................................... 71 22
.............................................................GAAGCTGCCAGCATGATCTGAAA......................................................... 74 23
..............................................................AAGCTGCCAGCATGATCT............................................................. 6 18
..............................................................AAGCTGCCAGCATGATCTG............................................................ 2 19
..............................................................AAGCTGCCAGCATGATCTGA........................................................... 734 20
..............................................................AAGCTGCCAGCATGATCTGAA.......................................................... 8 21
..............................................................AAGCTGCCAGCATGATCTGAAA......................................................... 12 22
..............................................................AAGCTGCCAGCATGATCTGAAAGCA...................................................... 1 25
...............................................................AGCTGCCAGCATGATCTGA........................................................... 3 19
.......................................................................................................AGATCATCCGGCAGCTTCATC................. 10 21
........................................................................................................GATCATCCGGCAGCTTCATC................. 2 20
..........................................................................................................TCATCCGGCAGCTTCATCT................ 2 19
..........................................................................................................TCATCCGGCAGCTTCATCTTC.............. 56 21
...........................................................................................................CATCCGGCAGCTTCATCTTC.............. 1 20

>osa-miR167h_MIMAT0001043_Oryza_sativa_miR167h
CTCCTCTCCTCCATGAAAGCTAGGGAAATTAACTAAGGGCAGTGGTGCACCACAAGTTGGTGAAGCTGCCAGCATGATCTGATGATGATGATGATCCACCTCTCTCATCTGTGTTCTTGATTAATTACGGATCAATCGATC
************************************************************TGAAGCTGCCAGCATGATCTG************************************************************ osa-miR167h 21
...........................................................GTGAAGCTGCCAGCATGATCT............................................................. 1 21
............................................................TGAAGCTGCCAGCATGAT............................................................... 821 18
............................................................TGAAGCTGCCAGCATGATC.............................................................. 2947 19
............................................................TGAAGCTGCCAGCATGATCT............................................................. 4149 20
............................................................TGAAGCTGCCAGCATGATCTG............................................................ 7236 21
............................................................TGAAGCTGCCAGCATGATCTGA........................................................... 703870 22
............................................................TGAAGCTGCCAGCATGATCTGAT.......................................................... 778 23
............................................................TGAAGCTGCCAGCATGATCTGATG......................................................... 1 24
.............................................................GAAGCTGCCAGCATGATC.............................................................. 31 18
.............................................................GAAGCTGCCAGCATGATCT............................................................. 31 19
.............................................................GAAGCTGCCAGCATGATCTG............................................................ 27 20
.............................................................GAAGCTGCCAGCATGATCTGA........................................................... 8836 21
.............................................................GAAGCTGCCAGCATGATCTGAT.......................................................... 21 22
..............................................................AAGCTGCCAGCATGATCT............................................................. 6 18
..............................................................AAGCTGCCAGCATGATCTG............................................................ 2 19
..............................................................AAGCTGCCAGCATGATCTGA........................................................... 734 20
..............................................................AAGCTGCCAGCATGATCTGAT.......................................................... 1 21
..............................................................AAGCTGCCAGCATGATCTGATG......................................................... 1 22
...............................................................AGCTGCCAGCATGATCTGA........................................................... 3 19
...............................................................AGCTGCCAGCATGATCTGATGA........................................................ 5 22

>osa-miR167i_MIMAT0001044_Oryza_sativa_miR167i
TCGTTTGAGCACGCATTTTTCTTTGGTCAGAAGATATTAGTTCTTGCTGGTGTGAGAGGCTGAAGCTGCCAGCATGATCTGGTCCATGAGTTGCACTGCTGAATATATTGAATTCAGCCAGGAGCTGCTACTGCAGTTCTG
************************************************************TGAAGCTGCCAGCATGATCTG************************************************************ osa-miR167i 21
...........................................................CTGAAGCTGCCAGCATGA................................................................ 2 18
...........................................................CTGAAGCTGCCAGCATGAT............................................................... 1 19
...........................................................CTGAAGCTGCCAGCATGATC.............................................................. 6 20
...........................................................CTGAAGCTGCCAGCATGATCT............................................................. 2 21
...........................................................CTGAAGCTGCCAGCATGATCTG............................................................ 17 22
...........................................................CTGAAGCTGCCAGCATGATCTGG........................................................... 1 23
............................................................TGAAGCTGCCAGCATGAT............................................................... 821 18
............................................................TGAAGCTGCCAGCATGATC.............................................................. 2947 19
............................................................TGAAGCTGCCAGCATGATCT............................................................. 4149 20
............................................................TGAAGCTGCCAGCATGATCTG............................................................ 7236 21
............................................................TGAAGCTGCCAGCATGATCTGG........................................................... 900 22
............................................................TGAAGCTGCCAGCATGATCTGGT.......................................................... 3 23
.............................................................GAAGCTGCCAGCATGATC.............................................................. 31 18



.............................................................GAAGCTGCCAGCATGATCT............................................................. 31 19

.............................................................GAAGCTGCCAGCATGATCTG............................................................ 27 20

.............................................................GAAGCTGCCAGCATGATCTGG........................................................... 5 21

..............................................................AAGCTGCCAGCATGATCT............................................................. 6 18

..............................................................AAGCTGCCAGCATGATCTG............................................................ 2 19

..............................................................AAGCTGCCAGCATGATCTGG........................................................... 2 20

>osa-miR168a_MIMAT0001045_Oryza_sativa_miR168a
CTCCCTCTCGAGAGAGACACCGCGCGTCTCGTCTCGTCTCATGGCGCCGCCGCCTCGGGCTCGCTTGGTGCAGATCGGGACCCGCCGCCGCCGCTGCCGGGGCCGGATCCCGCCTTGCACCAAGTGAATCGGAGCCGGCGT
************************************************************TCGCTTGGTGCAGATCGGGAC************************************************************ osa-miR168a 21
...........................................................CTCGCTTGGTGCAGATCGGGA............................................................. 6 21
...........................................................CTCGCTTGGTGCAGATCGGGAC............................................................ 250 22
............................................................TCGCTTGGTGCAGATCGG............................................................... 4 18
............................................................TCGCTTGGTGCAGATCGGG.............................................................. 204 19
............................................................TCGCTTGGTGCAGATCGGGA............................................................. 1576 20
............................................................TCGCTTGGTGCAGATCGGGAC............................................................ 663911 21
............................................................TCGCTTGGTGCAGATCGGGACC........................................................... 1006 22
............................................................TCGCTTGGTGCAGATCGGGACCC.......................................................... 46 23
............................................................TCGCTTGGTGCAGATCGGGACCCG......................................................... 99 24
.............................................................CGCTTGGTGCAGATCGGGA............................................................. 11 19
.............................................................CGCTTGGTGCAGATCGGGAC............................................................ 2114 20
.............................................................CGCTTGGTGCAGATCGGGACC........................................................... 6 21
.............................................................CGCTTGGTGCAGATCGGGACCC.......................................................... 1 22
.............................................................CGCTTGGTGCAGATCGGGACCCG......................................................... 1 23
..............................................................GCTTGGTGCAGATCGGGA............................................................. 3 18
..............................................................GCTTGGTGCAGATCGGGAC............................................................ 507 19
...............................................................CTTGGTGCAGATCGGGAC............................................................ 10 18
................................................................TTGGTGCAGATCGGGACCCGC........................................................ 3 21
.................................................................TGGTGCAGATCGGGACCCGC........................................................ 1 20
.................................................................TGGTGCAGATCGGGACCCGCC....................................................... 99 21
.........................................................................................................GATCCCGCCTTGCACCAA.................. 1 18
.........................................................................................................GATCCCGCCTTGCACCAAGTGAA............. 3 23
.........................................................................................................GATCCCGCCTTGCACCAAGTGAAT............ 74 24
...........................................................................................................TCCCGCCTTGCACCAAGTGAA............. 1 21
...........................................................................................................TCCCGCCTTGCACCAAGTGAAT............ 2 22
............................................................................................................CCCGCCTTGCACCAAGTGAA............. 5 20
............................................................................................................CCCGCCTTGCACCAAGTGAAT............ 73 21
.............................................................................................................CCGCCTTGCACCAAGTGAAT............ 11 20
..............................................................................................................CGCCTTGCACCAAGTGAAT............ 4 19
.................................................................................................................CTTGCACCAAGTGAATCGGAG....... 3 21

>osa-miR169h_MIMAT0001053_Oryza_sativa_miR169h
TGTACACTATTTTTGTACTAAGAGAGCAAGGCTTACATGGAGACAAGGGTTTAGCTCTGGTAGCCAAGGATGACTTGCCTGTGTCCTTGTGTGTAAGGATCATTAATTATTATTCAGAAAATGATCCTTTCAGCAGGTTTC
************************************************************TAGCCAAGGATGACTTGCCTG************************************************************ osa-miR169h 21
..........................................................GGTAGCCAAGGATGACTTGCCTG............................................................ 2 23
............................................................TAGCCAAGGATGACTTGCCT............................................................. 3 20
............................................................TAGCCAAGGATGACTTGCCTG............................................................ 33 21
............................................................TAGCCAAGGATGACTTGCCTGT........................................................... 1 22
............................................................TAGCCAAGGATGACTTGCCTGTG.......................................................... 2 23
.............................................................AGCCAAGGATGACTTGCCTG............................................................ 1 20

>osa-miR169i_MIMAT0001054_Oryza_sativa_miR169i
AGTTAATTTCTGGAGATGGAAGAGAGCAAGGCTTGCATGGTGATAAGGGTGTAGCTCTGGTAGCCAAGGATGACTTGCCTGTGTCCTTGTGTAGAGGATCATTCAGAAAATGAGCCTTGAACTGGTTCATAGGCAGTCTCC
************************************************************TAGCCAAGGATGACTTGCCTG************************************************************ osa-miR169i 21
.....................................TGGTGATAAGGGTGTAGCTCTGG................................................................................. 1 23
.....................................TGGTGATAAGGGTGTAGCTCTGGTAGCC............................................................................ 1 28
..........................................................GGTAGCCAAGGATGACTTGCCTG............................................................ 2 23
............................................................TAGCCAAGGATGACTTGCCT............................................................. 3 20
............................................................TAGCCAAGGATGACTTGCCTG............................................................ 33 21
............................................................TAGCCAAGGATGACTTGCCTGT........................................................... 1 22
............................................................TAGCCAAGGATGACTTGCCTGTG.......................................................... 2 23
.............................................................AGCCAAGGATGACTTGCCTG............................................................ 1 20
.............................................................................................GAGGATCATTCAGAAAATGAGCC......................... 1 23

>osa-miR169j_MIMAT0001055_Oryza_sativa_miR169j
GAAGAAGAAGAAGAAGAAGAAGAAGAGAGGCCTCGCATGGCGATGAGAGCTCGCATCTGGTAGCCAAGGATGACTTGCCTGTGTCTCTGCTCATGTGCAGTAGAAGAAGATGCATTTCTAGCTGCTTTCTGCATATGTGAT
************************************************************TAGCCAAGGATGACTTGCCTG************************************************************ osa-miR169j 21
..........................................................GGTAGCCAAGGATGACTTGCCTG............................................................ 2 23
............................................................TAGCCAAGGATGACTTGCCT............................................................. 3 20
............................................................TAGCCAAGGATGACTTGCCTG............................................................ 33 21
............................................................TAGCCAAGGATGACTTGCCTGT........................................................... 1 22
............................................................TAGCCAAGGATGACTTGCCTGTG.......................................................... 2 23
.............................................................AGCCAAGGATGACTTGCCTG............................................................ 1 20

>osa-miR169k_MIMAT0001056_Oryza_sativa_miR169k
AAACAGAGCCCAAACACACACAAGAGGAGAGAGATGAAATATGATAAGAGTCTGTCTAGATAGCCAAGGATGACTTGCCTGTGGCCTCTTGGAGAGAGAGGTGTAGCTTAATTAGCAGCATGGTTTGAGCATTGCTTGATC
************************************************************TAGCCAAGGATGACTTGCCTG************************************************************ osa-miR169k 21
..........................................................GATAGCCAAGGATGACTTGCCTG............................................................ 1 23
............................................................TAGCCAAGGATGACTTGCCT............................................................. 3 20
............................................................TAGCCAAGGATGACTTGCCTG............................................................ 33 21
............................................................TAGCCAAGGATGACTTGCCTGT........................................................... 1 22
............................................................TAGCCAAGGATGACTTGCCTGTG.......................................................... 2 23
.............................................................AGCCAAGGATGACTTGCCTG............................................................ 1 20

>osa-miR169l_MIMAT0001057_Oryza_sativa_miR169l
CTAGATGAAGCAAAAGAGAGAAGCAGCCTTACATGGATGGCAGTAAGGACTTATCTCTGATAGCCAAGGATGACTTGCCTGTGTCCTCCCTGAAGGATTAGCAATTTAATGATCCTTTAAGCTGGTTCATGGGCAGTCTCC
************************************************************TAGCCAAGGATGACTTGCCTG************************************************************ osa-miR169l 21
.................................TGGATGGCAGTAAGGACTTAT....................................................................................... 1 21
.................................TGGATGGCAGTAAGGACTTATCTCT................................................................................... 1 25
.................................TGGATGGCAGTAAGGACTTATCTCTG.................................................................................. 1 26
.................................TGGATGGCAGTAAGGACTTATCTCTGA................................................................................. 3 27
.....................................TGGCAGTAAGGACTTATCTCTGA................................................................................. 1 23
..........................................................GATAGCCAAGGATGACTTGCCTG............................................................ 1 23
............................................................TAGCCAAGGATGACTTGCCT............................................................. 3 20
............................................................TAGCCAAGGATGACTTGCCTG............................................................ 33 21
............................................................TAGCCAAGGATGACTTGCCTGT........................................................... 1 22
............................................................TAGCCAAGGATGACTTGCCTGTG.......................................................... 2 23
.............................................................AGCCAAGGATGACTTGCCTG............................................................ 1 20

>osa-miR169m_MIMAT0001058_Oryza_sativa_miR169m
TTGTATTATTGAAGAGAAATTAGAGATGATGCCTTACATGGTGATGAGAGTGAGTCCTGGTAGCCAAGGATGACTTGCCTGTATATTTATATATATATGTGTGTGTGATCAATGGATGGATTGATCAAGCTGCTTGCAGGC
************************************************************TAGCCAAGGATGACTTGCCTG************************************************************ osa-miR169m 21
..........................................................GGTAGCCAAGGATGACTTGCCTG............................................................ 2 23
............................................................TAGCCAAGGATGACTTGCCT............................................................. 3 20
............................................................TAGCCAAGGATGACTTGCCTG............................................................ 33 21



............................................................TAGCCAAGGATGACTTGCCTGT........................................................... 1 22

.............................................................AGCCAAGGATGACTTGCCTG............................................................ 1 20

>osa-miR171d_MIMAT0001065_Oryza_sativa_miR171d
TGCAGAAGAGTGCATGAATCTGATGCAGTCTCAGTGTAGTATGCTCCATGCTGGAACTTCTGATTGAGCCGTGCCAATATCTCAGCACCATTTTTATGCAATCATGCGTACAGATCACTCCCAAAGTCTCAATTTACCATC
************************************************************TGATTGAGCCGTGCCAATATC************************************************************ osa-miR171d 21
.......................................................ACTTCTGATTGAGCCGTGCCA................................................................. 1 21
.........................................................TTCTGATTGAGCCGTGCCAATATC............................................................ 1 24
...........................................................CTGATTGAGCCGTGCCAATA.............................................................. 1 20
...........................................................CTGATTGAGCCGTGCCAATATC............................................................ 3 22
............................................................TGATTGAGCCGTGCCAAT............................................................... 4 18
............................................................TGATTGAGCCGTGCCAATA.............................................................. 4 19
............................................................TGATTGAGCCGTGCCAATAT............................................................. 1 20
............................................................TGATTGAGCCGTGCCAATATC............................................................ 201 21
.............................................................GATTGAGCCGTGCCAATATC............................................................ 3 20

>osa-miR171e_MIMAT0001066_Oryza_sativa_miR171e
TCAGACGGCATTGGCGTGATGCAAAGCATGCATGCGTGCTTGCTAGCTCACTTGTGTTTCTGATTGAGCCGTGCCAATATCTTAGTGCTCTTTCATGTGTACGTACGCGCACGCACGGTTGCACCATGCATCGACGACGAC
************************************************************TGATTGAGCCGTGCCAATATC************************************************************ osa-miR171e 21
........................................................TTTCTGATTGAGCCGTGCCA................................................................. 1 20
.........................................................TTCTGATTGAGCCGTGCCAATATC............................................................ 1 24
...........................................................CTGATTGAGCCGTGCCAATA.............................................................. 1 20
...........................................................CTGATTGAGCCGTGCCAATATC............................................................ 3 22
............................................................TGATTGAGCCGTGCCAAT............................................................... 4 18
............................................................TGATTGAGCCGTGCCAATA.............................................................. 4 19
............................................................TGATTGAGCCGTGCCAATAT............................................................. 1 20
............................................................TGATTGAGCCGTGCCAATATC............................................................ 201 21
.............................................................GATTGAGCCGTGCCAATATC............................................................ 3 20

>osa-miR393b_MIMAT0001078_Oryza_sativa_miR393b
GCGTAGTTGCCAATTCAACCGGCCGACATATATATCGGCCTGAGGAAACTAGTGGAGGACTCCAAAGGGATCGCATTGATCTGGCTAGCTATCTCGATCGATCGCCTCATCGATCGACGACGACGTGCGTGATCGATCAGTG
************************************************************TCCAAAGGGATCGCATTGATCT************************************************************ osa-miR393b 22
..................................................AGTGGAGGACTCCAAAGGG......................................................................... 2 19
..................................................AGTGGAGGACTCCAAAGGGAT....................................................................... 11 21
...................................................GTGGAGGACTCCAAAGGGAT....................................................................... 1 20
.......................................................AGGACTCCAAAGGGATCGCA................................................................... 1 20
.......................................................AGGACTCCAAAGGGATCGCAT.................................................................. 1 21
.......................................................AGGACTCCAAAGGGATCGCATT................................................................. 6 22
.......................................................AGGACTCCAAAGGGATCGCATTGA............................................................... 4 24
..........................................................ACTCCAAAGGGATCGCATTGA............................................................... 1 21
...........................................................CTCCAAAGGGATCGCATTGA............................................................... 7 20
...........................................................CTCCAAAGGGATCGCATTGAT.............................................................. 29 21
...........................................................CTCCAAAGGGATCGCATTGATC............................................................. 1 22
............................................................TCCAAAGGGATCGCATTG................................................................ 1 18
............................................................TCCAAAGGGATCGCATTGA............................................................... 3 19
............................................................TCCAAAGGGATCGCATTGAT.............................................................. 19 20
............................................................TCCAAAGGGATCGCATTGATC............................................................. 183 21
..............................................................CAAAGGGATCGCATTGATC............................................................. 6 19
...............................................................AAAGGGATCGCATTGATC............................................................. 4 18

>osa-miR167j_MIMAT0001086_Oryza_sativa_miR167j
GCCCCTCTCTTCACTCTTCACCTCTCCATTTAGCTTTGTGATGTGTGCACCTTAAGCAGCTGAAGCTGCCAGCATGATCTGATCTTTTGCGATCTCTTTTTTTATCTGAATAAGTTGATGGAAATATTGGGTTCCTAAGAT
************************************************************TGAAGCTGCCAGCATGATCTG************************************************************ osa-miR167j 21
...........................................................CTGAAGCTGCCAGCATGA................................................................ 2 18
...........................................................CTGAAGCTGCCAGCATGAT............................................................... 1 19
...........................................................CTGAAGCTGCCAGCATGATC.............................................................. 6 20
...........................................................CTGAAGCTGCCAGCATGATCT............................................................. 2 21
...........................................................CTGAAGCTGCCAGCATGATCTG............................................................ 17 22
...........................................................CTGAAGCTGCCAGCATGATCTGA........................................................... 842 23
...........................................................CTGAAGCTGCCAGCATGATCTGAT.......................................................... 1 24
............................................................TGAAGCTGCCAGCATGAT............................................................... 821 18
............................................................TGAAGCTGCCAGCATGATC.............................................................. 2947 19
............................................................TGAAGCTGCCAGCATGATCT............................................................. 4149 20
............................................................TGAAGCTGCCAGCATGATCTG............................................................ 7236 21
............................................................TGAAGCTGCCAGCATGATCTGA........................................................... 703870 22
............................................................TGAAGCTGCCAGCATGATCTGAT.......................................................... 778 23
............................................................TGAAGCTGCCAGCATGATCTGATC......................................................... 5 24
.............................................................GAAGCTGCCAGCATGATC.............................................................. 31 18
.............................................................GAAGCTGCCAGCATGATCT............................................................. 31 19
.............................................................GAAGCTGCCAGCATGATCTG............................................................ 27 20
.............................................................GAAGCTGCCAGCATGATCTGA........................................................... 8836 21
.............................................................GAAGCTGCCAGCATGATCTGAT.......................................................... 21 22
..............................................................AAGCTGCCAGCATGATCT............................................................. 6 18
..............................................................AAGCTGCCAGCATGATCTG............................................................ 2 19
..............................................................AAGCTGCCAGCATGATCTGA........................................................... 734 20
..............................................................AAGCTGCCAGCATGATCTGAT.......................................................... 1 21
..............................................................AAGCTGCCAGCATGATCTGATC......................................................... 1 22
...............................................................AGCTGCCAGCATGATCTGA........................................................... 3 19

>osa-miR166m_MIMAT0001087_Oryza_sativa_miR166m
TTTCTTTGTTCTGAATTTCTGATGGATGTGTGTGTGCATGATGCATGGCTGGTGGTGACCTCGGACCAGGCTTCATTCCCTTTAACCAGCATTTGCGTTAATACCATCAGGCATGCTTGTCTCTGCAAGTTGACAACTGCT
************************************************************TCGGACCAGGCTTCATTCCCT************************************************************ osa-miR166m 21
..........................................................CCTCGGACCAGGCTTCATTCC.............................................................. 1 21
...........................................................CTCGGACCAGGCTTCATTC............................................................... 4 19
...........................................................CTCGGACCAGGCTTCATTCC.............................................................. 139 20
...........................................................CTCGGACCAGGCTTCATTCCC............................................................. 16 21
............................................................TCGGACCAGGCTTCATTC............................................................... 267 18
............................................................TCGGACCAGGCTTCATTCC.............................................................. 715 19
............................................................TCGGACCAGGCTTCATTCCC............................................................. 770 20
............................................................TCGGACCAGGCTTCATTCCCT............................................................ 123 21
............................................................TCGGACCAGGCTTCATTCCCTT........................................................... 9 22
............................................................TCGGACCAGGCTTCATTCCCTTT.......................................................... 4 23
.............................................................CGGACCAGGCTTCATTCC.............................................................. 14 18
.............................................................CGGACCAGGCTTCATTCCC............................................................. 43 19
.............................................................CGGACCAGGCTTCATTCCCT............................................................ 9 20
..............................................................GGACCAGGCTTCATTCCC............................................................. 33 18
..............................................................GGACCAGGCTTCATTCCCT............................................................ 2 19
..............................................................GGACCAGGCTTCATTCCCTT........................................................... 1 20

>osa-miR435_MIMAT0001585_Oryza_sativa_miR435
CGAAAATTGCCTTGAATTAGCTTCAGACCTATAGTGTCGTTGATAGTTTAGGGACATGTTTTATCCGGTATTGGAGTTGAGGGATGAAAATTGGACCAAGTCAAGAGTTTATGGATGTAAAGTAGACTTTTACCTTTGCT
************************************************************TTATCCGGTATTGGAGTTGA************************************************************ osa-miR435 20
...........................................................TTTATCCGGTATTGGAGTTGA............................................................ 1 21
............................................................TTATCCGGTATTGGAGTTGA............................................................ 75 20
............................................................TTATCCGGTATTGGAGTTGAGG.......................................................... 4 22
............................................................TTATCCGGTATTGGAGTTGAGGGA........................................................ 1 24



.............................................................TATCCGGTATTGGAGTTGAGG.......................................................... 1 21

..............................................................ATCCGGTATTGGAGTTGAGGG......................................................... 2 21

..............................................................ATCCGGTATTGGAGTTGAGGGAT....................................................... 1 23

.................................................................CGGTATTGGAGTTGAGGGAT....................................................... 1 20

.................................................................CGGTATTGGAGTTGAGGGATG...................................................... 21 21

.................................................................CGGTATTGGAGTTGAGGGATGAAA................................................... 3 24

..................................................................GGTATTGGAGTTGAGGGATG...................................................... 2 20

..................................................................GGTATTGGAGTTGAGGGATGA..................................................... 2 21

..................................................................GGTATTGGAGTTGAGGGATGAAAA.................................................. 1 24

...............................................................................AGGGATGAAAATTGGACCAAG........................................ 1 21

..................................................................................GATGAAAATTGGACCAAGTCAAGA.................................. 2 24

>osa-miR437_MIMAT0001586_Oryza_sativa_miR437
ATACCAAATAAATACACTATTGAGACATATTTCTTGGTTGATTTTTCTATAAACTTGGTCAAAGTTAGAGAAGTTTGACTTAGGACAAAACTAAACACCTTATGATATGGAACAGAGGGTATACAATATAAGTTAGCAGTC
************************************************************AAAGTTAGAGAAGTTTGACTT************************************************************ osa-miR437 21
..........................................................TCAAAGTTAGAGAAGTTTGAC.............................................................. 2 21
............................................................AAAGTTAGAGAAGTTTGACTTAGG......................................................... 6 24
....................................................................AGAAGTTTGACTTAGGACAAAACT................................................. 1 24

>osa-miR438_MIMAT0001587_Oryza_sativa_miR438
TCAAAACCAATATATTTTTAATGGCATATATTCAATTAACGTGTTTTGGGCAAACTTGTTTTCCCACGCGTTATAGTGAAAACTTTTGGAATATGTTTGTTATGGGAGTATATATTATTGATATTGGATCTAGAAGCATAA
************************************************************TTCCCACGCGTTATAGTGAAA************************************************************ osa-miR438 21
....................................................................................................................ATTGATATTGGATCTAGAAGCATA. 1 24

>osa-miR439a_MIMAT0001589_Oryza_sativa_miR439a
TGTCGAACTGACGCAGTTCGACATGTACCTGTCGAACTGTGGTTGTTCGATAGGTATCCCTGTCGAACCGCGGTTGTTCGACAGGGTGCTAAACTTGCGATTTCGCCTAACTGATCTATAGTTTTGCGATTTTCCATTAAA
************************************************************TGTCGAACCGCGGTTGTTCGA************************************************************ osa-miR439a 21
.....AACTGACGCAGTTCGACAT..................................................................................................................... 1 19
.....AACTGACGCAGTTCGACATG.................................................................................................................... 1 20
.....AACTGACGCAGTTCGACATGT................................................................................................................... 1 21
.....AACTGACGCAGTTCGACATGTACC................................................................................................................ 7 24
.....AACTGACGCAGTTCGACATGTACCT............................................................................................................... 1 25
......ACTGACGCAGTTCGACATGTA.................................................................................................................. 4 21
......ACTGACGCAGTTCGACATGTAC................................................................................................................. 1 22
......ACTGACGCAGTTCGACATGTACCT............................................................................................................... 6 24
........TGACGCAGTTCGACATGTACCTGT............................................................................................................. 1 24
............GCAGTTCGACATGTACCTG.............................................................................................................. 1 19
...............................TCGAACTGTGGTTGTTCGATAGGT...................................................................................... 3 24
................................CGAACTGTGGTTGTTCGATAGGT...................................................................................... 2 23
................................CGAACTGTGGTTGTTCGATAGGTA..................................................................................... 7 24
.................................GAACTGTGGTTGTTCGATAGGTA..................................................................................... 8 23
.................................GAACTGTGGTTGTTCGATAGGTAT.................................................................................... 27 24
..................................AACTGTGGTTGTTCGATAGGT...................................................................................... 1 21
..................................AACTGTGGTTGTTCGATAGGTA..................................................................................... 1 22
..................................AACTGTGGTTGTTCGATAGGTAT.................................................................................... 1 23
..................................AACTGTGGTTGTTCGATAGGTATC................................................................................... 9 24
...................................ACTGTGGTTGTTCGATAGGTA..................................................................................... 2 21
.....................................TGTGGTTGTTCGATAGGTAT.................................................................................... 1 20
.....................................TGTGGTTGTTCGATAGGTATCCCTG............................................................................... 1 25
......................................GTGGTTGTTCGATAGGTAT.................................................................................... 1 19
................................................GATAGGTATCCCTGTCGAACCGCG..................................................................... 3 24
................................................GATAGGTATCCCTGTCGAACCGCGG.................................................................... 1 25
.................................................ATAGGTATCCCTGTCGAACCGCGG.................................................................... 4 24
..................................................TAGGTATCCCTGTCGAACCGCGG.................................................................... 1 23
..................................................TAGGTATCCCTGTCGAACCGCGGT................................................................... 3 24
...................................................AGGTATCCCTGTCGAACCGCGGT................................................................... 2 23
...................................................AGGTATCCCTGTCGAACCGCGGTT.................................................................. 27 24
...................................................AGGTATCCCTGTCGAACCGCGGTTG................................................................. 1 25
....................................................GGTATCCCTGTCGAACCGCGGTT.................................................................. 6 23
....................................................GGTATCCCTGTCGAACCGCGGTTG................................................................. 6 24
.....................................................GTATCCCTGTCGAACCGCGGTT.................................................................. 2 22
.....................................................GTATCCCTGTCGAACCGCGGTTGT................................................................ 3 24
......................................................TATCCCTGTCGAACCGCGGTT.................................................................. 1 21
......................................................TATCCCTGTCGAACCGCGGTTGT................................................................ 1 23
.......................................................ATCCCTGTCGAACCGCGGTT.................................................................. 1 20
.......................................................ATCCCTGTCGAACCGCGGTTG................................................................. 1 21
.......................................................ATCCCTGTCGAACCGCGGTTGTTC.............................................................. 4 24
........................................................TCCCTGTCGAACCGCGGTTG................................................................. 1 20
........................................................TCCCTGTCGAACCGCGGTTGTTC.............................................................. 1 23
................................................................GAACCGCGGTTGTTCGACAGGGTG..................................................... 1 24
.................................................................AACCGCGGTTGTTCGACAGG........................................................ 1 20
.................................................................AACCGCGGTTGTTCGACAGGGTGC.................................................... 1 24
......................................................................CGGTTGTTCGACAGGGTGCTAAAC............................................... 1 24
.......................................................................GGTTGTTCGACAGGGTGCTAAACT.............................................. 5 24
.........................................................................TTGTTCGACAGGGTGCTAAAC............................................... 1 21
.........................................................................................TAAACTTGCGATTTCGCCTAACTG............................ 1 24

>osa-miR439b_MIMAT0001590_Oryza_sativa_miR439b
TGTCAAACTGACGCAGTTCAACATGTTCCTGTCGAATTGTGGTTGTTCGATAGGTACCCCTGTCGAACCGCGGTTGTTCGACAGGGTGCTAAACTTGCGATTTTGCCTAACTGACCTATAGTTTTGTGATTTTCCATTAAA
************************************************************TGTCGAACCGCGGTTGTTCGA************************************************************ osa-miR439b 21
........TGACGCAGTTCAACATGTTCC................................................................................................................ 1 21
.................................GAATTGTGGTTGTTCGATAGGTAC.................................................................................... 1 24
.................................................ATAGGTACCCCTGTCGAACCGCGG.................................................................... 1 24
...................................................AGGTACCCCTGTCGAACCGCGGTT.................................................................. 3 24
....................................................GGTACCCCTGTCGAACCGCGGTT.................................................................. 1 23
.......................................................ACCCCTGTCGAACCGCGGTTGTTC.............................................................. 1 24
................................................................GAACCGCGGTTGTTCGACAGGGTG..................................................... 1 24
.................................................................AACCGCGGTTGTTCGACAGG........................................................ 1 20
.................................................................AACCGCGGTTGTTCGACAGGGTGC.................................................... 1 24
......................................................................CGGTTGTTCGACAGGGTGCTAAAC............................................... 1 24
.......................................................................GGTTGTTCGACAGGGTGCTAAACT.............................................. 5 24
.........................................................................TTGTTCGACAGGGTGCTAAAC............................................... 1 21

>osa-miR439c_MIMAT0001591_Oryza_sativa_miR439c
TGTCGAACTGACGCAGTTCGACATGTACCTGTCGAACTGTGGTTGTTCGATAGGTATCCCTGTCGAACCGCGGTTGTTCGACAGGGTGCTAAACTTGCGATTTCGCCTATAGTTTTACGATTTTCCATTAAAATCATATTG
************************************************************TGTCGAACCGCGGTTGTTCGA************************************************************ osa-miR439c 21
.....AACTGACGCAGTTCGACAT..................................................................................................................... 1 19
.....AACTGACGCAGTTCGACATG.................................................................................................................... 1 20
.....AACTGACGCAGTTCGACATGT................................................................................................................... 1 21
.....AACTGACGCAGTTCGACATGTACC................................................................................................................ 7 24
.....AACTGACGCAGTTCGACATGTACCT............................................................................................................... 1 25
......ACTGACGCAGTTCGACATGTA.................................................................................................................. 4 21
......ACTGACGCAGTTCGACATGTAC................................................................................................................. 1 22
......ACTGACGCAGTTCGACATGTACCT............................................................................................................... 6 24
........TGACGCAGTTCGACATGTACCTGT............................................................................................................. 1 24
............GCAGTTCGACATGTACCTG.............................................................................................................. 1 19
...............................TCGAACTGTGGTTGTTCGATAGGT...................................................................................... 3 24



................................CGAACTGTGGTTGTTCGATAGGT...................................................................................... 2 23

................................CGAACTGTGGTTGTTCGATAGGTA..................................................................................... 7 24

.................................GAACTGTGGTTGTTCGATAGGTA..................................................................................... 8 23

.................................GAACTGTGGTTGTTCGATAGGTAT.................................................................................... 27 24

..................................AACTGTGGTTGTTCGATAGGT...................................................................................... 1 21

..................................AACTGTGGTTGTTCGATAGGTA..................................................................................... 1 22

..................................AACTGTGGTTGTTCGATAGGTAT.................................................................................... 1 23

..................................AACTGTGGTTGTTCGATAGGTATC................................................................................... 9 24

...................................ACTGTGGTTGTTCGATAGGTA..................................................................................... 2 21

.....................................TGTGGTTGTTCGATAGGTAT.................................................................................... 1 20

.....................................TGTGGTTGTTCGATAGGTATCCCTG............................................................................... 1 25

......................................GTGGTTGTTCGATAGGTAT.................................................................................... 1 19

................................................GATAGGTATCCCTGTCGAACCGCG..................................................................... 3 24

................................................GATAGGTATCCCTGTCGAACCGCGG.................................................................... 1 25

.................................................ATAGGTATCCCTGTCGAACCGCGG.................................................................... 4 24

..................................................TAGGTATCCCTGTCGAACCGCGG.................................................................... 1 23

..................................................TAGGTATCCCTGTCGAACCGCGGT................................................................... 3 24

...................................................AGGTATCCCTGTCGAACCGCGGT................................................................... 2 23

...................................................AGGTATCCCTGTCGAACCGCGGTT.................................................................. 27 24

...................................................AGGTATCCCTGTCGAACCGCGGTTG................................................................. 1 25

....................................................GGTATCCCTGTCGAACCGCGGTT.................................................................. 6 23

....................................................GGTATCCCTGTCGAACCGCGGTTG................................................................. 6 24

.....................................................GTATCCCTGTCGAACCGCGGTT.................................................................. 2 22

.....................................................GTATCCCTGTCGAACCGCGGTTGT................................................................ 3 24

......................................................TATCCCTGTCGAACCGCGGTT.................................................................. 1 21

......................................................TATCCCTGTCGAACCGCGGTTGT................................................................ 1 23

.......................................................ATCCCTGTCGAACCGCGGTT.................................................................. 1 20

.......................................................ATCCCTGTCGAACCGCGGTTG................................................................. 1 21

.......................................................ATCCCTGTCGAACCGCGGTTGTTC.............................................................. 4 24

........................................................TCCCTGTCGAACCGCGGTTG................................................................. 1 20

........................................................TCCCTGTCGAACCGCGGTTGTTC.............................................................. 1 23

................................................................GAACCGCGGTTGTTCGACAGGGTG..................................................... 1 24

.................................................................AACCGCGGTTGTTCGACAGG........................................................ 1 20

.................................................................AACCGCGGTTGTTCGACAGGGTGC.................................................... 1 24

......................................................................CGGTTGTTCGACAGGGTGCTAAAC............................................... 1 24

.......................................................................GGTTGTTCGACAGGGTGCTAAACT.............................................. 5 24

.........................................................................TTGTTCGACAGGGTGCTAAAC............................................... 1 21

>osa-miR439d_MIMAT0001592_Oryza_sativa_miR439d
TGTCGAACTCACGTAGTTCGACATGTACCTGTCGAACTGTGGTTGTTCGATAGGTATCCCTGTCGAACCGCGGTTGTTCGATAGGGTGCTAAACTTGCGATTTTGCCTAACTGACCTATAGTTTTGCGATTTTCCATTAAA
************************************************************TGTCGAACCGCGGTTGTTCGA************************************************************ osa-miR439d 21
...............................TCGAACTGTGGTTGTTCGATAGGT...................................................................................... 3 24
................................CGAACTGTGGTTGTTCGATAGGT...................................................................................... 2 23
................................CGAACTGTGGTTGTTCGATAGGTA..................................................................................... 7 24
.................................GAACTGTGGTTGTTCGATAGGTA..................................................................................... 8 23
.................................GAACTGTGGTTGTTCGATAGGTAT.................................................................................... 27 24
..................................AACTGTGGTTGTTCGATAGGT...................................................................................... 1 21
..................................AACTGTGGTTGTTCGATAGGTA..................................................................................... 1 22
..................................AACTGTGGTTGTTCGATAGGTAT.................................................................................... 1 23
..................................AACTGTGGTTGTTCGATAGGTATC................................................................................... 9 24
...................................ACTGTGGTTGTTCGATAGGTA..................................................................................... 2 21
.....................................TGTGGTTGTTCGATAGGTAT.................................................................................... 1 20
.....................................TGTGGTTGTTCGATAGGTATCCCTG............................................................................... 1 25
......................................GTGGTTGTTCGATAGGTAT.................................................................................... 1 19
................................................GATAGGTATCCCTGTCGAACCGCG..................................................................... 3 24
................................................GATAGGTATCCCTGTCGAACCGCGG.................................................................... 1 25
.................................................ATAGGTATCCCTGTCGAACCGCGG.................................................................... 4 24
..................................................TAGGTATCCCTGTCGAACCGCGG.................................................................... 1 23
..................................................TAGGTATCCCTGTCGAACCGCGGT................................................................... 3 24
...................................................AGGTATCCCTGTCGAACCGCGGT................................................................... 2 23
...................................................AGGTATCCCTGTCGAACCGCGGTT.................................................................. 27 24
...................................................AGGTATCCCTGTCGAACCGCGGTTG................................................................. 1 25
....................................................GGTATCCCTGTCGAACCGCGGTT.................................................................. 6 23
....................................................GGTATCCCTGTCGAACCGCGGTTG................................................................. 6 24
.....................................................GTATCCCTGTCGAACCGCGGTT.................................................................. 2 22
.....................................................GTATCCCTGTCGAACCGCGGTTGT................................................................ 3 24
......................................................TATCCCTGTCGAACCGCGGTT.................................................................. 1 21
......................................................TATCCCTGTCGAACCGCGGTTGT................................................................ 1 23
.......................................................ATCCCTGTCGAACCGCGGTT.................................................................. 1 20
.......................................................ATCCCTGTCGAACCGCGGTTG................................................................. 1 21
.......................................................ATCCCTGTCGAACCGCGGTTGTTC.............................................................. 4 24
........................................................TCCCTGTCGAACCGCGGTTG................................................................. 1 20
........................................................TCCCTGTCGAACCGCGGTTGTTC.............................................................. 1 23
.......................................................................GGTTGTTCGATAGGGTGCTAAACT.............................................. 1 24

>osa-miR439e_MIMAT0001593_Oryza_sativa_miR439e
TGTCGAACTGACGCAGTTCGACATGTACCTGTCGAACTGTGGTTGTTCGATAGGTATCCCTGTCGAACCGCGGTTGTTCGACAGGGTGCTAAACTTGCGATTTCGTCTCTAACTGACCTATAGTTTTGCGATTTTCCATTA
************************************************************TGTCGAACCGCGGTTGTTCGA************************************************************ osa-miR439e 21
.....AACTGACGCAGTTCGACAT..................................................................................................................... 1 19
.....AACTGACGCAGTTCGACATG.................................................................................................................... 1 20
.....AACTGACGCAGTTCGACATGT................................................................................................................... 1 21
.....AACTGACGCAGTTCGACATGTACC................................................................................................................ 7 24
.....AACTGACGCAGTTCGACATGTACCT............................................................................................................... 1 25
......ACTGACGCAGTTCGACATGTA.................................................................................................................. 4 21
......ACTGACGCAGTTCGACATGTAC................................................................................................................. 1 22
......ACTGACGCAGTTCGACATGTACCT............................................................................................................... 6 24
........TGACGCAGTTCGACATGTACCTGT............................................................................................................. 1 24
............GCAGTTCGACATGTACCTG.............................................................................................................. 1 19
...............................TCGAACTGTGGTTGTTCGATAGGT...................................................................................... 3 24
................................CGAACTGTGGTTGTTCGATAGGT...................................................................................... 2 23
................................CGAACTGTGGTTGTTCGATAGGTA..................................................................................... 7 24
.................................GAACTGTGGTTGTTCGATAGGTA..................................................................................... 8 23
.................................GAACTGTGGTTGTTCGATAGGTAT.................................................................................... 27 24
..................................AACTGTGGTTGTTCGATAGGT...................................................................................... 1 21
..................................AACTGTGGTTGTTCGATAGGTA..................................................................................... 1 22
..................................AACTGTGGTTGTTCGATAGGTAT.................................................................................... 1 23
..................................AACTGTGGTTGTTCGATAGGTATC................................................................................... 9 24
...................................ACTGTGGTTGTTCGATAGGTA..................................................................................... 2 21
.....................................TGTGGTTGTTCGATAGGTAT.................................................................................... 1 20
.....................................TGTGGTTGTTCGATAGGTATCCCTG............................................................................... 1 25
......................................GTGGTTGTTCGATAGGTAT.................................................................................... 1 19
................................................GATAGGTATCCCTGTCGAACCGCG..................................................................... 3 24
................................................GATAGGTATCCCTGTCGAACCGCGG.................................................................... 1 25
.................................................ATAGGTATCCCTGTCGAACCGCGG.................................................................... 4 24
..................................................TAGGTATCCCTGTCGAACCGCGG.................................................................... 1 23
..................................................TAGGTATCCCTGTCGAACCGCGGT................................................................... 3 24
...................................................AGGTATCCCTGTCGAACCGCGGT................................................................... 2 23
...................................................AGGTATCCCTGTCGAACCGCGGTT.................................................................. 27 24
...................................................AGGTATCCCTGTCGAACCGCGGTTG................................................................. 1 25
....................................................GGTATCCCTGTCGAACCGCGGTT.................................................................. 6 23



....................................................GGTATCCCTGTCGAACCGCGGTTG................................................................. 6 24

.....................................................GTATCCCTGTCGAACCGCGGTT.................................................................. 2 22

.....................................................GTATCCCTGTCGAACCGCGGTTGT................................................................ 3 24

......................................................TATCCCTGTCGAACCGCGGTT.................................................................. 1 21

......................................................TATCCCTGTCGAACCGCGGTTGT................................................................ 1 23

.......................................................ATCCCTGTCGAACCGCGGTT.................................................................. 1 20

.......................................................ATCCCTGTCGAACCGCGGTTG................................................................. 1 21

.......................................................ATCCCTGTCGAACCGCGGTTGTTC.............................................................. 4 24

........................................................TCCCTGTCGAACCGCGGTTG................................................................. 1 20

........................................................TCCCTGTCGAACCGCGGTTGTTC.............................................................. 1 23

................................................................GAACCGCGGTTGTTCGACAGGGTG..................................................... 1 24

.................................................................AACCGCGGTTGTTCGACAGG........................................................ 1 20

.................................................................AACCGCGGTTGTTCGACAGGGTGC.................................................... 1 24

......................................................................CGGTTGTTCGACAGGGTGCTAAAC............................................... 1 24

.......................................................................GGTTGTTCGACAGGGTGCTAAACT.............................................. 5 24

.........................................................................TTGTTCGACAGGGTGCTAAAC............................................... 1 21

......................................................................................TGCTAAACTTGCGATTTCGTC.................................. 1 21

>osa-miR439f_MIMAT0001594_Oryza_sativa_miR439f
TGTCGAACTGACGCAGTTCGACATGTACCTGTCGAACTGTGGTTGTTCGATAGGTATCCCTGTCGAACCGCGGTTGTTCGACAGGGTGCTAAACTTGCGATTTCGCCTAACTGACATATAGTTTTGCGATTTTTCATTAAA
************************************************************TGTCGAACCGCGGTTGTTCGA************************************************************ osa-miR439f 21
.....AACTGACGCAGTTCGACAT..................................................................................................................... 1 19
.....AACTGACGCAGTTCGACATG.................................................................................................................... 1 20
.....AACTGACGCAGTTCGACATGT................................................................................................................... 1 21
.....AACTGACGCAGTTCGACATGTACC................................................................................................................ 7 24
.....AACTGACGCAGTTCGACATGTACCT............................................................................................................... 1 25
......ACTGACGCAGTTCGACATGTA.................................................................................................................. 4 21
......ACTGACGCAGTTCGACATGTAC................................................................................................................. 1 22
......ACTGACGCAGTTCGACATGTACCT............................................................................................................... 6 24
........TGACGCAGTTCGACATGTACCTGT............................................................................................................. 1 24
............GCAGTTCGACATGTACCTG.............................................................................................................. 1 19
...............................TCGAACTGTGGTTGTTCGATAGGT...................................................................................... 3 24
................................CGAACTGTGGTTGTTCGATAGGT...................................................................................... 2 23
................................CGAACTGTGGTTGTTCGATAGGTA..................................................................................... 7 24
.................................GAACTGTGGTTGTTCGATAGGTA..................................................................................... 8 23
.................................GAACTGTGGTTGTTCGATAGGTAT.................................................................................... 27 24
..................................AACTGTGGTTGTTCGATAGGT...................................................................................... 1 21
..................................AACTGTGGTTGTTCGATAGGTA..................................................................................... 1 22
..................................AACTGTGGTTGTTCGATAGGTAT.................................................................................... 1 23
..................................AACTGTGGTTGTTCGATAGGTATC................................................................................... 9 24
...................................ACTGTGGTTGTTCGATAGGTA..................................................................................... 2 21
.....................................TGTGGTTGTTCGATAGGTAT.................................................................................... 1 20
.....................................TGTGGTTGTTCGATAGGTATCCCTG............................................................................... 1 25
......................................GTGGTTGTTCGATAGGTAT.................................................................................... 1 19
................................................GATAGGTATCCCTGTCGAACCGCG..................................................................... 3 24
................................................GATAGGTATCCCTGTCGAACCGCGG.................................................................... 1 25
.................................................ATAGGTATCCCTGTCGAACCGCGG.................................................................... 4 24
..................................................TAGGTATCCCTGTCGAACCGCGG.................................................................... 1 23
..................................................TAGGTATCCCTGTCGAACCGCGGT................................................................... 3 24
...................................................AGGTATCCCTGTCGAACCGCGGT................................................................... 2 23
...................................................AGGTATCCCTGTCGAACCGCGGTT.................................................................. 27 24
...................................................AGGTATCCCTGTCGAACCGCGGTTG................................................................. 1 25
....................................................GGTATCCCTGTCGAACCGCGGTT.................................................................. 6 23
....................................................GGTATCCCTGTCGAACCGCGGTTG................................................................. 6 24
.....................................................GTATCCCTGTCGAACCGCGGTT.................................................................. 2 22
.....................................................GTATCCCTGTCGAACCGCGGTTGT................................................................ 3 24
......................................................TATCCCTGTCGAACCGCGGTT.................................................................. 1 21
......................................................TATCCCTGTCGAACCGCGGTTGT................................................................ 1 23
.......................................................ATCCCTGTCGAACCGCGGTT.................................................................. 1 20
.......................................................ATCCCTGTCGAACCGCGGTTG................................................................. 1 21
.......................................................ATCCCTGTCGAACCGCGGTTGTTC.............................................................. 4 24
........................................................TCCCTGTCGAACCGCGGTTG................................................................. 1 20
........................................................TCCCTGTCGAACCGCGGTTGTTC.............................................................. 1 23
................................................................GAACCGCGGTTGTTCGACAGGGTG..................................................... 1 24
.................................................................AACCGCGGTTGTTCGACAGG........................................................ 1 20
.................................................................AACCGCGGTTGTTCGACAGGGTGC.................................................... 1 24
......................................................................CGGTTGTTCGACAGGGTGCTAAAC............................................... 1 24
.......................................................................GGTTGTTCGACAGGGTGCTAAACT.............................................. 5 24
.........................................................................TTGTTCGACAGGGTGCTAAAC............................................... 1 21
.........................................................................................TAAACTTGCGATTTCGCCTAACTG............................ 1 24
............................................................................................ACTTGCGATTTCGCCTAACTGACA......................... 2 24

>osa-miR439g_MIMAT0001595_Oryza_sativa_miR439g
TGTCGAACTGACGCAGTTCGACATGTACCTGTCGAACTGTGGTTGTTCGATAGGTATCCCTGTCGAACCGCGGTTGTTCGACAGGGTGCTAAACTTGCGATTTCGCCTAACTGCTCTATAGTTTTTGCGATTTTCCATTAA
************************************************************TGTCGAACCGCGGTTGTTCGA************************************************************ osa-miR439g 21
.....AACTGACGCAGTTCGACAT..................................................................................................................... 1 19
.....AACTGACGCAGTTCGACATG.................................................................................................................... 1 20
.....AACTGACGCAGTTCGACATGT................................................................................................................... 1 21
.....AACTGACGCAGTTCGACATGTACC................................................................................................................ 7 24
.....AACTGACGCAGTTCGACATGTACCT............................................................................................................... 1 25
......ACTGACGCAGTTCGACATGTA.................................................................................................................. 4 21
......ACTGACGCAGTTCGACATGTAC................................................................................................................. 1 22
......ACTGACGCAGTTCGACATGTACCT............................................................................................................... 6 24
........TGACGCAGTTCGACATGTACCTGT............................................................................................................. 1 24
............GCAGTTCGACATGTACCTG.............................................................................................................. 1 19
...............................TCGAACTGTGGTTGTTCGATAGGT...................................................................................... 3 24
................................CGAACTGTGGTTGTTCGATAGGT...................................................................................... 2 23
................................CGAACTGTGGTTGTTCGATAGGTA..................................................................................... 7 24
.................................GAACTGTGGTTGTTCGATAGGTA..................................................................................... 8 23
.................................GAACTGTGGTTGTTCGATAGGTAT.................................................................................... 27 24
..................................AACTGTGGTTGTTCGATAGGT...................................................................................... 1 21
..................................AACTGTGGTTGTTCGATAGGTA..................................................................................... 1 22
..................................AACTGTGGTTGTTCGATAGGTAT.................................................................................... 1 23
..................................AACTGTGGTTGTTCGATAGGTATC................................................................................... 9 24
...................................ACTGTGGTTGTTCGATAGGTA..................................................................................... 2 21
.....................................TGTGGTTGTTCGATAGGTAT.................................................................................... 1 20
.....................................TGTGGTTGTTCGATAGGTATCCCTG............................................................................... 1 25
......................................GTGGTTGTTCGATAGGTAT.................................................................................... 1 19
................................................GATAGGTATCCCTGTCGAACCGCG..................................................................... 3 24
................................................GATAGGTATCCCTGTCGAACCGCGG.................................................................... 1 25
.................................................ATAGGTATCCCTGTCGAACCGCGG.................................................................... 4 24
..................................................TAGGTATCCCTGTCGAACCGCGG.................................................................... 1 23
..................................................TAGGTATCCCTGTCGAACCGCGGT................................................................... 3 24
...................................................AGGTATCCCTGTCGAACCGCGGT................................................................... 2 23
...................................................AGGTATCCCTGTCGAACCGCGGTT.................................................................. 27 24
...................................................AGGTATCCCTGTCGAACCGCGGTTG................................................................. 1 25
....................................................GGTATCCCTGTCGAACCGCGGTT.................................................................. 6 23
....................................................GGTATCCCTGTCGAACCGCGGTTG................................................................. 6 24
.....................................................GTATCCCTGTCGAACCGCGGTT.................................................................. 2 22
.....................................................GTATCCCTGTCGAACCGCGGTTGT................................................................ 3 24



......................................................TATCCCTGTCGAACCGCGGTT.................................................................. 1 21

......................................................TATCCCTGTCGAACCGCGGTTGT................................................................ 1 23

.......................................................ATCCCTGTCGAACCGCGGTT.................................................................. 1 20

.......................................................ATCCCTGTCGAACCGCGGTTG................................................................. 1 21

.......................................................ATCCCTGTCGAACCGCGGTTGTTC.............................................................. 4 24

........................................................TCCCTGTCGAACCGCGGTTG................................................................. 1 20

........................................................TCCCTGTCGAACCGCGGTTGTTC.............................................................. 1 23

................................................................GAACCGCGGTTGTTCGACAGGGTG..................................................... 1 24

.................................................................AACCGCGGTTGTTCGACAGG........................................................ 1 20

.................................................................AACCGCGGTTGTTCGACAGGGTGC.................................................... 1 24

......................................................................CGGTTGTTCGACAGGGTGCTAAAC............................................... 1 24

.......................................................................GGTTGTTCGACAGGGTGCTAAACT.............................................. 5 24

.........................................................................TTGTTCGACAGGGTGCTAAAC............................................... 1 21

.........................................................................................TAAACTTGCGATTTCGCCTAACTG............................ 1 24

>osa-miR439h_MIMAT0001596_Oryza_sativa_miR439h
TGTCGAACTCACGCAGTTCGACATGTACCTGTCGAACTGTGGTTGTTCGATAGGTATCCCTGTCGAACCGCGGTTGTTCGACAGGGTGCTAAACTTGCGATTTCGCCTAACTGACCTATAGTTTTGCGATTTTCCATTAAA
************************************************************TGTCGAACCGCGGTTGTTCGA************************************************************ osa-miR439h 21
............GCAGTTCGACATGTACCTG.............................................................................................................. 1 19
...............................TCGAACTGTGGTTGTTCGATAGGT...................................................................................... 3 24
................................CGAACTGTGGTTGTTCGATAGGT...................................................................................... 2 23
................................CGAACTGTGGTTGTTCGATAGGTA..................................................................................... 7 24
.................................GAACTGTGGTTGTTCGATAGGTA..................................................................................... 8 23
.................................GAACTGTGGTTGTTCGATAGGTAT.................................................................................... 27 24
..................................AACTGTGGTTGTTCGATAGGT...................................................................................... 1 21
..................................AACTGTGGTTGTTCGATAGGTA..................................................................................... 1 22
..................................AACTGTGGTTGTTCGATAGGTAT.................................................................................... 1 23
..................................AACTGTGGTTGTTCGATAGGTATC................................................................................... 9 24
...................................ACTGTGGTTGTTCGATAGGTA..................................................................................... 2 21
.....................................TGTGGTTGTTCGATAGGTAT.................................................................................... 1 20
.....................................TGTGGTTGTTCGATAGGTATCCCTG............................................................................... 1 25
......................................GTGGTTGTTCGATAGGTAT.................................................................................... 1 19
................................................GATAGGTATCCCTGTCGAACCGCG..................................................................... 3 24
................................................GATAGGTATCCCTGTCGAACCGCGG.................................................................... 1 25
.................................................ATAGGTATCCCTGTCGAACCGCGG.................................................................... 4 24
..................................................TAGGTATCCCTGTCGAACCGCGG.................................................................... 1 23
..................................................TAGGTATCCCTGTCGAACCGCGGT................................................................... 3 24
...................................................AGGTATCCCTGTCGAACCGCGGT................................................................... 2 23
...................................................AGGTATCCCTGTCGAACCGCGGTT.................................................................. 27 24
...................................................AGGTATCCCTGTCGAACCGCGGTTG................................................................. 1 25
....................................................GGTATCCCTGTCGAACCGCGGTT.................................................................. 6 23
....................................................GGTATCCCTGTCGAACCGCGGTTG................................................................. 6 24
.....................................................GTATCCCTGTCGAACCGCGGTT.................................................................. 2 22
.....................................................GTATCCCTGTCGAACCGCGGTTGT................................................................ 3 24
......................................................TATCCCTGTCGAACCGCGGTT.................................................................. 1 21
......................................................TATCCCTGTCGAACCGCGGTTGT................................................................ 1 23
.......................................................ATCCCTGTCGAACCGCGGTT.................................................................. 1 20
.......................................................ATCCCTGTCGAACCGCGGTTG................................................................. 1 21
.......................................................ATCCCTGTCGAACCGCGGTTGTTC.............................................................. 4 24
........................................................TCCCTGTCGAACCGCGGTTG................................................................. 1 20
........................................................TCCCTGTCGAACCGCGGTTGTTC.............................................................. 1 23
................................................................GAACCGCGGTTGTTCGACAGGGTG..................................................... 1 24
.................................................................AACCGCGGTTGTTCGACAGG........................................................ 1 20
.................................................................AACCGCGGTTGTTCGACAGGGTGC.................................................... 1 24
......................................................................CGGTTGTTCGACAGGGTGCTAAAC............................................... 1 24
.......................................................................GGTTGTTCGACAGGGTGCTAAACT.............................................. 5 24
.........................................................................TTGTTCGACAGGGTGCTAAAC............................................... 1 21
.........................................................................................TAAACTTGCGATTTCGCCTAACTG............................ 1 24

>osa-miR440_MIMAT0001599_Oryza_sativa_miR440
TGCTGGGCTCGTCCTGATCACTAGGAGACTCTGATCAAGCTAGGCCTAAACTTATGTATTAGTGTCTCCTGATGATCGGGACAAGGCTAACACCGATGAGAGCGATCTCACCTTTATCCCTGTTTCAGACCCTTATCCTATCCA
************************************************************AGTGTCTCCTGATGATCGGGACAA************************************************************ osa-miR440 24
............................................................AGTGTCTCCTGATGATCGGGACAA............................................................ 10 24
..................................................................TCCTGATGATCGGGACAAGGC......................................................... 8 21
..................................................................TCCTGATGATCGGGACAAGGCT........................................................ 3 22
....................................................................CTGATGATCGGGACAAGGCTA....................................................... 4 21
.....................................................................TGATGATCGGGACAAGGCTA....................................................... 2 20
.....................................................................TGATGATCGGGACAAGGCTAAC..................................................... 8 22
........................................................................TGATCGGGACAAGGCTAACACCGA................................................ 1 24

>osa-miR441a_MIMAT0001602_Oryza_sativa_miR441a
CTCTATTTAACAATGTAAGTCATTTTAGCATTTCACACATTCATATTGATCTAGATTCATTACCATCAATATAAATGTGGGAAATGCTAAAATGACTTACATTGTGAAACGGAGGGAGTAGTAATTCAAAATACTAACGCACTC
************************************************************TACCATCAATATAAATGTGGGAAA************************************************************ osa-miR441a 24
...........AATGTAAGTCATTTTAGCA.................................................................................................................. 1 19
...........AATGTAAGTCATTTTAGCATT................................................................................................................ 1 21
...............TAAGTCATTTTAGCATTTC.............................................................................................................. 1 19
................................................................ATCAATATAAATGTGGGAAA............................................................ 1 20
................................................................ATCAATATAAATGTGGGAAATGCT........................................................ 1 24
.................................................................TCAATATAAATGTGGGAAATGCTA....................................................... 1 24
...................................................................AATATAAATGTGGGAAATGCT........................................................ 1 21
....................................................................ATATAAATGTGGGAAATGCTA....................................................... 1 21
....................................................................ATATAAATGTGGGAAATGCTAAAA.................................................... 1 24
.........................................................................AATGTGGGAAATGCTAAAA.................................................... 1 19
.................................................................................AAATGCTAAAATGACTTACAT.......................................... 3 21
..................................................................................AATGCTAAAATGACTTACATTG........................................ 1 22
...................................................................................ATGCTAAAATGACTTACAT.......................................... 1 19
...................................................................................ATGCTAAAATGACTTACATTG........................................ 2 21
.......................................................................................TAAAATGACTTACATTGTGA..................................... 2 20
.......................................................................................TAAAATGACTTACATTGTGAA.................................... 1 21
.......................................................................................TAAAATGACTTACATTGTGAAA................................... 1 22
........................................................................................AAAATGACTTACATTGTGAAACGG................................ 11 24
.........................................................................................AAATGACTTACATTGTGAAACGG................................ 1 23
.........................................................................................AAATGACTTACATTGTGAAACGGA............................... 17 24
..........................................................................................AATGACTTACATTGTGAAA................................... 1 19
..........................................................................................AATGACTTACATTGTGAAACG................................. 2 21
..........................................................................................AATGACTTACATTGTGAAACGG................................ 8 22
..........................................................................................AATGACTTACATTGTGAAACGGA............................... 30 23
..........................................................................................AATGACTTACATTGTGAAACGGAG.............................. 35 24
...........................................................................................ATGACTTACATTGTGAAACGG................................ 35 21
...........................................................................................ATGACTTACATTGTGAAACGGA............................... 42 22
...........................................................................................ATGACTTACATTGTGAAACGGAG.............................. 34 23
...........................................................................................ATGACTTACATTGTGAAACGGAGG............................. 16 24
............................................................................................TGACTTACATTGTGAAACGG................................ 7 20
............................................................................................TGACTTACATTGTGAAACGGA............................... 119 21
............................................................................................TGACTTACATTGTGAAACGGAG.............................. 9 22
............................................................................................TGACTTACATTGTGAAACGGAGG............................. 18 23
............................................................................................TGACTTACATTGTGAAACGGAGGG............................ 4 24
.............................................................................................GACTTACATTGTGAAACGG................................ 1 19
.............................................................................................GACTTACATTGTGAAACGGA............................... 6 20



.............................................................................................GACTTACATTGTGAAACGGAG.............................. 2 21

.............................................................................................GACTTACATTGTGAAACGGAGGG............................ 11 23

.............................................................................................GACTTACATTGTGAAACGGAGGGA........................... 35 24

..............................................................................................ACTTACATTGTGAAACGGAG.............................. 4 20

..............................................................................................ACTTACATTGTGAAACGGAGG............................. 18 21

..............................................................................................ACTTACATTGTGAAACGGAGGG............................ 11 22

..............................................................................................ACTTACATTGTGAAACGGAGGGAG.......................... 4 24

...............................................................................................CTTACATTGTGAAACGGAGGGAG.......................... 1 23

...............................................................................................CTTACATTGTGAAACGGAGGGAGT......................... 1 24

................................................................................................TTACATTGTGAAACGGAGG............................. 1 19

................................................................................................TTACATTGTGAAACGGAGGG............................ 3 20

................................................................................................TTACATTGTGAAACGGAGGGA........................... 1 21

................................................................................................TTACATTGTGAAACGGAGGGAG.......................... 1 22

................................................................................................TTACATTGTGAAACGGAGGGAGT......................... 1 23

.................................................................................................TACATTGTGAAACGGAGGGAG.......................... 2 21

.................................................................................................TACATTGTGAAACGGAGGGAGTA........................ 2 23

..................................................................................................ACATTGTGAAACGGAGGG............................ 1 18

..................................................................................................ACATTGTGAAACGGAGGGAGT......................... 3 21

.....................................................................................................TTGTGAAACGGAGGGAGT......................... 1 18

.....................................................................................................TTGTGAAACGGAGGGAGTAGTA..................... 1 22

......................................................................................................TGTGAAACGGAGGGAGTA........................ 1 18

......................................................................................................TGTGAAACGGAGGGAGTAG....................... 1 19

>osa-miR441b_MIMAT0001603_Oryza_sativa_miR441b
AATGTAAGTCATTTTAGTAATTTTCATATTCATATTGATGTTAATGAATCTAGACTCATGTACCATCAATATAAATGTGGGAAATGGTAGAATGACTTACATTATGAAACATAGGGAGCAGTAGTTTTCACGTGAAGTTTAATC
************************************************************TACCATCAATATAAATGTGGGAAA************************************************************ osa-miR441b 24
.........................ATATTCATATTGATGTTAATGAAT............................................................................................... 5 24
...............................ATATTGATGTTAATGAATCTA............................................................................................ 4 21
...............................ATATTGATGTTAATGAATCTAGA.......................................................................................... 7 23
...............................ATATTGATGTTAATGAATCTAGAC......................................................................................... 7 24
..................................TTGATGTTAATGAATCTAGAC......................................................................................... 1 21
................................................................ATCAATATAAATGTGGGAAA............................................................ 1 20
................................................................ATCAATATAAATGTGGGAAATGGT........................................................ 1 24
........................................................................AAATGTGGGAAATGGTAGAATGAC................................................ 1 24
.......................................................................................TAGAATGACTTACATTATGAA.................................... 10 21
........................................................................................AGAATGACTTACATTATGAAACA................................. 1 23

>osa-miR441c_MIMAT0001604_Oryza_sativa_miR441c
CATTTTTCATATTTATATTGATGGTAATGAATCTAGATAGATATATATGTCTAGATTCATTACCATCAATATAAATGTGGGAAATGCTAGAATAACTTACATTGTGAAACGGAGGAAGTACTATATTACGAGATCTCATTCGAG
************************************************************TACCATCAATATAAATGTGGGAAA************************************************************ osa-miR441c 24
..............ATATTGATGGTAATGAAT................................................................................................................ 1 18
................ATTGATGGTAATGAATCTAGATA......................................................................................................... 1 23
........................................ATATATATGTCTAGATTCATT................................................................................... 2 21
................................................................ATCAATATAAATGTGGGAAA............................................................ 1 20
................................................................ATCAATATAAATGTGGGAAATGCT........................................................ 1 24
.................................................................TCAATATAAATGTGGGAAATGCTA....................................................... 1 24
...................................................................AATATAAATGTGGGAAATGCT........................................................ 1 21
....................................................................ATATAAATGTGGGAAATGCTA....................................................... 1 21
......................................................................ATAAATGTGGGAAATGCTAGAA.................................................... 1 22
......................................................................ATAAATGTGGGAAATGCTAGAATA.................................................. 1 24
.........................................................................AATGTGGGAAATGCTAGA..................................................... 1 18
.................................................................................AAATGCTAGAATAACTTACATTGT....................................... 3 24
..................................................................................AATGCTAGAATAACTTACATTGTG...................................... 1 24
...................................................................................ATGCTAGAATAACTTACATTGTGA..................................... 5 24
....................................................................................TGCTAGAATAACTTACATTGTGAA.................................... 1 24
.......................................................................................TAGAATAACTTACATTGTGAA.................................... 1 21
........................................................................................AGAATAACTTACATTGTGAAACGG................................ 23 24
.........................................................................................GAATAACTTACATTGTGAAACGG................................ 2 23
.........................................................................................GAATAACTTACATTGTGAAACGGA............................... 19 24
..........................................................................................AATAACTTACATTGTGAAACGGA............................... 3 23
..........................................................................................AATAACTTACATTGTGAAACGGAG.............................. 2 24
...........................................................................................ATAACTTACATTGTGAAACGGAGG............................. 1 24
............................................................................................TAACTTACATTGTGAAACGGAG.............................. 1 22
............................................................................................TAACTTACATTGTGAAACGGAGGA............................ 1 24
.............................................................................................AACTTACATTGTGAAACGGAG.............................. 1 21
.............................................................................................AACTTACATTGTGAAACGGAGGAA........................... 2 24
..............................................................................................ACTTACATTGTGAAACGGAG.............................. 4 20
..............................................................................................ACTTACATTGTGAAACGGAGG............................. 18 21
..............................................................................................ACTTACATTGTGAAACGGAGGA............................ 8 22
..............................................................................................ACTTACATTGTGAAACGGAGGAA........................... 2 23
..............................................................................................ACTTACATTGTGAAACGGAGGAAG.......................... 7 24
...............................................................................................CTTACATTGTGAAACGGAGGA............................ 1 21
...............................................................................................CTTACATTGTGAAACGGAGGAA........................... 2 22
................................................................................................TTACATTGTGAAACGGAGG............................. 1 19
................................................................................................TTACATTGTGAAACGGAGGA............................ 4 20
................................................................................................TTACATTGTGAAACGGAGGAA........................... 12 21
................................................................................................TTACATTGTGAAACGGAGGAAG.......................... 2 22
................................................................................................TTACATTGTGAAACGGAGGAAGT......................... 3 23
................................................................................................TTACATTGTGAAACGGAGGAAGTA........................ 1 24
.................................................................................................TACATTGTGAAACGGAGGA............................ 2 19
.................................................................................................TACATTGTGAAACGGAGGAA........................... 4 20
.................................................................................................TACATTGTGAAACGGAGGAAG.......................... 11 21
.................................................................................................TACATTGTGAAACGGAGGAAGT......................... 1 22
.................................................................................................TACATTGTGAAACGGAGGAAGTA........................ 2 23
..................................................................................................ACATTGTGAAACGGAGGA............................ 1 18
..................................................................................................ACATTGTGAAACGGAGGAA........................... 1 19
..................................................................................................ACATTGTGAAACGGAGGAAG.......................... 1 20
..................................................................................................ACATTGTGAAACGGAGGAAGT......................... 7 21
..................................................................................................ACATTGTGAAACGGAGGAAGTA........................ 3 22
..................................................................................................ACATTGTGAAACGGAGGAAGTACT...................... 2 24
...................................................................................................CATTGTGAAACGGAGGAAGT......................... 1 20
...................................................................................................CATTGTGAAACGGAGGAAGTA........................ 1 21
....................................................................................................ATTGTGAAACGGAGGAAGTAC....................... 1 21
.....................................................................................................TTGTGAAACGGAGGAAGTACT...................... 2 21
..................................................................................................................GAAGTACTATATTACGAGATCTCA...... 1 24

>osa-miR442_MIMAT0001605_Oryza_sativa_miR442
ATGTTTGAACACATATATGGAGTATTAAATATAAATGAAAAAAATAACTAATTATACAGATGACGTGTAAATTGCGAGACGAATCTTTTAAGCCTAATTGCTCCATGATCTGACAATGTGGTGCTACAGTAAACATTTGCTAAT
************************************************************TGACGTGTAAATTGCGAGACGAAT************************************************************ osa-miR442 24
.................................................................TGTAAATTGCGAGACGAA............................................................. 1 18
..................................................................GTAAATTGCGAGACGAATC........................................................... 1 19
...................................................................TAAATTGCGAGACGAATCTTT........................................................ 1 21
...................................................................TAAATTGCGAGACGAATCTTTT....................................................... 1 22
...................................................................TAAATTGCGAGACGAATCTTTTA...................................................... 3 23
....................................................................AAATTGCGAGACGAATCTT......................................................... 1 19
....................................................................AAATTGCGAGACGAATCTTTT....................................................... 1 21
....................................................................AAATTGCGAGACGAATCTTTTA...................................................... 1 22
....................................................................AAATTGCGAGACGAATCTTTTAA..................................................... 7 23
....................................................................AAATTGCGAGACGAATCTTTTAAG.................................................... 23 24



.....................................................................AATTGCGAGACGAATCTTT........................................................ 2 19

.....................................................................AATTGCGAGACGAATCTTTTAA..................................................... 5 22

.....................................................................AATTGCGAGACGAATCTTTTAAG.................................................... 1 23

.....................................................................AATTGCGAGACGAATCTTTTAAGC................................................... 9 24

......................................................................ATTGCGAGACGAATCTTTTAA..................................................... 2 21

......................................................................ATTGCGAGACGAATCTTTTAAGC................................................... 4 23

......................................................................ATTGCGAGACGAATCTTTTAAGCC.................................................. 9 24

.......................................................................TTGCGAGACGAATCTTTT....................................................... 2 18

.......................................................................TTGCGAGACGAATCTTTTA...................................................... 2 19

.......................................................................TTGCGAGACGAATCTTTTAAG.................................................... 1 21

.......................................................................TTGCGAGACGAATCTTTTAAGCC.................................................. 6 23

.......................................................................TTGCGAGACGAATCTTTTAAGCCT................................................. 3 24

........................................................................TGCGAGACGAATCTTTTAAGC................................................... 1 21

.........................................................................GCGAGACGAATCTTTTAAGCCTAA............................................... 8 24

..........................................................................CGAGACGAATCTTTTAAGCCTAAT.............................................. 1 24

..............................................................................................TAATTGCTCCATGATCTGACAATG.......................... 2 24

...............................................................................................AATTGCTCCATGATCTGACAATGT......................... 3 24

................................................................................................ATTGCTCCATGATCTGACAATGTG........................ 1 24

..........................................................................................................GATCTGACAATGTGGTGCTACAG............... 1 23

............................................................................................................TCTGACAATGTGGTGCTACAGTA............. 1 23

............................................................................................................TCTGACAATGTGGTGCTACAGTAA............ 1 24

.............................................................................................................CTGACAATGTGGTGCTACAGTAAA........... 1 24

..............................................................................................................TGACAATGTGGTGCTACAGTAA............ 1 22

................................................................................................................ACAATGTGGTGCTACAGTAAACA......... 1 23

................................................................................................................ACAATGTGGTGCTACAGTAAACAT........ 1 24

...................................................................................................................ATGTGGTGCTACAGTAAAC.......... 1 19

>osa-miR445a_MIMAT0001607_Oryza_sativa_miR445a
TCTCGCGAATTAGTCCAAGGTTATAGAATAGGTTTTATAATTAGTGTATGTTTAATACTCTAAATTAGTGTATAAACATCCGATGTGACAGGGACTTAAAATAAGTCCCTGTTTCCCAAACAGGCCCAGCTGCTGCTATGTGCA
************************************************************TAAATTAGTGTATAAACATCCGAT************************************************************ osa-miR445a 24
..........TAGTCCAAGGTTATAGAATAGGTT.............................................................................................................. 8 24
...........AGTCCAAGGTTATAGAATAGGTTT............................................................................................................. 10 24
.............TCCAAGGTTATAGAATAGGTT.............................................................................................................. 1 21
......................ATAGAATAGGTTTTATAATTAGTG.................................................................................................. 1 24
........................................TTAGTGTATGTTTAATACTCT................................................................................... 1 21
...............................................ATGTTTAATACTCTAAATTAGT........................................................................... 1 22
...............................................ATGTTTAATACTCTAAATTAGTGT......................................................................... 1 24
................................................TGTTTAATACTCTAAATTAGTGT......................................................................... 1 23
..................................................................AGTGTATAAACATCCGATGTGACA...................................................... 3 24
...................................................................GTGTATAAACATCCGATGTGACA...................................................... 1 23
.......................................................................ATAAACATCCGATGTGACAGGGAC................................................. 2 24
.........................................................................AAACATCCGATGTGACAGG.................................................... 1 19
..........................................................................AACATCCGATGTGACAGGGAC................................................. 4 21
..........................................................................AACATCCGATGTGACAGGGACTT............................................... 1 23
..........................................................................AACATCCGATGTGACAGGGACTTA.............................................. 1 24
...........................................................................ACATCCGATGTGACAGGGAC................................................. 1 20
...........................................................................ACATCCGATGTGACAGGGACTTA.............................................. 3 23
...........................................................................ACATCCGATGTGACAGGGACTTAA............................................. 2 24

>osa-miR528_MIMAT0002884_Oryza_sativa_miR528
TTTGGTTTGGGATAGGTAGGTGTTATGTTAGGTCTGGTTTTTTGGCTGTAGCAGCAGCAGTGGAAGGGGCATGCAGAGGAGCAGGAGATTCAGTTTGAAGCTGGACTTCACTTTTGCCTCTCTCTCCTGTGCTTGCCTCTT
************************************************************TGGAAGGGGCATGCAGAGGAG************************************************************ osa-miR528 21
.................................................AGCAGCAGCAGTGGAAGGGGC....................................................................... 1 21
.........................................................CAGTGGAAGGGGCATGCAGAGGA............................................................. 2 23
...........................................................GTGGAAGGGGCATGCAGAGGA............................................................. 4 21
............................................................TGGAAGGGGCATGCAGAG............................................................... 31 18
............................................................TGGAAGGGGCATGCAGAGG.............................................................. 77 19
............................................................TGGAAGGGGCATGCAGAGGA............................................................. 221 20
............................................................TGGAAGGGGCATGCAGAGGAG............................................................ 117863 21
............................................................TGGAAGGGGCATGCAGAGGAGC........................................................... 530 22
............................................................TGGAAGGGGCATGCAGAGGAGCA.......................................................... 13 23
............................................................TGGAAGGGGCATGCAGAGGAGCAG......................................................... 7 24
.............................................................GGAAGGGGCATGCAGAGG.............................................................. 5 18
.............................................................GGAAGGGGCATGCAGAGGA............................................................. 13 19
.............................................................GGAAGGGGCATGCAGAGGAG............................................................ 4236 20
.............................................................GGAAGGGGCATGCAGAGGAGC........................................................... 46 21
.............................................................GGAAGGGGCATGCAGAGGAGCA.......................................................... 2 22
.............................................................GGAAGGGGCATGCAGAGGAGCAG......................................................... 12 23
.............................................................GGAAGGGGCATGCAGAGGAGCAGG........................................................ 1 24
..............................................................GAAGGGGCATGCAGAGGA............................................................. 2 18
..............................................................GAAGGGGCATGCAGAGGAG............................................................ 279 19
..............................................................GAAGGGGCATGCAGAGGAGC........................................................... 2 20
...............................................................AAGGGGCATGCAGAGGAG............................................................ 29 18
...............................................................AAGGGGCATGCAGAGGAGCAG......................................................... 1 21
...............................................................AAGGGGCATGCAGAGGAGCAGGA....................................................... 2 23
...............................................................AAGGGGCATGCAGAGGAGCAGGAG...................................................... 1 24
................................................................AGGGGCATGCAGAGGAGCA.......................................................... 6 19
................................................................AGGGGCATGCAGAGGAGCAG......................................................... 3 20
................................................................AGGGGCATGCAGAGGAGCAGG........................................................ 3 21
................................................................AGGGGCATGCAGAGGAGCAGGA....................................................... 2 22
.................................................................GGGGCATGCAGAGGAGCAGG........................................................ 1 20
.................................................................GGGGCATGCAGAGGAGCAGGA....................................................... 5 21
.................................................................GGGGCATGCAGAGGAGCAGGAG...................................................... 1 22
......................................................................ATGCAGAGGAGCAGGAGATTCA................................................. 1 22
.................................................................................CAGGAGATTCAGTTTGAAGCTGGACTTC................................ 1 28
........................................................................................................................TCTCTCCTGTGCTTGCCTCTT 1 21

>osa-miR530-5p_MIMAT0006787_Oryza_sativa_miR530-5p
ACTGCATATATATTAGTGTTAGTGTGCTACATATATATAGCAAGTGATGTGTGATAGAGCTGCATTTGCACCTGCACCTACAGAGAGGAAGATGAAGCAGCAAGCTAGCAATACGTGCTTGATCGCTATACGCTAGCTTC
************************************************************TGCATTTGCACCTGCACCTA************************************************************ osa-miR530-5p 20
......................................................TAGAGCTGCATTTGCACCTGCACC.............................................................. 4 24
.........................................................AGCTGCATTTGCACCTGCACC.............................................................. 1 21
...........................................................CTGCATTTGCACCTGCACCTAC........................................................... 5 22
............................................................TGCATTTGCACCTGCACC.............................................................. 5 18
............................................................TGCATTTGCACCTGCACCT............................................................. 4 19
............................................................TGCATTTGCACCTGCACCTA............................................................ 4 20
............................................................TGCATTTGCACCTGCACCTAC........................................................... 1276 21
............................................................TGCATTTGCACCTGCACCTACA.......................................................... 6 22
............................................................TGCATTTGCACCTGCACCTACAG......................................................... 4 23
.............................................................GCATTTGCACCTGCACCTAC........................................................... 53 20
.............................................................GCATTTGCACCTGCACCTACAG......................................................... 1 22
..............................................................CATTTGCACCTGCACCTAC........................................................... 2 19
...............................................................ATTTGCACCTGCACCTACAG......................................................... 1 20
.....................................................................ACCTGCACCTACAGAGAGGAAGATG.............................................. 1 25

>osa-miR530-3p_MIMAT0002886_Oryza_sativa_miR530-3p
TTGATCGCTATACGCTAGCTTCTTGCACACAATGTTGTTCCTGGTCTCTTCCTGATCCCTAGGTGCAGAGGCAGATGCAACTATGTCATAGACTTCACATCCATCTTTAGTTACTTACCACTATATATTCAATAAATTAGC
************************************************************AGGTGCAGAGGCAGATGCAAC************************************************************ osa-miR530-3p 21



.......................................................TCCCTAGGTGCAGAGGCAGATGCAAC............................................................ 1 26

.........................................................CCTAGGTGCAGAGGCAGATGC............................................................... 2 21

.........................................................CCTAGGTGCAGAGGCAGATGCA.............................................................. 6 22

.........................................................CCTAGGTGCAGAGGCAGATGCAA............................................................. 3 23

.........................................................CCTAGGTGCAGAGGCAGATGCAAC............................................................ 138 24

..........................................................CTAGGTGCAGAGGCAGATGCA.............................................................. 717 21

..........................................................CTAGGTGCAGAGGCAGATGCAAC............................................................ 67 23

...........................................................TAGGTGCAGAGGCAGATGCA.............................................................. 23 20

...........................................................TAGGTGCAGAGGCAGATGCAAC............................................................ 1 22

............................................................AGGTGCAGAGGCAGATGCA.............................................................. 1 19

............................................................AGGTGCAGAGGCAGATGCAA............................................................. 10 20

............................................................AGGTGCAGAGGCAGATGCAAC............................................................ 408 21

............................................................AGGTGCAGAGGCAGATGCAACT........................................................... 2 22

.............................................................GGTGCAGAGGCAGATGCAAC............................................................ 15 20

>osa-miR535_MIMAT0003142_Oryza_sativa_miR535
GATTTCTTGCCCGGCCAGCCGACGAAGATTTGGTTGGTTAATTTGCTCGCCGGCCGGCGGTGACAACGAGAGAGAGCACGCCGGTGCGGCGGTCACGGTGAGCCGGCCCGCGGCGGCGTACCTGCGTGCTTTCTCCCGTTG
************************************************************TGACAACGAGAGAGAGCACGC************************************************************ osa-miR535 21
.........................................................CGGTGACAACGAGAGAGAGCA............................................................... 4 21
.........................................................CGGTGACAACGAGAGAGAGCACGC............................................................ 1 24
............................................................TGACAACGAGAGAGAGCA............................................................... 25 18
............................................................TGACAACGAGAGAGAGCAC.............................................................. 48 19
............................................................TGACAACGAGAGAGAGCACG............................................................. 144 20
............................................................TGACAACGAGAGAGAGCACGC............................................................ 28084 21
............................................................TGACAACGAGAGAGAGCACGCC........................................................... 5 22
.............................................................GACAACGAGAGAGAGCAC.............................................................. 1 18
.............................................................GACAACGAGAGAGAGCACG............................................................. 6 19
.............................................................GACAACGAGAGAGAGCACGC............................................................ 725 20
.............................................................GACAACGAGAGAGAGCACGCC........................................................... 2 21
..............................................................ACAACGAGAGAGAGCACG............................................................. 1 18
..............................................................ACAACGAGAGAGAGCACGC............................................................ 204 19
..............................................................ACAACGAGAGAGAGCACGCC........................................................... 1 20
..............................................................ACAACGAGAGAGAGCACGCCG.......................................................... 4 21
...............................................................CAACGAGAGAGAGCACGCCGG......................................................... 6 21
................................................................AACGAGAGAGAGCACGCC........................................................... 1 18
................................................................AACGAGAGAGAGCACGCCGG......................................................... 1 20
................................................................AACGAGAGAGAGCACGCCGGT........................................................ 15 21
..................................................................................................................GGCGTACCTGCGTGCTTTCTC...... 2 21

>osa-miR395p_MIMAT0003873_Oryza_sativa_miR395p
TTGGCATTGTCGTGAGTTCCCTTCAAGCACTTCACGTGGCACTATTTCAATGCGTACCGTGTGAAGTGTTTGGGGGAACTCTCGGCATCACCAAACATTTAATAAATAGTGTTTAAGCCACAATATTGAGATGAGAGTCAC
************************************************************GTGAAGTGTTTGGGGGAACTC************************************************************ osa-miR395p 21
...............GTTCCCTTCAAGCACTTCACG......................................................................................................... 18 21
...............GTTCCCTTCAAGCACTTCACGTGG...................................................................................................... 1 24
.......................................................ACCGTGTGAAGTGTTTGGGGGA................................................................ 1 22
.............................................................TGAAGTGTTTGGGGGAACTC............................................................ 8 20
................................................................AGTGTTTGGGGGAACTCTCGGCAT..................................................... 2 24
......................................................................TGGGGGAACTCTCGGCATCACCAA............................................... 1 24
.......................................................................GGGGGAACTCTCGGCATCACCAA............................................... 1 23
........................................................................GGGGAACTCTCGGCATCACCAAAC............................................. 1 24
........................................................................GGGGAACTCTCGGCATCACCAAACA............................................ 1 25

>osa-miR395w_MIMAT0003877_Oryza_sativa_miR395w
TTGCTATTATCTTGAGTTCTCTTTAATCATTTCACATGGCACTATTTTAAGGCCTACTGTGTGAAGTGTTTGGGGGATTCTCGGTATCACCAATAAGTTATGTTTCAAGCTATAAGAGATGGGACCACTGTTGCAAAGCCTA
************************************************************GTGAAGTGTTTGGGGGATTCTC************************************************************ osa-miR395w 22
..................................................GGCCTACTGTGTGAAGTGTTTGGG.................................................................... 1 24

>osa-miR806a_MIMAT0004026_Oryza_sativa_miR806a
CATGTACACATATAGTTTTACGTATTTCAAAAAAAAATTTAATAAGACGAACGGTTAAACATGTGCTAAAAAGTCAACGGTGTCAAACATTTTAAAACGGAGGGAGTATTTGTGATTTGTGATCGAAATGCATATATGCAAG
************************************************************ATGTGCTAAAAAGTCAACGGTG************************************************************ osa-miR806a 22
.............................AAAAAAAATTTAATAAGACGAACG......................................................................................... 2 24
..............................AAAAAAATTTAATAAGACGAACGG........................................................................................ 1 24
...............................AAAAAATTTAATAAGACGAACGG........................................................................................ 1 23
.....................................TTTAATAAGACGAACGGTTAA.................................................................................... 3 21
......................................TTAATAAGACGAACGGTTAAACAT................................................................................ 7 24
.......................................TAATAAGACGAACGGTTAAACAT................................................................................ 1 23
........................................AATAAGACGAACGGTTAAA................................................................................... 1 19
........................................AATAAGACGAACGGTTAAAC.................................................................................. 2 20
........................................AATAAGACGAACGGTTAAACA................................................................................. 18 21
........................................AATAAGACGAACGGTTAAACAT................................................................................ 9 22
........................................AATAAGACGAACGGTTAAACATG............................................................................... 10 23
........................................AATAAGACGAACGGTTAAACATGT.............................................................................. 30 24
.........................................ATAAGACGAACGGTTAAAC.................................................................................. 1 19
.........................................ATAAGACGAACGGTTAAACA................................................................................. 4 20
.........................................ATAAGACGAACGGTTAAACAT................................................................................ 20 21
.........................................ATAAGACGAACGGTTAAACATG............................................................................... 14 22
.........................................ATAAGACGAACGGTTAAACATGT.............................................................................. 3 23
.........................................ATAAGACGAACGGTTAAACATGTG............................................................................. 25 24
..........................................TAAGACGAACGGTTAAACAT................................................................................ 1 20
..........................................TAAGACGAACGGTTAAACATG............................................................................... 4 21
..........................................TAAGACGAACGGTTAAACATGT.............................................................................. 1 22
..........................................TAAGACGAACGGTTAAACATGTG............................................................................. 1 23
..........................................TAAGACGAACGGTTAAACATGTGC............................................................................ 5 24
...........................................AAGACGAACGGTTAAACATGTG............................................................................. 4 22
...........................................AAGACGAACGGTTAAACATGTGC............................................................................ 2 23
...........................................AAGACGAACGGTTAAACATGTGCT........................................................................... 40 24
...........................................AAGACGAACGGTTAAACATGTGCTAA......................................................................... 1 26
............................................AGACGAACGGTTAAACATGTG............................................................................. 1 21
............................................AGACGAACGGTTAAACATGTGC............................................................................ 1 22
............................................AGACGAACGGTTAAACATGTGCT........................................................................... 1 23
............................................AGACGAACGGTTAAACATGTGCTA.......................................................................... 53 24
............................................AGACGAACGGTTAAACATGTGCTAA......................................................................... 1 25
.............................................GACGAACGGTTAAACATGTGC............................................................................ 1 21
.............................................GACGAACGGTTAAACATGTGCTA.......................................................................... 2 23
.............................................GACGAACGGTTAAACATGTGCTAA......................................................................... 45 24
..............................................ACGAACGGTTAAACATGTGC............................................................................ 1 20
..............................................ACGAACGGTTAAACATGTGCT........................................................................... 2 21
..............................................ACGAACGGTTAAACATGTGCTAAA........................................................................ 11 24
...............................................CGAACGGTTAAACATGTGCTA.......................................................................... 1 21
...............................................CGAACGGTTAAACATGTGCTAAA........................................................................ 1 23
.................................................AACGGTTAAACATGTGCTAAAAA...................................................................... 1 23
..................................................ACGGTTAAACATGTGCTAAAAAGT.................................................................... 1 24
........................................................AAACATGTGCTAAAAAGTC................................................................... 1 19
........................................................AAACATGTGCTAAAAAGTCAA................................................................. 1 21
........................................................AAACATGTGCTAAAAAGTCAACGG.............................................................. 110 24
.........................................................AACATGTGCTAAAAAGTCAACGG.............................................................. 3 23
.........................................................AACATGTGCTAAAAAGTCAACGGT............................................................. 70 24
..........................................................ACATGTGCTAAAAAGTCAACGGT............................................................. 6 23



..........................................................ACATGTGCTAAAAAGTCAACGGTG............................................................ 15 24

...........................................................CATGTGCTAAAAAGTCAACGG.............................................................. 1 21

...........................................................CATGTGCTAAAAAGTCAACGGTG............................................................ 4 23

...........................................................CATGTGCTAAAAAGTCAACGGTGT........................................................... 4 24
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ATGTACACATATAATTTTACATATTTCACAAATTTTTTTTAATAAGACGAACAGTCAAGAATGTGCTAAAAAGTCAACGGTGTCAAACAGTTTGAAACGGATGAAGTACTAAGCATGTATGGGAATGGCATGTTTCCAAGTG
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ATATGCACATATAGTTTTACATATTTCACAATTTTTTTAGAATAAGACTAACGGTCAAACATGTGCTAAAAAGTCAACGGTGTCAAACATTTTAAAACGGAGGGAGTATAAGGGATTTTAGGTGGATGTAAAATCCCTTATA
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.............................................................TGTGCTAAAAAGTCAACGGT............................................................. 1 20
.............................................................TGTGCTAAAAAGTCAACGGTG............................................................ 43 21
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..............................................................GTGCTAAAAAGTCAACGGTGTCAA........................................................ 4 24
...............................................................TGCTAAAAAGTCAACGGTGT........................................................... 3 20
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.....................................................................AAAGTCAACGGTGTCAAAC...................................................... 2 19
.....................................................................AAAGTCAACGGTGTCAAACA..................................................... 2 20
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.....................................................................AAAGTCAACGGTGTCAAACATT................................................... 4 22
.....................................................................AAAGTCAACGGTGTCAAACATTT.................................................. 14 23
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......................................................................AAGTCAACGGTGTCAAACATT................................................... 8 21
......................................................................AAGTCAACGGTGTCAAACATTT.................................................. 1 22
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ATGTAGGCATATAATTTTACATATTTCACAAAAGTTTTTAAATAAGACGAACGGTCAAACATGTGCTAAAAAGTCAACGGTGTCAAATATTTCGAAACGGAGGGAGTGTGGTTTAGGTGCTAGAGCTAGCATCGATCGGAGG
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...........................................................CATGTGCTAAAAAGTCAACGG.............................................................. 1 21
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...........................................................CATGTGCTAAAAAGTCAACGGTGT........................................................... 4 24

............................................................ATGTGCTAAAAAGTCAACGGT............................................................. 3 21
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................................................................GCTAAAAAGTCAACGGTG............................................................ 1 18
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....................................................................AAAAGTCAACGGTGTCAAACA..................................................... 4 21

....................................................................AAAAGTCAACGGTGTCAAACATT................................................... 4 23
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.....................................................................AAAGTCAACGGTGTCAAA....................................................... 1 18
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.....................................................................AAAGTCAACGGTGTCAAACAT.................................................... 8 21

.....................................................................AAAGTCAACGGTGTCAAACATT................................................... 4 22

.....................................................................AAAGTCAACGGTGTCAAACATTT.................................................. 14 23

.....................................................................AAAGTCAACGGTGTCAAACATTTA................................................. 2 24

......................................................................AAGTCAACGGTGTCAAACAT.................................................... 3 20

......................................................................AAGTCAACGGTGTCAAACATT................................................... 8 21

......................................................................AAGTCAACGGTGTCAAACATTT.................................................. 1 22

.......................................................................AGTCAACGGTGTCAAACATTTAGA............................................... 1 24

........................................................................GTCAACGGTGTCAAACATTTA................................................. 1 21

........................................................................GTCAACGGTGTCAAACATTTAGA............................................... 1 23

.........................................................................TCAACGGTGTCAAACATTTAG................................................ 1 21

............................................................................ACGGTGTCAAACATTTAGAAACGG.......................................... 6 24

..............................................................................GGTGTCAAACATTTAGAAACGG.......................................... 1 22

..............................................................................GGTGTCAAACATTTAGAAACGGA......................................... 6 23
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...............................................................................GTGTCAAACATTTAGAAACGGAGG....................................... 4 24

................................................................................TGTCAAACATTTAGAAACGGA......................................... 3 21

................................................................................TGTCAAACATTTAGAAACGGAGGG...................................... 2 24

.................................................................................GTCAAACATTTAGAAACGGAGGGA..................................... 2 24
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TTACAAGCCATCGCACAAAATCAATAGGATGCCACGTCCTCATCATAGGTGGAACAACCACGTCATCTCACAGGTGAATCCATTCATTGATAGTGTGGTTTTGTCAAATTACACTACCAAAATATATGTACTTGAGTGCCA
************************************************************CGTCATCTCACAGGTGAATCC************************************************************ osa-miR807c 21
..............ACAAAATCAATAGGATGCCACGTC....................................................................................................... 1 24
.........................................ATCATAGGTGGAACAACCACGTC............................................................................. 1 23
..........................................TCATAGGTGGAACAACCACGTCAT........................................................................... 1 24
.................................................TGGAACAACCACGTCATCTCAC...................................................................... 1 22
............................................................................AATCCATTCATTGATAGTGTGGTT......................................... 1 24
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ATTCATATTGATGTTAATGAATCTAGATAGATATATATGTCTAGATTCATTAACATCAATATGAATGTGGGAAATGTAAGAATGACTTACATTGTGAAATGGAGGGAGTACAAAGTATTCTGTATTACTGAGGTGTGACGAG
************************************************************ATGAATGTGGGAAATGTAAGAA************************************************************ osa-miR808 22
....ATATTGATGTTAATGAATCTA..................................................................................................................... 4 21
....ATATTGATGTTAATGAATCTAGA................................................................................................................... 7 23
......ATTGATGTTAATGAATCTAGATA................................................................................................................. 1 23
........TGATGTTAATGAATCTAGATAGAT.............................................................................................................. 1 24
..........ATGTTAATGAATCTAGATAGATAT............................................................................................................ 2 24
..............................ATATATATGTCTAGATTCATT........................................................................................... 2 21
..............................ATATATATGTCTAGATTCATTAA......................................................................................... 2 23
..............................ATATATATGTCTAGATTCATTAAC........................................................................................ 6 24
..............................ATATATATGTCTAGATTCATTAACA....................................................................................... 1 25
................................ATATATGTCTAGATTCATTAA......................................................................................... 1 21
................................ATATATGTCTAGATTCATTAAC........................................................................................ 1 22
................................ATATATGTCTAGATTCATTAACAT...................................................................................... 2 24
..................................ATATGTCTAGATTCATTAACATC..................................................................................... 2 23
..................................ATATGTCTAGATTCATTAACATCA.................................................................................... 5 24
...................................TATGTCTAGATTCATTAACA....................................................................................... 1 20
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...................................TATGTCTAGATTCATTAACATCAA................................................................................... 2 24
.........................................TAGATTCATTAACATCAATATGAA............................................................................. 1 24
..........................................AGATTCATTAACATCAATATGAAT............................................................................ 7 24
............................................ATTCATTAACATCAATATGAA............................................................................. 2 21
...............................................CATTAACATCAATATGAATGTGGG....................................................................... 2 24
................................................ATTAACATCAATATGAATGTGGGA...................................................................... 1 24
...................................................AACATCAATATGAATGTGGGA...................................................................... 5 21
...................................................AACATCAATATGAATGTGGGAAAT................................................................... 1 24
....................................................ACATCAATATGAATGTGGGA...................................................................... 1 20
....................................................ACATCAATATGAATGTGGGAA..................................................................... 9 21
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.....................................................CATCAATATGAATGTGGGAAAT................................................................... 1 22
......................................................ATCAATATGAATGTGGGAA..................................................................... 3 19
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......................................................ATCAATATGAATGTGGGAAATG.................................................................. 92 22
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CATATTGAGGTTAATGAATCTATATAGATATATATATGTCTAGATTCATTAACATCAATATGAATGTGAGAAATGTTAGAATGACTTACATTGTGAAATGGAGGGAGTAACAAAACTCTGTGTATCAGGCAAAACTCCCACT
************************************************************TGAATGTGAGAAATGTTAGAAT************************************************************ osa-miR809a 22
...........................ATATATATATGTCTAGATTCATTA........................................................................................... 2 24
.............................ATATATATGTCTAGATTCATT............................................................................................ 2 21
.............................ATATATATGTCTAGATTCATTAA.......................................................................................... 2 23
.............................ATATATATGTCTAGATTCATTAAC......................................................................................... 6 24
.............................ATATATATGTCTAGATTCATTAACA........................................................................................ 1 25
...............................ATATATGTCTAGATTCATTAA.......................................................................................... 1 21
...............................ATATATGTCTAGATTCATTAAC......................................................................................... 1 22
...............................ATATATGTCTAGATTCATTAACAT....................................................................................... 2 24
.................................ATATGTCTAGATTCATTAACATC...................................................................................... 2 23
.................................ATATGTCTAGATTCATTAACATCA..................................................................................... 5 24
..................................TATGTCTAGATTCATTAACA........................................................................................ 1 20
..................................TATGTCTAGATTCATTAACATCA..................................................................................... 2 23
..................................TATGTCTAGATTCATTAACATCAA.................................................................................... 2 24
........................................TAGATTCATTAACATCAATATGAA.............................................................................. 1 24
.........................................AGATTCATTAACATCAATATGAAT............................................................................. 7 24
...........................................ATTCATTAACATCAATATGAA.............................................................................. 2 21
..............................................CATTAACATCAATATGAATGTGAG........................................................................ 1 24
.....................................................ATCAATATGAATGTGAGAAAT.................................................................... 1 21
......................................................TCAATATGAATGTGAGAA...................................................................... 1 18
.........................................................ATATGAATGTGAGAAATGTTAGAA............................................................. 1 24
..............................................................AATGTGAGAAATGTTAGAATGACT........................................................ 1 24
................................................................TGTGAGAAATGTTAGAATGACTTA...................................................... 1 24
..................................................................TGAGAAATGTTAGAATGACT........................................................ 1 20
..................................................................TGAGAAATGTTAGAATGACTTAC..................................................... 1 23
...................................................................GAGAAATGTTAGAATGACTTACAT................................................... 1 24
....................................................................AGAAATGTTAGAATGACTTACA.................................................... 3 22
....................................................................AGAAATGTTAGAATGACTTACAT................................................... 1 23
....................................................................AGAAATGTTAGAATGACTTACATT.................................................. 1 24
......................................................................AAATGTTAGAATGACTTACAT................................................... 3 21
......................................................................AAATGTTAGAATGACTTACATT.................................................. 1 22
......................................................................AAATGTTAGAATGACTTACATTG................................................. 1 23
......................................................................AAATGTTAGAATGACTTACATTGT................................................ 1 24
.......................................................................AATGTTAGAATGACTTACATTG................................................. 1 22
........................................................................ATGTTAGAATGACTTACATTGTG............................................... 3 23
........................................................................ATGTTAGAATGACTTACATTGTGA.............................................. 6 24
...........................................................................TTAGAATGACTTACATTGTGA.............................................. 2 21
...........................................................................TTAGAATGACTTACATTGTGAA............................................. 1 22
............................................................................TAGAATGACTTACATTGTGAA............................................. 25 21
............................................................................TAGAATGACTTACATTGTGAAA............................................ 3 22
.............................................................................AGAATGACTTACATTGTGAA............................................. 3 20
...............................................................................AATGACTTACATTGTGAAA............................................ 1 19
............................................................................................................AACAAAACTCTGTGTATCAGGCAA.......... 1 24
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TTCTAGCATTTCCCACATTCATATTGATGTTAATGAATCTAGATTGATGTTACATCAATATGAATGTGAGAAATGTTAGAATGACTTACATTGTGAAACGGAGGGAGTAGTTGCAATATTAAAGCCTACATGGGAGTGAATT
************************************************************TGAATGTGAGAAATGTTAGAAT************************************************************ osa-miR809b 22
..CTAGCATTTCCCACATTCATA....................................................................................................................... 1 21
....AGCATTTCCCACATTCATATTGAT.................................................................................................................. 3 24
.....GCATTTCCCACATTCATATTGATG................................................................................................................. 1 24
.......ATTTCCCACATTCATATTGAT.................................................................................................................. 1 21
....................ATATTGATGTTAATGAATCTA..................................................................................................... 4 21
....................ATATTGATGTTAATGAATCTAGA................................................................................................... 7 23
.....................................................ATCAATATGAATGTGAGAAAT.................................................................... 1 21
......................................................TCAATATGAATGTGAGAA...................................................................... 1 18
.........................................................ATATGAATGTGAGAAATGTTAGAA............................................................. 1 24
..............................................................AATGTGAGAAATGTTAGAATGACT........................................................ 1 24
................................................................TGTGAGAAATGTTAGAATGACTTA...................................................... 1 24
..................................................................TGAGAAATGTTAGAATGACT........................................................ 1 20
..................................................................TGAGAAATGTTAGAATGACTTAC..................................................... 1 23
...................................................................GAGAAATGTTAGAATGACTTACAT................................................... 1 24
....................................................................AGAAATGTTAGAATGACTTACA.................................................... 3 22
....................................................................AGAAATGTTAGAATGACTTACAT................................................... 1 23
....................................................................AGAAATGTTAGAATGACTTACATT.................................................. 1 24
......................................................................AAATGTTAGAATGACTTACAT................................................... 3 21
......................................................................AAATGTTAGAATGACTTACATT.................................................. 1 22
......................................................................AAATGTTAGAATGACTTACATTG................................................. 1 23
......................................................................AAATGTTAGAATGACTTACATTGT................................................ 1 24
.......................................................................AATGTTAGAATGACTTACATTG................................................. 1 22
........................................................................ATGTTAGAATGACTTACATTGTG............................................... 3 23
........................................................................ATGTTAGAATGACTTACATTGTGA.............................................. 6 24
...........................................................................TTAGAATGACTTACATTGTGA.............................................. 2 21
...........................................................................TTAGAATGACTTACATTGTGAA............................................. 1 22
............................................................................TAGAATGACTTACATTGTGAA............................................. 25 21
............................................................................TAGAATGACTTACATTGTGAAA............................................ 3 22
............................................................................TAGAATGACTTACATTGTGAAAC........................................... 1 23
............................................................................TAGAATGACTTACATTGTGAAACG.......................................... 2 24
.............................................................................AGAATGACTTACATTGTGAA............................................. 3 20
.............................................................................AGAATGACTTACATTGTGAAAC........................................... 1 22
.............................................................................AGAATGACTTACATTGTGAAACG.......................................... 2 23
.............................................................................AGAATGACTTACATTGTGAAACGG......................................... 142 24
.............................................................................AGAATGACTTACATTGTGAAACGGA........................................ 1 25
..............................................................................GAATGACTTACATTGTGAAACGG......................................... 7 23
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...............................................................................AATGACTTACATTGTGAAA............................................ 1 19
...............................................................................AATGACTTACATTGTGAAACG.......................................... 2 21
...............................................................................AATGACTTACATTGTGAAACGG......................................... 8 22
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...............................................................................AATGACTTACATTGTGAAACGGAG....................................... 35 24
................................................................................ATGACTTACATTGTGAAACGG......................................... 35 21
................................................................................ATGACTTACATTGTGAAACGGA........................................ 42 22
................................................................................ATGACTTACATTGTGAAACGGAG....................................... 34 23
................................................................................ATGACTTACATTGTGAAACGGAGG...................................... 16 24
.................................................................................TGACTTACATTGTGAAACGG......................................... 7 20
.................................................................................TGACTTACATTGTGAAACGGA........................................ 119 21
.................................................................................TGACTTACATTGTGAAACGGAG....................................... 9 22
.................................................................................TGACTTACATTGTGAAACGGAGG...................................... 18 23
.................................................................................TGACTTACATTGTGAAACGGAGGG..................................... 4 24
..................................................................................GACTTACATTGTGAAACGG......................................... 1 19
..................................................................................GACTTACATTGTGAAACGGA........................................ 6 20
..................................................................................GACTTACATTGTGAAACGGAG....................................... 2 21
..................................................................................GACTTACATTGTGAAACGGAGGG..................................... 11 23
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.....................................................................................TTACATTGTGAAACGGAGGGAG................................... 1 22
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......................................................................................TACATTGTGAAACGGAGGGAG................................... 2 21
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..........................................................................................TTGTGAAACGGAGGGAGTAGTT.............................. 1 22
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ATTCATATTAATATTAATGAATCTAGATATATATATTTATATAAATTCATTAACATCAAATGAATGTGAGAAATGTTAGAATGACTTACATTGTGAAATGGAGGAAGTATAAGAACTTAGGACTGGATGAGACGTTTACTAG
************************************************************TGAATGTGAGAAATGTTAGAAT************************************************************ osa-miR809c 22
............ATTAATGAATCTAGATATATATAT.......................................................................................................... 1 24
..............................................................AATGTGAGAAATGTTAGAATGACT........................................................ 1 24
................................................................TGTGAGAAATGTTAGAATGACTTA...................................................... 1 24
..................................................................TGAGAAATGTTAGAATGACT........................................................ 1 20
..................................................................TGAGAAATGTTAGAATGACTTAC..................................................... 1 23
...................................................................GAGAAATGTTAGAATGACTTACAT................................................... 1 24
....................................................................AGAAATGTTAGAATGACTTACA.................................................... 3 22
....................................................................AGAAATGTTAGAATGACTTACAT................................................... 1 23
....................................................................AGAAATGTTAGAATGACTTACATT.................................................. 1 24
......................................................................AAATGTTAGAATGACTTACAT................................................... 3 21
......................................................................AAATGTTAGAATGACTTACATT.................................................. 1 22
......................................................................AAATGTTAGAATGACTTACATTG................................................. 1 23
......................................................................AAATGTTAGAATGACTTACATTGT................................................ 1 24
.......................................................................AATGTTAGAATGACTTACATTG................................................. 1 22
........................................................................ATGTTAGAATGACTTACATTGTG............................................... 3 23
........................................................................ATGTTAGAATGACTTACATTGTGA.............................................. 6 24
...........................................................................TTAGAATGACTTACATTGTGA.............................................. 2 21
...........................................................................TTAGAATGACTTACATTGTGAA............................................. 1 22
............................................................................TAGAATGACTTACATTGTGAA............................................. 25 21
............................................................................TAGAATGACTTACATTGTGAAA............................................ 3 22
.............................................................................AGAATGACTTACATTGTGAA............................................. 3 20
...............................................................................AATGACTTACATTGTGAAA............................................ 1 19
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..............................................................................................................AAGAACTTAGGACTGGATGAGACG........ 2 24
......................................................................................................................AGGACTGGATGAGACGTTTACTAG 3 24
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TTCATATTGATGTTAATGAATCTAGACATAGTTATCTATCTAGATTCATTAACATCAATATGAATGTGAGAAATGTTAGAATGACTTACATTGTGAAACGGAGGAAGTAGTAAAGTAGTTGTCTGGATGTTTTGTGTTATTC
************************************************************TGAATGTGAGAAATGTTAGAAT************************************************************ osa-miR809d 22
...ATATTGATGTTAATGAATCTA...................................................................................................................... 4 21
...ATATTGATGTTAATGAATCTAGA.................................................................................................................... 7 23
...ATATTGATGTTAATGAATCTAGAC................................................................................................................... 7 24
...ATATTGATGTTAATGAATCTAGACA.................................................................................................................. 1 25
.....ATTGATGTTAATGAATCTAGACA.................................................................................................................. 7 23
.....ATTGATGTTAATGAATCTAGACAT................................................................................................................. 7 24
......TTGATGTTAATGAATCTAGAC................................................................................................................... 1 21
.......TGATGTTAATGAATCTAGACATA................................................................................................................ 2 23
.........ATGTTAATGAATCTAGACAT................................................................................................................. 1 20
.........ATGTTAATGAATCTAGACATA................................................................................................................ 2 21
.........ATGTTAATGAATCTAGACATAG............................................................................................................... 1 22
..........TGTTAATGAATCTAGACATA................................................................................................................ 1 20
..................................TCTATCTAGATTCATTAACAT....................................................................................... 1 21
....................................TATCTAGATTCATTAACATCAAT................................................................................... 1 23
........................................TAGATTCATTAACATCAATATGAA.............................................................................. 1 24
.........................................AGATTCATTAACATCAATATGAAT............................................................................. 7 24
...........................................ATTCATTAACATCAATATGAA.............................................................................. 2 21
..............................................CATTAACATCAATATGAATGTGAG........................................................................ 1 24
.....................................................ATCAATATGAATGTGAGAAAT.................................................................... 1 21
......................................................TCAATATGAATGTGAGAA...................................................................... 1 18
.........................................................ATATGAATGTGAGAAATGTTAGAA............................................................. 1 24
..............................................................AATGTGAGAAATGTTAGAATGACT........................................................ 1 24
................................................................TGTGAGAAATGTTAGAATGACTTA...................................................... 1 24
..................................................................TGAGAAATGTTAGAATGACT........................................................ 1 20
..................................................................TGAGAAATGTTAGAATGACTTAC..................................................... 1 23
...................................................................GAGAAATGTTAGAATGACTTACAT................................................... 1 24
....................................................................AGAAATGTTAGAATGACTTACA.................................................... 3 22
....................................................................AGAAATGTTAGAATGACTTACAT................................................... 1 23
....................................................................AGAAATGTTAGAATGACTTACATT.................................................. 1 24
......................................................................AAATGTTAGAATGACTTACAT................................................... 3 21
......................................................................AAATGTTAGAATGACTTACATT.................................................. 1 22
......................................................................AAATGTTAGAATGACTTACATTG................................................. 1 23
......................................................................AAATGTTAGAATGACTTACATTGT................................................ 1 24
.......................................................................AATGTTAGAATGACTTACATTG................................................. 1 22
........................................................................ATGTTAGAATGACTTACATTGTG............................................... 3 23
........................................................................ATGTTAGAATGACTTACATTGTGA.............................................. 6 24
...........................................................................TTAGAATGACTTACATTGTGA.............................................. 2 21
...........................................................................TTAGAATGACTTACATTGTGAA............................................. 1 22
............................................................................TAGAATGACTTACATTGTGAA............................................. 25 21
............................................................................TAGAATGACTTACATTGTGAAA............................................ 3 22
............................................................................TAGAATGACTTACATTGTGAAAC........................................... 1 23
............................................................................TAGAATGACTTACATTGTGAAACG.......................................... 2 24
.............................................................................AGAATGACTTACATTGTGAA............................................. 3 20
.............................................................................AGAATGACTTACATTGTGAAAC........................................... 1 22
.............................................................................AGAATGACTTACATTGTGAAACG.......................................... 2 23
.............................................................................AGAATGACTTACATTGTGAAACGG......................................... 142 24
.............................................................................AGAATGACTTACATTGTGAAACGGA........................................ 1 25
..............................................................................GAATGACTTACATTGTGAAACGG......................................... 7 23
..............................................................................GAATGACTTACATTGTGAAACGGA........................................ 59 24
...............................................................................AATGACTTACATTGTGAAA............................................ 1 19
...............................................................................AATGACTTACATTGTGAAACG.......................................... 2 21
...............................................................................AATGACTTACATTGTGAAACGG......................................... 8 22
...............................................................................AATGACTTACATTGTGAAACGGA........................................ 30 23
...............................................................................AATGACTTACATTGTGAAACGGAG....................................... 35 24
................................................................................ATGACTTACATTGTGAAACGG......................................... 35 21
................................................................................ATGACTTACATTGTGAAACGGA........................................ 42 22
................................................................................ATGACTTACATTGTGAAACGGAG....................................... 34 23
................................................................................ATGACTTACATTGTGAAACGGAGG...................................... 16 24



.................................................................................TGACTTACATTGTGAAACGG......................................... 7 20

.................................................................................TGACTTACATTGTGAAACGGA........................................ 119 21

.................................................................................TGACTTACATTGTGAAACGGAG....................................... 9 22

.................................................................................TGACTTACATTGTGAAACGGAGG...................................... 18 23

.................................................................................TGACTTACATTGTGAAACGGAGGA..................................... 54 24

.................................................................................TGACTTACATTGTGAAACGGAGGAA.................................... 1 25

..................................................................................GACTTACATTGTGAAACGG......................................... 1 19

..................................................................................GACTTACATTGTGAAACGGA........................................ 6 20

..................................................................................GACTTACATTGTGAAACGGAG....................................... 2 21

..................................................................................GACTTACATTGTGAAACGGAGGA..................................... 33 23

..................................................................................GACTTACATTGTGAAACGGAGGAA.................................... 91 24

...................................................................................ACTTACATTGTGAAACGGAG....................................... 4 20

...................................................................................ACTTACATTGTGAAACGGAGG...................................... 18 21

...................................................................................ACTTACATTGTGAAACGGAGGA..................................... 8 22

...................................................................................ACTTACATTGTGAAACGGAGGAA.................................... 2 23

...................................................................................ACTTACATTGTGAAACGGAGGAAG................................... 7 24

....................................................................................CTTACATTGTGAAACGGAGGA..................................... 1 21

....................................................................................CTTACATTGTGAAACGGAGGAA.................................... 2 22

.....................................................................................TTACATTGTGAAACGGAGG...................................... 1 19

.....................................................................................TTACATTGTGAAACGGAGGA..................................... 4 20

.....................................................................................TTACATTGTGAAACGGAGGAA.................................... 12 21

.....................................................................................TTACATTGTGAAACGGAGGAAG................................... 2 22

.....................................................................................TTACATTGTGAAACGGAGGAAGT.................................. 3 23

.....................................................................................TTACATTGTGAAACGGAGGAAGTA................................. 1 24

......................................................................................TACATTGTGAAACGGAGGA..................................... 2 19

......................................................................................TACATTGTGAAACGGAGGAA.................................... 4 20

......................................................................................TACATTGTGAAACGGAGGAAG................................... 11 21

......................................................................................TACATTGTGAAACGGAGGAAGT.................................. 1 22

......................................................................................TACATTGTGAAACGGAGGAAGTA................................. 2 23

.......................................................................................ACATTGTGAAACGGAGGA..................................... 1 18

.......................................................................................ACATTGTGAAACGGAGGAA.................................... 1 19

.......................................................................................ACATTGTGAAACGGAGGAAG................................... 1 20

.......................................................................................ACATTGTGAAACGGAGGAAGT.................................. 7 21

.......................................................................................ACATTGTGAAACGGAGGAAGTA................................. 3 22

........................................................................................CATTGTGAAACGGAGGAAGT.................................. 1 20

........................................................................................CATTGTGAAACGGAGGAAGTA................................. 1 21
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TAATGTTAATGAATCTAGACATCATTAACATCAATATGTCTAGATTTATTAACATCAATATGAATGTGAGAAATGTTAGAATAACTTACATTGTGAAACGGATGAAGTAGTTATTTGTTTGTTACGTTTAAATAAACACAGA
************************************************************TGAATGTGAGAAATGTTAGAAT************************************************************ osa-miR809e 22
.AATGTTAATGAATCTAGACA......................................................................................................................... 1 20
..ATGTTAATGAATCTAGACAT........................................................................................................................ 1 20
.................................ATATGTCTAGATTTATTAACATCA..................................................................................... 4 24
.....................................................ATCAATATGAATGTGAGAAAT.................................................................... 1 21
......................................................TCAATATGAATGTGAGAA...................................................................... 1 18
.........................................................ATATGAATGTGAGAAATGTTAGAA............................................................. 1 24
............................................................................TAGAATAACTTACATTGTGAA............................................. 1 21
.............................................................................AGAATAACTTACATTGTGAAACGG......................................... 23 24
..............................................................................GAATAACTTACATTGTGAAACGG......................................... 2 23
..............................................................................GAATAACTTACATTGTGAAACGGA........................................ 19 24
...............................................................................AATAACTTACATTGTGAAACGGA........................................ 3 23
...............................................................................AATAACTTACATTGTGAAACGGAT....................................... 2 24
................................................................................ATAACTTACATTGTGAAACGGAT....................................... 1 23
..................................................................................AACTTACATTGTGAAACGGAT....................................... 1 21
..................................................................................AACTTACATTGTGAAACGGATGAA.................................... 1 24
....................................................................................CTTACATTGTGAAACGGATGAAGT.................................. 1 24
.....................................................................................TTACATTGTGAAACGGATGAA.................................... 2 21
.....................................................................................TTACATTGTGAAACGGATGAAG................................... 1 22
......................................................................................TACATTGTGAAACGGATGAAGT.................................. 1 22
.......................................................................................ACATTGTGAAACGGATGAAGTA................................. 1 22
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TTCATATTAATGTTAATGAATCTAGACATATATATCTATCTAAATTCATTACCATCAATATGAATGTGAGAAATGTTAGAATGATTTAAATTGTGAAACGGAGGAAGTATTAATGTACGGTAAATCTAATTGAAGAGGCCTC
************************************************************TGAATGTGAGAAATGTTAGAAT************************************************************ osa-miR809f 22
...ATATTAATGTTAATGAATCTAGAC................................................................................................................... 2 24
.....ATTAATGTTAATGAATCTAGACAT................................................................................................................. 1 24
.......TAATGTTAATGAATCTAGACATAT............................................................................................................... 1 24
........AATGTTAATGAATCTAGACA.................................................................................................................. 1 20
........AATGTTAATGAATCTAGACATA................................................................................................................ 2 22
........AATGTTAATGAATCTAGACATATA.............................................................................................................. 4 24
.........ATGTTAATGAATCTAGACAT................................................................................................................. 1 20
.........ATGTTAATGAATCTAGACATA................................................................................................................ 2 21
.........ATGTTAATGAATCTAGACATAT............................................................................................................... 2 22
.........ATGTTAATGAATCTAGACATATA.............................................................................................................. 11 23
.........ATGTTAATGAATCTAGACATATAT............................................................................................................. 2 24
..........TGTTAATGAATCTAGACATA................................................................................................................ 1 20
...............ATGAATCTAGACATATATATCTATC...................................................................................................... 1 25
.................GAATCTAGACATATATATCTATCT..................................................................................................... 1 24
.....................................................ATCAATATGAATGTGAGAAAT.................................................................... 1 21
......................................................TCAATATGAATGTGAGAA...................................................................... 1 18
.........................................................ATATGAATGTGAGAAATGTTAGAA............................................................. 1 24
.....................................................................................TTAAATTGTGAAACGGAGGAAG................................... 1 22
..........................................................................................TTGTGAAACGGAGGAAGTAT................................ 2 20
..........................................................................................TTGTGAAACGGAGGAAGTATT............................... 1 21
.............................................................................................TGAAACGGAGGAAGTATTA.............................. 1 19
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TTCATATTGATGCTAATGAATATATATAAATATATATGTCTAGATTCATTAGCATCAATATGAATGTGAGAAATGTTAGAATGACTTACATTGTGAAACGGAGGGAGTATATAAATAGCTGAGATGCATGCATGATCGCTTG
************************************************************TGAATGTGAGAAATGTTAGAAT************************************************************ osa-miR809g 22
.............................ATATATATGTCTAGATTCATT............................................................................................ 2 21
...............................ATATATGTCTAGATTCATTAGCA........................................................................................ 1 23
.................................ATATGTCTAGATTCATTAGCATC...................................................................................... 1 23
..................................TATGTCTAGATTCATTAGCATCAA.................................................................................... 1 24
.........................................AGATTCATTAGCATCAATATGAAT............................................................................. 3 24
...........................................ATTCATTAGCATCAATATGAA.............................................................................. 1 21
.....................................................ATCAATATGAATGTGAGAAAT.................................................................... 1 21
......................................................TCAATATGAATGTGAGAA...................................................................... 1 18
.........................................................ATATGAATGTGAGAAATGTTAGAA............................................................. 1 24
..............................................................AATGTGAGAAATGTTAGAATGACT........................................................ 1 24
................................................................TGTGAGAAATGTTAGAATGACTTA...................................................... 1 24
..................................................................TGAGAAATGTTAGAATGACT........................................................ 1 20
..................................................................TGAGAAATGTTAGAATGACTTAC..................................................... 1 23
...................................................................GAGAAATGTTAGAATGACTTACAT................................................... 1 24
....................................................................AGAAATGTTAGAATGACTTACA.................................................... 3 22
....................................................................AGAAATGTTAGAATGACTTACAT................................................... 1 23
....................................................................AGAAATGTTAGAATGACTTACATT.................................................. 1 24
......................................................................AAATGTTAGAATGACTTACAT................................................... 3 21
......................................................................AAATGTTAGAATGACTTACATT.................................................. 1 22
......................................................................AAATGTTAGAATGACTTACATTG................................................. 1 23



......................................................................AAATGTTAGAATGACTTACATTGT................................................ 1 24

.......................................................................AATGTTAGAATGACTTACATTG................................................. 1 22

........................................................................ATGTTAGAATGACTTACATTGTG............................................... 3 23

........................................................................ATGTTAGAATGACTTACATTGTGA.............................................. 6 24

...........................................................................TTAGAATGACTTACATTGTGA.............................................. 2 21

...........................................................................TTAGAATGACTTACATTGTGAA............................................. 1 22

............................................................................TAGAATGACTTACATTGTGAA............................................. 25 21

............................................................................TAGAATGACTTACATTGTGAAA............................................ 3 22

............................................................................TAGAATGACTTACATTGTGAAAC........................................... 1 23

............................................................................TAGAATGACTTACATTGTGAAACG.......................................... 2 24

.............................................................................AGAATGACTTACATTGTGAA............................................. 3 20

.............................................................................AGAATGACTTACATTGTGAAAC........................................... 1 22

.............................................................................AGAATGACTTACATTGTGAAACG.......................................... 2 23

.............................................................................AGAATGACTTACATTGTGAAACGG......................................... 142 24

.............................................................................AGAATGACTTACATTGTGAAACGGA........................................ 1 25

..............................................................................GAATGACTTACATTGTGAAACGG......................................... 7 23

..............................................................................GAATGACTTACATTGTGAAACGGA........................................ 59 24

...............................................................................AATGACTTACATTGTGAAA............................................ 1 19

...............................................................................AATGACTTACATTGTGAAACG.......................................... 2 21

...............................................................................AATGACTTACATTGTGAAACGG......................................... 8 22

...............................................................................AATGACTTACATTGTGAAACGGA........................................ 30 23

...............................................................................AATGACTTACATTGTGAAACGGAG....................................... 35 24

................................................................................ATGACTTACATTGTGAAACGG......................................... 35 21

................................................................................ATGACTTACATTGTGAAACGGA........................................ 42 22

................................................................................ATGACTTACATTGTGAAACGGAG....................................... 34 23

................................................................................ATGACTTACATTGTGAAACGGAGG...................................... 16 24

.................................................................................TGACTTACATTGTGAAACGG......................................... 7 20

.................................................................................TGACTTACATTGTGAAACGGA........................................ 119 21

.................................................................................TGACTTACATTGTGAAACGGAG....................................... 9 22

.................................................................................TGACTTACATTGTGAAACGGAGG...................................... 18 23

.................................................................................TGACTTACATTGTGAAACGGAGGG..................................... 4 24

..................................................................................GACTTACATTGTGAAACGG......................................... 1 19

..................................................................................GACTTACATTGTGAAACGGA........................................ 6 20

..................................................................................GACTTACATTGTGAAACGGAG....................................... 2 21

..................................................................................GACTTACATTGTGAAACGGAGGG..................................... 11 23

..................................................................................GACTTACATTGTGAAACGGAGGGA.................................... 35 24

...................................................................................ACTTACATTGTGAAACGGAG....................................... 4 20

...................................................................................ACTTACATTGTGAAACGGAGG...................................... 18 21

...................................................................................ACTTACATTGTGAAACGGAGGG..................................... 11 22

...................................................................................ACTTACATTGTGAAACGGAGGGAG................................... 4 24

....................................................................................CTTACATTGTGAAACGGAGGGAG................................... 1 23

....................................................................................CTTACATTGTGAAACGGAGGGAGT.................................. 1 24

.....................................................................................TTACATTGTGAAACGGAGG...................................... 1 19

.....................................................................................TTACATTGTGAAACGGAGGG..................................... 3 20

.....................................................................................TTACATTGTGAAACGGAGGGA.................................... 1 21

.....................................................................................TTACATTGTGAAACGGAGGGAG................................... 1 22

.....................................................................................TTACATTGTGAAACGGAGGGAGT.................................. 1 23

......................................................................................TACATTGTGAAACGGAGGGAG................................... 2 21

......................................................................................TACATTGTGAAACGGAGGGAGTA................................. 2 23

.......................................................................................ACATTGTGAAACGGAGGG..................................... 1 18

.......................................................................................ACATTGTGAAACGGAGGGAGT.................................. 3 21

.........................................................................................ATTGTGAAACGGAGGGAGTAT................................ 1 21

..........................................................................................TTGTGAAACGGAGGGAGT.................................. 1 18

..........................................................................................TTGTGAAACGGAGGGAGTATA............................... 1 21

...........................................................................................TGTGAAACGGAGGGAGTA................................. 1 18

...........................................................................................TGTGAAACGGAGGGAGTATA............................... 1 20
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TTCATATTGATGTTAATGAATCTAGACATATATATCTATTTAGATTCATTAAAATCAATATGAATGTGAGAAATGTTAGAATAACTTACATTGTGAAACGGAGAAGTACTGTTGTAAGTAGTTATCATATATAAAATCAGAA
************************************************************TGAATGTGAGAAATGTTAGAAT************************************************************ osa-miR809h 22
...ATATTGATGTTAATGAATCTA...................................................................................................................... 4 21
...ATATTGATGTTAATGAATCTAGA.................................................................................................................... 7 23
...ATATTGATGTTAATGAATCTAGAC................................................................................................................... 7 24
...ATATTGATGTTAATGAATCTAGACA.................................................................................................................. 1 25
.....ATTGATGTTAATGAATCTAGACA.................................................................................................................. 7 23
.....ATTGATGTTAATGAATCTAGACAT................................................................................................................. 7 24
......TTGATGTTAATGAATCTAGAC................................................................................................................... 1 21
.......TGATGTTAATGAATCTAGACATA................................................................................................................ 2 23
........GATGTTAATGAATCTAGACATATAT............................................................................................................. 1 25
.........ATGTTAATGAATCTAGACAT................................................................................................................. 1 20
.........ATGTTAATGAATCTAGACATA................................................................................................................ 2 21
.........ATGTTAATGAATCTAGACATAT............................................................................................................... 2 22
.........ATGTTAATGAATCTAGACATATA.............................................................................................................. 11 23
.........ATGTTAATGAATCTAGACATATAT............................................................................................................. 2 24
..........TGTTAATGAATCTAGACATA................................................................................................................ 1 20
.........................ACATATATATCTATTTAGATTCA.............................................................................................. 1 23
...........................ATATATATCTATTTAGATTCA.............................................................................................. 1 21
...........................ATATATATCTATTTAGATTCATTA........................................................................................... 1 24
.....................................................ATCAATATGAATGTGAGAAAT.................................................................... 1 21
......................................................TCAATATGAATGTGAGAA...................................................................... 1 18
.........................................................ATATGAATGTGAGAAATGTTAGAA............................................................. 1 24
............................................................................TAGAATAACTTACATTGTGAA............................................. 1 21
.............................................................................AGAATAACTTACATTGTGAAACGG......................................... 23 24
..............................................................................GAATAACTTACATTGTGAAACGG......................................... 2 23
..............................................................................GAATAACTTACATTGTGAAACGGA........................................ 19 24
...............................................................................AATAACTTACATTGTGAAACGGA........................................ 3 23
...............................................................................AATAACTTACATTGTGAAACGGAG....................................... 2 24
.................................................................................TAACTTACATTGTGAAACGGAG....................................... 1 22
..................................................................................AACTTACATTGTGAAACGGAG....................................... 1 21
...................................................................................ACTTACATTGTGAAACGGAG....................................... 4 20
...................................................................................ACTTACATTGTGAAACGGAGA...................................... 2 21
.....................................................................................TTACATTGTGAAACGGAGAA..................................... 2 20
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CCTCACAACCTAGGGAAAATATGTAGTGCAAATCACATATGTAGTGGAAACTTGAAAACTACCGTTAGATCGAGAAATGGACGTCCGAGATTCGTTCACGTCATCATGAGTTAAAATTTAACTCGCAGATTCACTCATGAGTTG
************************************************************ACCGTTAGATCGAGAAATGGACGT************************************************************ osa-miR811a 24
......................................................AAAACTACCGTTAGATCGAGA..................................................................... 1 21
.......................................................AAACTACCGTTAGATCGAGAA.................................................................... 1 21
.......................................................AAACTACCGTTAGATCGAGAAA................................................................... 1 22
.......................................................AAACTACCGTTAGATCGAGAAATG................................................................. 1 24
........................................................AACTACCGTTAGATCGAGAAATGG................................................................ 1 24
.........................................................ACTACCGTTAGATCGAGAAATGGA............................................................... 3 24
..........................................................CTACCGTTAGATCGAGAAATGGA............................................................... 2 23
..........................................................CTACCGTTAGATCGAGAAATGGAC.............................................................. 6 24
...........................................................TACCGTTAGATCGAGAAATGGA............................................................... 2 22
...........................................................TACCGTTAGATCGAGAAATGGAC.............................................................. 1 23
...........................................................TACCGTTAGATCGAGAAATGGACG............................................................. 1 24
.............................................................CCGTTAGATCGAGAAATGGACGTC........................................................... 1 24
...............................................................GTTAGATCGAGAAATGGACGTCC.......................................................... 1 23
...............................................................GTTAGATCGAGAAATGGACGTCCG......................................................... 6 24



....................................................................ATCGAGAAATGGACGTCCGA........................................................ 1 20

....................................................................ATCGAGAAATGGACGTCCGAG....................................................... 6 21

.....................................................................TCGAGAAATGGACGTCCGAGA...................................................... 1 21

......................................................................CGAGAAATGGACGTCCGAGAT..................................................... 1 21

.......................................................................GAGAAATGGACGTCCGAGATTCGT................................................. 1 24

.............................................................................................................GTTAAAATTTAACTCGCAGATTCA........... 1 24

..............................................................................................................TTAAAATTTAACTCGCAGATT............. 1 21

..............................................................................................................TTAAAATTTAACTCGCAGATTC............ 1 22

..............................................................................................................TTAAAATTTAACTCGCAGATTCAC.......... 1 24

..............................................................................................................TTAAAATTTAACTCGCAGATTCACT......... 1 25

...............................................................................................................TAAAATTTAACTCGCAGATTCAC.......... 1 23

.................................................................................................................AAATTTAACTCGCAGATTCACTCA....... 1 24

..................................................................................................................AATTTAACTCGCAGATTCACTCAT...... 1 24

..................................................................................................................AATTTAACTCGCAGATTCACTCATG..... 1 25

...................................................................................................................ATTTAACTCGCAGATTCACTCATG..... 5 24

....................................................................................................................TTTAACTCGCAGATTCACTCATG..... 1 23

.....................................................................................................................TTAACTCGCAGATTCACTCATG..... 1 22
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GGAGATTTACCAGGGAAAATATGTAGTGAAAACCACATATGTAGTGGAAACTTGAAAACTACCGTTAGATCGAGAAATGGACGTCCGAGATTCGTCCACGTCACCATGAGTTAAAATTTAACTCGCAGATTCACTCCTGAGTTA
************************************************************ACCGTTAGATCGAGAAATGGACGT************************************************************ osa-miR811b 24
......................................................AAAACTACCGTTAGATCGAGA..................................................................... 1 21
.......................................................AAACTACCGTTAGATCGAGAA.................................................................... 1 21
.......................................................AAACTACCGTTAGATCGAGAAA................................................................... 1 22
.......................................................AAACTACCGTTAGATCGAGAAATG................................................................. 1 24
........................................................AACTACCGTTAGATCGAGAAATGG................................................................ 1 24
.........................................................ACTACCGTTAGATCGAGAAATGGA............................................................... 3 24
..........................................................CTACCGTTAGATCGAGAAATGGA............................................................... 2 23
..........................................................CTACCGTTAGATCGAGAAATGGAC.............................................................. 6 24
...........................................................TACCGTTAGATCGAGAAATGGA............................................................... 2 22
...........................................................TACCGTTAGATCGAGAAATGGAC.............................................................. 1 23
...........................................................TACCGTTAGATCGAGAAATGGACG............................................................. 1 24
.............................................................CCGTTAGATCGAGAAATGGACGTC........................................................... 1 24
...............................................................GTTAGATCGAGAAATGGACGTCC.......................................................... 1 23
...............................................................GTTAGATCGAGAAATGGACGTCCG......................................................... 6 24
....................................................................ATCGAGAAATGGACGTCCGA........................................................ 1 20
....................................................................ATCGAGAAATGGACGTCCGAG....................................................... 6 21
.....................................................................TCGAGAAATGGACGTCCGAGA...................................................... 1 21
......................................................................CGAGAAATGGACGTCCGAGAT..................................................... 1 21
.......................................................................GAGAAATGGACGTCCGAGATTCGT................................................. 1 24
...............................................................................GACGTCCGAGATTCGTCCACGTC.......................................... 1 23
................................................................................ACGTCCGAGATTCGTCCACGTC.......................................... 1 22
................................................................................ACGTCCGAGATTCGTCCACGTCA......................................... 1 23
..................................................................................GTCCGAGATTCGTCCACGTCACC....................................... 1 23
...................................................................................TCCGAGATTCGTCCACGTCA......................................... 1 20
...................................................................................TCCGAGATTCGTCCACGTCAC........................................ 1 21
......................................................................................GAGATTCGTCCACGTCACCATGAG.................................. 1 24
.............................................................................................................GTTAAAATTTAACTCGCAGATTCA........... 1 24
..............................................................................................................TTAAAATTTAACTCGCAGATT............. 1 21
..............................................................................................................TTAAAATTTAACTCGCAGATTC............ 1 22
..............................................................................................................TTAAAATTTAACTCGCAGATTCAC.......... 1 24
..............................................................................................................TTAAAATTTAACTCGCAGATTCACT......... 1 25
...............................................................................................................TAAAATTTAACTCGCAGATTCAC.......... 1 23
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ATGAATAGTATTTTATGTGTGACTAATTTTTTTAAAAATTTTCATAAATTTTTCAAATAAGACGGACGGTTAAACGTTGGACACGGATTTTCACGGCTGCACTTATTTTGAAACGGAGGTAGCAGAAGACTGTCGATCAACC
************************************************************GACGGACGGTTAAACGTTGGAC************************************************************ osa-miR812a 22
..........................................CATAAATTTTTCAAATAAGACGG............................................................................. 1 23
..........................................CATAAATTTTTCAAATAAGACGGA............................................................................ 7 24
...........................................ATAAATTTTTCAAATAAGACG.............................................................................. 1 21
...........................................ATAAATTTTTCAAATAAGACGGA............................................................................ 3 23
...........................................ATAAATTTTTCAAATAAGACGGAC........................................................................... 179 24
............................................TAAATTTTTCAAATAAGACGGA............................................................................ 1 22
............................................TAAATTTTTCAAATAAGACGGAC........................................................................... 6 23
............................................TAAATTTTTCAAATAAGACGGACG.......................................................................... 3 24
.............................................AAATTTTTCAAATAAGACGG............................................................................. 1 20
.............................................AAATTTTTCAAATAAGACGGA............................................................................ 1 21
.............................................AAATTTTTCAAATAAGACGGAC........................................................................... 3 22
.............................................AAATTTTTCAAATAAGACGGACG.......................................................................... 13 23
.............................................AAATTTTTCAAATAAGACGGACGG......................................................................... 572 24
.............................................AAATTTTTCAAATAAGACGGACGGT........................................................................ 1 25
..............................................AATTTTTCAAATAAGACGGACG.......................................................................... 1 22
..............................................AATTTTTCAAATAAGACGGACGG......................................................................... 14 23
..............................................AATTTTTCAAATAAGACGGACGGT........................................................................ 78 24
...............................................ATTTTTCAAATAAGACGGACG.......................................................................... 2 21
...............................................ATTTTTCAAATAAGACGGACGG......................................................................... 7 22
...............................................ATTTTTCAAATAAGACGGACGGT........................................................................ 6 23
...............................................ATTTTTCAAATAAGACGGACGGTT....................................................................... 28 24
...............................................ATTTTTCAAATAAGACGGACGGTTA...................................................................... 7 25
................................................TTTTTCAAATAAGACGGAC........................................................................... 1 19
................................................TTTTTCAAATAAGACGGACG.......................................................................... 4 20
................................................TTTTTCAAATAAGACGGACGG......................................................................... 9 21
................................................TTTTTCAAATAAGACGGACGGT........................................................................ 9 22
................................................TTTTTCAAATAAGACGGACGGTT....................................................................... 36 23
................................................TTTTTCAAATAAGACGGACGGTTA...................................................................... 15 24
.................................................TTTTCAAATAAGACGGAC........................................................................... 1 18
.................................................TTTTCAAATAAGACGGACGG......................................................................... 2 20
.................................................TTTTCAAATAAGACGGACGGT........................................................................ 34 21
.................................................TTTTCAAATAAGACGGACGGTT....................................................................... 5 22
.................................................TTTTCAAATAAGACGGACGGTTA...................................................................... 6 23
.................................................TTTTCAAATAAGACGGACGGTTAA..................................................................... 4 24
..................................................TTTCAAATAAGACGGACG.......................................................................... 2 18
..................................................TTTCAAATAAGACGGACGG......................................................................... 3 19
..................................................TTTCAAATAAGACGGACGGT........................................................................ 6 20
..................................................TTTCAAATAAGACGGACGGTT....................................................................... 3 21
..................................................TTTCAAATAAGACGGACGGTTA...................................................................... 4 22
..................................................TTTCAAATAAGACGGACGGTTAA..................................................................... 1 23
..................................................TTTCAAATAAGACGGACGGTTAAA.................................................................... 7 24
...................................................TTCAAATAAGACGGACGG......................................................................... 1 18
...................................................TTCAAATAAGACGGACGGT........................................................................ 4 19
...................................................TTCAAATAAGACGGACGGTT....................................................................... 2 20
...................................................TTCAAATAAGACGGACGGTTA...................................................................... 1 21
...................................................TTCAAATAAGACGGACGGTTAAA.................................................................... 1 23
...................................................TTCAAATAAGACGGACGGTTAAAC................................................................... 8 24
....................................................TCAAATAAGACGGACGGTT....................................................................... 1 19
....................................................TCAAATAAGACGGACGGTTA...................................................................... 1 20
....................................................TCAAATAAGACGGACGGTTAA..................................................................... 2 21
......................................................AAATAAGACGGACGGTTAA..................................................................... 3 19
......................................................AAATAAGACGGACGGTTAAA.................................................................... 7 20
......................................................AAATAAGACGGACGGTTAAAC................................................................... 10 21



......................................................AAATAAGACGGACGGTTAAACG.................................................................. 1 22

......................................................AAATAAGACGGACGGTTAAACGT................................................................. 1 23

.......................................................AATAAGACGGACGGTTAAAC................................................................... 3 20

........................................................ATAAGACGGACGGTTAAA.................................................................... 1 18

........................................................ATAAGACGGACGGTTAAACGTTGG.............................................................. 2 24

.........................................................TAAGACGGACGGTTAAACGT................................................................. 1 20

.........................................................TAAGACGGACGGTTAAACGTTGGA............................................................. 2 24

..........................................................AAGACGGACGGTTAAACGTTGGA............................................................. 2 23

..........................................................AAGACGGACGGTTAAACGTTGGAC............................................................ 8 24

...........................................................AGACGGACGGTTAAACGTTGGA............................................................. 1 22

.............................................................ACGGACGGTTAAACGTTGGACACG......................................................... 1 24

...............................................................GGACGGTTAAACGTTGGACACGGA....................................................... 5 24

................................................................GACGGTTAAACGTTGGACACG......................................................... 1 21

................................................................GACGGTTAAACGTTGGACACGG........................................................ 2 22

................................................................GACGGTTAAACGTTGGACACGGA....................................................... 6 23

................................................................GACGGTTAAACGTTGGACACGGAT...................................................... 26 24

.................................................................ACGGTTAAACGTTGGACA........................................................... 1 18

.................................................................ACGGTTAAACGTTGGACACG......................................................... 1 20

.................................................................ACGGTTAAACGTTGGACACGG........................................................ 4 21

.................................................................ACGGTTAAACGTTGGACACGGA....................................................... 2 22

.................................................................ACGGTTAAACGTTGGACACGGAT...................................................... 3 23

.................................................................ACGGTTAAACGTTGGACACGGATT..................................................... 4 24

..................................................................CGGTTAAACGTTGGACACG......................................................... 1 19

..................................................................CGGTTAAACGTTGGACACGGAT...................................................... 2 22

..................................................................CGGTTAAACGTTGGACACGGATT..................................................... 1 23

...................................................................GGTTAAACGTTGGACACGGA....................................................... 1 20

....................................................................GTTAAACGTTGGACACGGATTTTC.................................................. 2 24

.....................................................................TTAAACGTTGGACACGGA....................................................... 1 18

......................................................................TAAACGTTGGACACGGATT..................................................... 1 19

......................................................................TAAACGTTGGACACGGATTT.................................................... 1 20

......................................................................TAAACGTTGGACACGGATTTT................................................... 1 21

......................................................................TAAACGTTGGACACGGATTTTCAC................................................ 2 24

.......................................................................AAACGTTGGACACGGATTTTCACG............................................... 2 24

........................................................................AACGTTGGACACGGATTTTCACGG.............................................. 7 24

.........................................................................ACGTTGGACACGGATTTTCACGG.............................................. 1 23

.........................................................................ACGTTGGACACGGATTTTCACGGC............................................. 1 24

.............................................................................TGGACACGGATTTTCACGGCT............................................ 1 21

...............................................................................GACACGGATTTTCACGGCT............................................ 1 19

..................................................................................ACGGATTTTCACGGCTGCACTTAT.................................... 1 24

...................................................................................CGGATTTTCACGGCTGCACTTATT................................... 1 24

....................................................................................GGATTTTCACGGCTGCACTTATT................................... 1 23

....................................................................................GGATTTTCACGGCTGCACTTATTT.................................. 2 24

........................................................................................TTTCACGGCTGCACTTATTTT................................. 1 21

.............................................................................................CGGCTGCACTTATTTTGAAACGGA......................... 1 24

..............................................................................................GGCTGCACTTATTTTGAAACGGAG........................ 1 24

.................................................................................................................CGGAGGTAGCAGAAGACTGTCGAT..... 1 24
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TATTCATGTTTTATCATCTAATAACAATAAAAATACTAATCATTAAAAATTTTCAAATAAGACGGACGGTTAAACGTTGGACACGAATACATATAGCTGCACTTATTTTGGGACGGATGTAGTATGTTCTATGGGGTCAATT
************************************************************GACGGACGGTTAAACGTTGGAC************************************************************ osa-miR812b 22
...................AATAACAATAAAAATACTAATCAT................................................................................................... 2 24
............................................AAAAATTTTCAAATAAGAC............................................................................... 1 19
............................................AAAAATTTTCAAATAAGACGGAC........................................................................... 2 23
............................................AAAAATTTTCAAATAAGACGGACG.......................................................................... 229 24
............................................AAAAATTTTCAAATAAGACGGACGG......................................................................... 6 25
.............................................AAAATTTTCAAATAAGACGGACG.......................................................................... 3 23
.............................................AAAATTTTCAAATAAGACGGACGG......................................................................... 250 24
.............................................AAAATTTTCAAATAAGACGGACGGT........................................................................ 2 25
..............................................AAATTTTCAAATAAGACGGA............................................................................ 1 20
..............................................AAATTTTCAAATAAGACGGAC........................................................................... 2 21
..............................................AAATTTTCAAATAAGACGGACG.......................................................................... 2 22
..............................................AAATTTTCAAATAAGACGGACGG......................................................................... 8 23
..............................................AAATTTTCAAATAAGACGGACGGT........................................................................ 56 24
..............................................AAATTTTCAAATAAGACGGACGGTT....................................................................... 2 25
...............................................AATTTTCAAATAAGACGGA............................................................................ 1 19
...............................................AATTTTCAAATAAGACGGAC........................................................................... 1 20
...............................................AATTTTCAAATAAGACGGACGG......................................................................... 4 22
...............................................AATTTTCAAATAAGACGGACGGT........................................................................ 12 23
...............................................AATTTTCAAATAAGACGGACGGTT....................................................................... 10 24
...............................................AATTTTCAAATAAGACGGACGGTTA...................................................................... 2 25
................................................ATTTTCAAATAAGACGGACGG......................................................................... 3 21
................................................ATTTTCAAATAAGACGGACGGT........................................................................ 1 22
................................................ATTTTCAAATAAGACGGACGGTT....................................................................... 7 23
................................................ATTTTCAAATAAGACGGACGGTTA...................................................................... 23 24
.................................................TTTTCAAATAAGACGGAC........................................................................... 1 18
.................................................TTTTCAAATAAGACGGACGG......................................................................... 2 20
.................................................TTTTCAAATAAGACGGACGGT........................................................................ 34 21
.................................................TTTTCAAATAAGACGGACGGTT....................................................................... 5 22
.................................................TTTTCAAATAAGACGGACGGTTA...................................................................... 6 23
.................................................TTTTCAAATAAGACGGACGGTTAA..................................................................... 4 24
..................................................TTTCAAATAAGACGGACG.......................................................................... 2 18
..................................................TTTCAAATAAGACGGACGG......................................................................... 3 19
..................................................TTTCAAATAAGACGGACGGT........................................................................ 6 20
..................................................TTTCAAATAAGACGGACGGTT....................................................................... 3 21
..................................................TTTCAAATAAGACGGACGGTTA...................................................................... 4 22
..................................................TTTCAAATAAGACGGACGGTTAA..................................................................... 1 23
..................................................TTTCAAATAAGACGGACGGTTAAA.................................................................... 7 24
...................................................TTCAAATAAGACGGACGG......................................................................... 1 18
...................................................TTCAAATAAGACGGACGGT........................................................................ 4 19
...................................................TTCAAATAAGACGGACGGTT....................................................................... 2 20
...................................................TTCAAATAAGACGGACGGTTA...................................................................... 1 21
...................................................TTCAAATAAGACGGACGGTTAAA.................................................................... 1 23
...................................................TTCAAATAAGACGGACGGTTAAAC................................................................... 8 24
....................................................TCAAATAAGACGGACGGTT....................................................................... 1 19
....................................................TCAAATAAGACGGACGGTTA...................................................................... 1 20
....................................................TCAAATAAGACGGACGGTTAA..................................................................... 2 21
......................................................AAATAAGACGGACGGTTAA..................................................................... 3 19
......................................................AAATAAGACGGACGGTTAAA.................................................................... 7 20
......................................................AAATAAGACGGACGGTTAAAC................................................................... 10 21
......................................................AAATAAGACGGACGGTTAAACG.................................................................. 1 22
......................................................AAATAAGACGGACGGTTAAACGT................................................................. 1 23
.......................................................AATAAGACGGACGGTTAAAC................................................................... 3 20
........................................................ATAAGACGGACGGTTAAA.................................................................... 1 18
........................................................ATAAGACGGACGGTTAAACGTTGG.............................................................. 2 24
.........................................................TAAGACGGACGGTTAAACGT................................................................. 1 20
.........................................................TAAGACGGACGGTTAAACGTTGGA............................................................. 2 24
..........................................................AAGACGGACGGTTAAACGTTGGA............................................................. 2 23
..........................................................AAGACGGACGGTTAAACGTTGGAC............................................................ 8 24
...........................................................AGACGGACGGTTAAACGTTGGA............................................................. 1 22
.............................................................ACGGACGGTTAAACGTTGGACACG......................................................... 1 24
................................................................GACGGTTAAACGTTGGACACG......................................................... 1 21



................................................................GACGGTTAAACGTTGGACACGA........................................................ 2 22

................................................................GACGGTTAAACGTTGGACACGAA....................................................... 5 23

................................................................GACGGTTAAACGTTGGACACGAAT...................................................... 8 24

................................................................GACGGTTAAACGTTGGACACGAATA..................................................... 1 25

.................................................................ACGGTTAAACGTTGGACA........................................................... 1 18

.................................................................ACGGTTAAACGTTGGACACG......................................................... 1 20

.................................................................ACGGTTAAACGTTGGACACGA........................................................ 1 21

.................................................................ACGGTTAAACGTTGGACACGAATA..................................................... 4 24

..................................................................CGGTTAAACGTTGGACACG......................................................... 1 19

...................................................................GGTTAAACGTTGGACACGA........................................................ 1 19

........................................................................AACGTTGGACACGAATACATATAG.............................................. 4 24

.........................................................................ACGTTGGACACGAATACATATAGC............................................. 4 24

...........................................................................GTTGGACACGAATACATATAGCTG........................................... 1 24

.............................................................................TGGACACGAATACATATAGCTGCA......................................... 2 24

............................................................................................ATAGCTGCACTTATTTTGGGA............................. 1 21

............................................................................................ATAGCTGCACTTATTTTGGGACGG.......................... 3 24

..............................................................................................AGCTGCACTTATTTTGGGAC............................ 1 20

..............................................................................................AGCTGCACTTATTTTGGGACGG.......................... 1 22

..............................................................................................AGCTGCACTTATTTTGGGACGGA......................... 3 23

..............................................................................................AGCTGCACTTATTTTGGGACGGAT........................ 2 24

...............................................................................................GCTGCACTTATTTTGGGACGG.......................... 1 21

...............................................................................................GCTGCACTTATTTTGGGACGGA......................... 1 22

................................................................................................CTGCACTTATTTTGGGACGG.......................... 1 20

................................................................................................CTGCACTTATTTTGGGACGGA......................... 4 21

................................................................................................CTGCACTTATTTTGGGACGGATGT...................... 1 24

.................................................................................................TGCACTTATTTTGGGACGGATGTA..................... 1 24

..................................................................................................GCACTTATTTTGGGACGGA......................... 2 19

..................................................................................................GCACTTATTTTGGGACGGATGTAG.................... 1 24

....................................................................................................ACTTATTTTGGGACGGATGTAGTA.................. 1 24

>osa-miR812c_MIMAT0004051_Oryza_sativa_miR812c
TATTCATGTTTTATCATTTAACAATAATAATAACACCAATCATAAAAAAAAATTATATAAGACGGACGGTTAAACGTTGGACACGGAAACCCAAGAATTGAGTCTTTTTGGGATGGATGGAGTATTTGGTAGCAATTAATGA
************************************************************GACGGACGGTTAAACGTTGGAC************************************************************ osa-miR812c 22
...........................................AAAAAAAAATTATATAAGACGGAC........................................................................... 4 24
...........................................AAAAAAAAATTATATAAGACGGACG.......................................................................... 2 25
............................................AAAAAAAATTATATAAGACGGAC........................................................................... 3 23
.............................................AAAAAAATTATATAAGACGGAC........................................................................... 1 22
......................................................ATATAAGACGGACGGTTA...................................................................... 1 18
......................................................ATATAAGACGGACGGTTAAA.................................................................... 2 20
........................................................ATAAGACGGACGGTTAAA.................................................................... 1 18
........................................................ATAAGACGGACGGTTAAACGTTGG.............................................................. 2 24
.........................................................TAAGACGGACGGTTAAACGT................................................................. 1 20
.........................................................TAAGACGGACGGTTAAACGTTGGA............................................................. 2 24
..........................................................AAGACGGACGGTTAAACGTTGGA............................................................. 2 23
..........................................................AAGACGGACGGTTAAACGTTGGAC............................................................ 8 24
...........................................................AGACGGACGGTTAAACGTTGGA............................................................. 1 22
.............................................................ACGGACGGTTAAACGTTGGACACG......................................................... 1 24
...............................................................GGACGGTTAAACGTTGGACACGGA....................................................... 5 24
................................................................GACGGTTAAACGTTGGACACG......................................................... 1 21
................................................................GACGGTTAAACGTTGGACACGG........................................................ 2 22
................................................................GACGGTTAAACGTTGGACACGGA....................................................... 6 23
................................................................GACGGTTAAACGTTGGACACGGAA...................................................... 35 24
................................................................GACGGTTAAACGTTGGACACGGAAA..................................................... 1 25
.................................................................ACGGTTAAACGTTGGACA........................................................... 1 18
.................................................................ACGGTTAAACGTTGGACACG......................................................... 1 20
.................................................................ACGGTTAAACGTTGGACACGG........................................................ 4 21
.................................................................ACGGTTAAACGTTGGACACGGA....................................................... 2 22
.................................................................ACGGTTAAACGTTGGACACGGAA...................................................... 3 23
.................................................................ACGGTTAAACGTTGGACACGGAAA..................................................... 13 24
..................................................................CGGTTAAACGTTGGACACG......................................................... 1 19
..................................................................CGGTTAAACGTTGGACACGGAAAC.................................................... 3 24
...................................................................GGTTAAACGTTGGACACGGA....................................................... 1 20
...................................................................GGTTAAACGTTGGACACGGAA...................................................... 1 21
.....................................................................TTAAACGTTGGACACGGA....................................................... 1 18
.....................................................................TTAAACGTTGGACACGGAAACC................................................... 1 22
......................................................................TAAACGTTGGACACGGAAAC.................................................... 1 20
.......................................................................AAACGTTGGACACGGAAA..................................................... 1 18
.......................................................................AAACGTTGGACACGGAAAC.................................................... 1 19
.......................................................................AAACGTTGGACACGGAAACCCAAG............................................... 3 24
............................................................................TTGGACACGGAAACCCAAGAA............................................. 1 21

>osa-miR812d_MIMAT0004052_Oryza_sativa_miR812d
ATTATTCATGTTTTATCATATAAGAACAATAAAAATACTAATCATAAAAAAAGTAAATAAGACGGACGGTTAAACGTTGGACACGAAAACCCACTGCCGCACTTAAAATGGGACTGAGGGAGTAGAATATTGGATTTTCGAC
************************************************************GACGGACGGTTAAACGTTGGAC************************************************************ osa-miR812d 22
...........................................ATAAAAAAAGTAAATAAGACGGAC........................................................................... 1 24
......................................................AAATAAGACGGACGGTTAA..................................................................... 3 19
......................................................AAATAAGACGGACGGTTAAA.................................................................... 7 20
......................................................AAATAAGACGGACGGTTAAAC................................................................... 10 21
......................................................AAATAAGACGGACGGTTAAACG.................................................................. 1 22
......................................................AAATAAGACGGACGGTTAAACGT................................................................. 1 23
.......................................................AATAAGACGGACGGTTAAAC................................................................... 3 20
........................................................ATAAGACGGACGGTTAAA.................................................................... 1 18
........................................................ATAAGACGGACGGTTAAACGTTGG.............................................................. 2 24
.........................................................TAAGACGGACGGTTAAACGT................................................................. 1 20
.........................................................TAAGACGGACGGTTAAACGTTGGA............................................................. 2 24
..........................................................AAGACGGACGGTTAAACGTTGGA............................................................. 2 23
..........................................................AAGACGGACGGTTAAACGTTGGAC............................................................ 8 24
...........................................................AGACGGACGGTTAAACGTTGGA............................................................. 1 22
.............................................................ACGGACGGTTAAACGTTGGACACG......................................................... 1 24
................................................................GACGGTTAAACGTTGGACACG......................................................... 1 21
................................................................GACGGTTAAACGTTGGACACGA........................................................ 2 22
................................................................GACGGTTAAACGTTGGACACGAA....................................................... 5 23
................................................................GACGGTTAAACGTTGGACACGAAA...................................................... 9 24
................................................................GACGGTTAAACGTTGGACACGAAAA..................................................... 1 25
.................................................................ACGGTTAAACGTTGGACA........................................................... 1 18
.................................................................ACGGTTAAACGTTGGACACG......................................................... 1 20
.................................................................ACGGTTAAACGTTGGACACGA........................................................ 1 21
.................................................................ACGGTTAAACGTTGGACACGAAA...................................................... 1 23
.................................................................ACGGTTAAACGTTGGACACGAAAA..................................................... 3 24
..................................................................CGGTTAAACGTTGGACACG......................................................... 1 19
...................................................................GGTTAAACGTTGGACACGA........................................................ 1 19
...................................................................GGTTAAACGTTGGACACGAAAACC................................................... 1 24
.......................................................................AAACGTTGGACACGAAAA..................................................... 1 18
.......................................................................AAACGTTGGACACGAAAAC.................................................... 2 19
.................................................................................................CGCACTTAAAATGGGACTGAGGGA..................... 1 24

>osa-miR812e_MIMAT0004053_Oryza_sativa_miR812e
ATAAATATTACTTCATGCGTGACTTAATTTTTAAAAAAATTTCATAAAATTTTTAAATAAGACGGACGGTTAAACGTTGGACACGGAAACTTATAACTGCACATGAAATGGGACGGAGGGAGTACTAGATAATACTTTGGGC
************************************************************GACGGACGGTTAAACGTTGGAC************************************************************ osa-miR812e 22



.............................................AAAATTTTTAAATAAGACGGACG.......................................................................... 1 23

.............................................AAAATTTTTAAATAAGACGGACGG......................................................................... 8 24

..............................................AAATTTTTAAATAAGACGGACGG......................................................................... 1 23

..............................................AAATTTTTAAATAAGACGGACGGT........................................................................ 3 24

...............................................AATTTTTAAATAAGACGGACG.......................................................................... 1 21

................................................ATTTTTAAATAAGACGGACGGTTA...................................................................... 1 24

.................................................TTTTTAAATAAGACGGACG.......................................................................... 1 19

.................................................TTTTTAAATAAGACGGACGG......................................................................... 2 20

.................................................TTTTTAAATAAGACGGACGGT........................................................................ 14 21

.................................................TTTTTAAATAAGACGGACGGTT....................................................................... 6 22

.................................................TTTTTAAATAAGACGGACGGTTA...................................................................... 2 23

.................................................TTTTTAAATAAGACGGACGGTTAA..................................................................... 2 24

..................................................TTTTAAATAAGACGGACGG......................................................................... 2 19

..................................................TTTTAAATAAGACGGACGGT........................................................................ 3 20

..................................................TTTTAAATAAGACGGACGGTT....................................................................... 2 21

..................................................TTTTAAATAAGACGGACGGTTA...................................................................... 2 22

..................................................TTTTAAATAAGACGGACGGTTAA..................................................................... 2 23

..................................................TTTTAAATAAGACGGACGGTTAAA.................................................................... 3 24

...................................................TTTAAATAAGACGGACGGTT....................................................................... 3 20

...................................................TTTAAATAAGACGGACGGTTA...................................................................... 5 21

...................................................TTTAAATAAGACGGACGGTTAAA.................................................................... 1 23

...................................................TTTAAATAAGACGGACGGTTAAAC................................................................... 1 24

....................................................TTAAATAAGACGGACGGTT....................................................................... 1 19

....................................................TTAAATAAGACGGACGGTTA...................................................................... 1 20

....................................................TTAAATAAGACGGACGGTTAAA.................................................................... 1 22

....................................................TTAAATAAGACGGACGGTTAAAC................................................................... 1 23

......................................................AAATAAGACGGACGGTTAA..................................................................... 3 19

......................................................AAATAAGACGGACGGTTAAA.................................................................... 7 20

......................................................AAATAAGACGGACGGTTAAAC................................................................... 10 21

......................................................AAATAAGACGGACGGTTAAACG.................................................................. 1 22

......................................................AAATAAGACGGACGGTTAAACGT................................................................. 1 23

.......................................................AATAAGACGGACGGTTAAAC................................................................... 3 20

........................................................ATAAGACGGACGGTTAAA.................................................................... 1 18

........................................................ATAAGACGGACGGTTAAACGTTGG.............................................................. 2 24

.........................................................TAAGACGGACGGTTAAACGT................................................................. 1 20

.........................................................TAAGACGGACGGTTAAACGTTGGA............................................................. 2 24

..........................................................AAGACGGACGGTTAAACGTTGGA............................................................. 2 23

..........................................................AAGACGGACGGTTAAACGTTGGAC............................................................ 8 24

...........................................................AGACGGACGGTTAAACGTTGGA............................................................. 1 22

.............................................................ACGGACGGTTAAACGTTGGACACG......................................................... 1 24

...............................................................GGACGGTTAAACGTTGGACACGGA....................................................... 5 24

................................................................GACGGTTAAACGTTGGACACG......................................................... 1 21

................................................................GACGGTTAAACGTTGGACACGG........................................................ 2 22

................................................................GACGGTTAAACGTTGGACACGGA....................................................... 6 23

................................................................GACGGTTAAACGTTGGACACGGAA...................................................... 35 24

................................................................GACGGTTAAACGTTGGACACGGAAA..................................................... 1 25

.................................................................ACGGTTAAACGTTGGACA........................................................... 1 18

.................................................................ACGGTTAAACGTTGGACACG......................................................... 1 20

.................................................................ACGGTTAAACGTTGGACACGG........................................................ 4 21

.................................................................ACGGTTAAACGTTGGACACGGA....................................................... 2 22

.................................................................ACGGTTAAACGTTGGACACGGAA...................................................... 3 23

.................................................................ACGGTTAAACGTTGGACACGGAAA..................................................... 13 24

..................................................................CGGTTAAACGTTGGACACG......................................................... 1 19

..................................................................CGGTTAAACGTTGGACACGGAAAC.................................................... 3 24

...................................................................GGTTAAACGTTGGACACGGA....................................................... 1 20

...................................................................GGTTAAACGTTGGACACGGAA...................................................... 1 21

.....................................................................TTAAACGTTGGACACGGA....................................................... 1 18

......................................................................TAAACGTTGGACACGGAAAC.................................................... 1 20

.......................................................................AAACGTTGGACACGGAAA..................................................... 1 18

.......................................................................AAACGTTGGACACGGAAAC.................................................... 1 19

>osa-miR813_MIMAT0004054_Oryza_sativa_miR813
TCACTATAATAAATCATGGATTAATATACCTCATTAGATTCGTCTCGCAAAATAGCCTAGGGGTTATGGAATGGGTTTTACCACTAATCTATGTTTAATAATCCTAAATAGCAAGATTCTGGAGGGCTATTTAATAGCCCTC
************************************************************GGGTTATGGAATGGGTTTTACC************************************************************ osa-miR813 22
......................AATATACCTCATTAGATTCGTCTC................................................................................................ 5 24
.........................ATACCTCATTAGATTCGTCTCGCA............................................................................................. 2 24
.............................CTCATTAGATTCGTCTCGCAA............................................................................................ 2 21
...............................CATTAGATTCGTCTCGCAAAATAG....................................................................................... 1 24
................................ATTAGATTCGTCTCGCAAAATAGC...................................................................................... 1 24
.................................TTAGATTCGTCTCGCAAA........................................................................................... 1 18
.................................TTAGATTCGTCTCGCAAAAT......................................................................................... 3 20
.................................TTAGATTCGTCTCGCAAAATA........................................................................................ 4 21
.................................TTAGATTCGTCTCGCAAAATAGCC..................................................................................... 1 24
..........................................TCTCGCAAAATAGCCTAGGGG............................................................................... 1 21
..............................................GCAAAATAGCCTAGGGGTTATGGA........................................................................ 1 24
................................................AAAATAGCCTAGGGGTTATGGA........................................................................ 1 22
..................................................AATAGCCTAGGGGTTATGGAATGG.................................................................... 1 24
.....................................................AGCCTAGGGGTTATGGAATGGGTT................................................................. 2 24
...................................................................................................AATCCTAAATAGCAAGATTCTGGA................... 2 24
......................................................................................................CCTAAATAGCAAGATTCTGGAGGG................ 2 24
.......................................................................................................CTAAATAGCAAGATTCTGGAG.................. 1 21
.......................................................................................................CTAAATAGCAAGATTCTGGAGGG................ 2 23
.......................................................................................................CTAAATAGCAAGATTCTGGAGGGC............... 26 24
.......................................................................................................CTAAATAGCAAGATTCTGGAGGGCT.............. 2 25
........................................................................................................TAAATAGCAAGATTCTGGA................... 1 19
........................................................................................................TAAATAGCAAGATTCTGGAGGG................ 1 22
........................................................................................................TAAATAGCAAGATTCTGGAGGGC............... 2 23
.........................................................................................................AAATAGCAAGATTCTGGAGGG................ 1 21
.........................................................................................................AAATAGCAAGATTCTGGAGGGC............... 4 22
.........................................................................................................AAATAGCAAGATTCTGGAGGGCTA............. 10 24
..........................................................................................................AATAGCAAGATTCTGGAGGGCTAT............ 2 24
...........................................................................................................ATAGCAAGATTCTGGAGGGC............... 1 20
...........................................................................................................ATAGCAAGATTCTGGAGGGCTATT........... 1 24
.............................................................................................................AGCAAGATTCTGGAGGGCTATTTA......... 1 24
................................................................................................................AAGATTCTGGAGGGCTATTTAA........ 3 22
................................................................................................................AAGATTCTGGAGGGCTATTTAATA...... 5 24
.................................................................................................................AGATTCTGGAGGGCTATTTAATA...... 1 23
.................................................................................................................AGATTCTGGAGGGCTATTTAATAG..... 34 24
..................................................................................................................GATTCTGGAGGGCTATTTAATAGC.... 1 24

>osa-miR814a_MIMAT0004055_Oryza_sativa_miR814a
GAGTAGTAAAAAAAAATACTCCCTCCGTCCAATAATATAGTAACCTAGTACCGGACGAGACACTTCATAGTACAACGAATCTGGACAGTAAGCCTGTCCAGATTCGTTGTACTATGAAGTGTCATATCCGGTCCTAAGTTGC
************************************************************CACTTCATAGTACAACGAATCT************************************************************ osa-miR814a 22
.................................AATATAGTAACCTAGTACCGGACG..................................................................................... 1 24
....................................ATAGTAACCTAGTACCGGACGAGA.................................................................................. 1 24
.....................................TAGTAACCTAGTACCGGACGAG................................................................................... 1 22
......................................AGTAACCTAGTACCGGACGAGACA................................................................................ 1 24
..............................................AGTACCGGACGAGACACTTCATAG........................................................................ 1 24
......................................................ACGAGACACTTCATAGTACAACGA................................................................ 1 24
...................................................................TAGTACAACGAATCTGGAC........................................................ 1 19



....................................................................AGTACAACGAATCTGGAC........................................................ 1 18

................................................................................................TCCAGATTCGTTGTACTAT........................... 1 19

................................................................................................TCCAGATTCGTTGTACTATGA......................... 1 21

...................................................................................................AGATTCGTTGTACTATGAAGTGTC................... 1 24

....................................................................................................GATTCGTTGTACTATGAAGTGTCA.................. 1 24

>osa-miR814b_MIMAT0004056_Oryza_sativa_miR814b
TTTTCTGAACTTATACTACTCCCTCCGTCCCATAATATAGTAATCTAAAACCGGACGAGACACTTCATAGTACAACGAATCTGGACATGAAGATTCGTTGTACTATAAAGTGTCTCGTCTGGTCCTAGGTTGCTATATTATA
************************************************************CACTTCATAGTACAACGAATCT************************************************************ osa-miR814b 22
..............ACTACTCCCTCCGTCCCATAA........................................................................................................... 1 21
......................................................ACGAGACACTTCATAGTACAACGA................................................................ 1 24
................................................................TCATAGTACAACGAATCTGGACAT...................................................... 1 24
...................................................................TAGTACAACGAATCTGGAC........................................................ 1 19
....................................................................AGTACAACGAATCTGGAC........................................................ 1 18
...................................................................................................GTACTATAAAGTGTCTCGTCTGGT................... 4 24
.....................................................................................................ACTATAAAGTGTCTCGTCTGGTCC................. 4 24
..........................................................................................................AAAGTGTCTCGTCTGGTCCTAGG............. 1 23

>osa-miR815a_MIMAT0004058_Oryza_sativa_miR815a
ATTTTTTTTAGACTCTTAATTTCTTTTTCTAGGATGAACTCTTAGGGTGTGTTTGAGGAGAAGGGGATTGAGGAGATTGGGGAGATACGCAAAACGAGGTGAGTCATTAGCTTATGATTAATTGAGTATTAACTATTTTAA
************************************************************AAGGGGATTGAGGAGATTGGG************************************************************ osa-miR815a 21
..........................................TAGGGTGTGTTTGAGGAGAAGGG............................................................................ 2 23
...........................................AGGGTGTGTTTGAGGAGAAGGGG........................................................................... 2 23
...........................................AGGGTGTGTTTGAGGAGAAGGGGA.......................................................................... 1 24
............................................GGGTGTGTTTGAGGAGAAGGGGA.......................................................................... 1 23
............................................GGGTGTGTTTGAGGAGAAGGGGAT......................................................................... 5 24
.............................................GGTGTGTTTGAGGAGAAGGGGAT......................................................................... 2 23
.............................................GGTGTGTTTGAGGAGAAGGGGATT........................................................................ 3 24
..............................................GTGTGTTTGAGGAGAAGGGGATT........................................................................ 2 23
...............................................TGTGTTTGAGGAGAAGGGGATTG....................................................................... 3 23
...............................................TGTGTTTGAGGAGAAGGGGATTGA...................................................................... 3 24
................................................GTGTTTGAGGAGAAGGGGATTGA...................................................................... 1 23
................................................GTGTTTGAGGAGAAGGGGATTGAG..................................................................... 7 24
.................................................TGTTTGAGGAGAAGGGGATTGAGG.................................................................... 1 24
..................................................GTTTGAGGAGAAGGGGATT........................................................................ 1 19
..................................................GTTTGAGGAGAAGGGGATTGAGG.................................................................... 3 23
..................................................GTTTGAGGAGAAGGGGATTGAGGA................................................................... 10 24
...................................................TTTGAGGAGAAGGGGATTGAG..................................................................... 1 21
...................................................TTTGAGGAGAAGGGGATTGAGGA................................................................... 2 23
...................................................TTTGAGGAGAAGGGGATTGAGGAG.................................................................. 3 24
....................................................TTGAGGAGAAGGGGATTGAGGAGA................................................................. 2 24
.....................................................TGAGGAGAAGGGGATTGAGGAG.................................................................. 1 22
.....................................................TGAGGAGAAGGGGATTGAGGAGA................................................................. 3 23
.....................................................TGAGGAGAAGGGGATTGAGGAGAT................................................................ 4 24
......................................................GAGGAGAAGGGGATTGAGGAG.................................................................. 1 21
......................................................GAGGAGAAGGGGATTGAGGAGAT................................................................ 4 23
......................................................GAGGAGAAGGGGATTGAGGAGATT............................................................... 1 24
.......................................................AGGAGAAGGGGATTGAGGAG.................................................................. 1 20
.......................................................AGGAGAAGGGGATTGAGGAGA................................................................. 1 21
.......................................................AGGAGAAGGGGATTGAGGAGAT................................................................ 1 22
.......................................................AGGAGAAGGGGATTGAGGAGATT............................................................... 3 23
........................................................GGAGAAGGGGATTGAGGAGATTGG............................................................. 8 24
........................................................GGAGAAGGGGATTGAGGAGATTGGG............................................................ 1 25
.........................................................GAGAAGGGGATTGAGGAGA................................................................. 1 19
.........................................................GAGAAGGGGATTGAGGAGATTGG............................................................. 13 23
.........................................................GAGAAGGGGATTGAGGAGATTGGG............................................................ 13 24
..........................................................AGAAGGGGATTGAGGAGA................................................................. 2 18
..........................................................AGAAGGGGATTGAGGAGAT................................................................ 5 19
..........................................................AGAAGGGGATTGAGGAGATT............................................................... 2 20
..........................................................AGAAGGGGATTGAGGAGATTG.............................................................. 2 21
..........................................................AGAAGGGGATTGAGGAGATTGG............................................................. 4 22
..........................................................AGAAGGGGATTGAGGAGATTGGG............................................................ 37 23
..........................................................AGAAGGGGATTGAGGAGATTGGGG........................................................... 1 24
..........................................................AGAAGGGGATTGAGGAGATTGGGGA.......................................................... 1 25
...........................................................GAAGGGGATTGAGGAGATTGGG............................................................ 4 22
...........................................................GAAGGGGATTGAGGAGATTGGGG........................................................... 12 23
...........................................................GAAGGGGATTGAGGAGATTGGGGA.......................................................... 11 24
............................................................AAGGGGATTGAGGAGATTGGG............................................................ 1 21
............................................................AAGGGGATTGAGGAGATTGGGGA.......................................................... 2 23
............................................................AAGGGGATTGAGGAGATTGGGGAG......................................................... 1 24
.............................................................AGGGGATTGAGGAGATTGG............................................................. 1 19
.............................................................AGGGGATTGAGGAGATTGGG............................................................ 4 20
.............................................................AGGGGATTGAGGAGATTGGGGA.......................................................... 1 22
.............................................................AGGGGATTGAGGAGATTGGGGAG......................................................... 2 23
.............................................................AGGGGATTGAGGAGATTGGGGAGA........................................................ 4 24
..............................................................GGGGATTGAGGAGATTGG............................................................. 1 18
..............................................................GGGGATTGAGGAGATTGGG............................................................ 4 19
..............................................................GGGGATTGAGGAGATTGGGG........................................................... 3 20
..............................................................GGGGATTGAGGAGATTGGGGA.......................................................... 3 21
..............................................................GGGGATTGAGGAGATTGGGGAG......................................................... 2 22
..............................................................GGGGATTGAGGAGATTGGGGAGA........................................................ 16 23
..............................................................GGGGATTGAGGAGATTGGGGAGAT....................................................... 27 24
...............................................................GGGATTGAGGAGATTGGGGAGA........................................................ 1 22
...............................................................GGGATTGAGGAGATTGGGGAGAT....................................................... 1 23
...............................................................GGGATTGAGGAGATTGGGGAGATA...................................................... 1 24
..................................................................ATTGAGGAGATTGGGGAGA........................................................ 2 19
..................................................................ATTGAGGAGATTGGGGAGATA...................................................... 3 21
..................................................................ATTGAGGAGATTGGGGAGATACGC................................................... 1 24
....................................................................TGAGGAGATTGGGGAGAT....................................................... 1 18
....................................................................TGAGGAGATTGGGGAGATACGCA.................................................. 4 23
....................................................................TGAGGAGATTGGGGAGATACGCAA................................................. 11 24
.....................................................................GAGGAGATTGGGGAGATACGCA.................................................. 1 22
.....................................................................GAGGAGATTGGGGAGATACGCAAA................................................ 2 24
.......................................................................GGAGATTGGGGAGATACGCAAAA............................................... 1 23
...................................................................................GATACGCAAAACGAGGTGAG...................................... 1 20
...................................................................................GATACGCAAAACGAGGTGAGTCAT.................................. 2 24

>osa-miR815b_MIMAT0004059_Oryza_sativa_miR815b
GCGTATATTCCCAATCTTCTCTATTTCCTTCTCCTCAAACACAGCCTGGGAGTGTTTGAGAAGGGGATTGAGGAGATTGGGAAGATACGTAAAACGAGGTGAGCCATTAGCTCATGATTAATTGAGTATTAACTATTTTAA
************************************************************AAGGGGATTGAGGAGATTGGG************************************************************ osa-miR815b 21
.........................................................GAGAAGGGGATTGAGGAGA................................................................. 1 19
.........................................................GAGAAGGGGATTGAGGAGATTGG............................................................. 13 23
.........................................................GAGAAGGGGATTGAGGAGATTGGG............................................................ 13 24
..........................................................AGAAGGGGATTGAGGAGA................................................................. 2 18
..........................................................AGAAGGGGATTGAGGAGAT................................................................ 5 19
..........................................................AGAAGGGGATTGAGGAGATT............................................................... 2 20
..........................................................AGAAGGGGATTGAGGAGATTG.............................................................. 2 21
..........................................................AGAAGGGGATTGAGGAGATTGG............................................................. 4 22
..........................................................AGAAGGGGATTGAGGAGATTGGG............................................................ 37 23



..........................................................AGAAGGGGATTGAGGAGATTGGGA........................................................... 18 24

...........................................................GAAGGGGATTGAGGAGATTGGG............................................................ 4 22
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....................................................................TAAGACTTTCTAGCATTGCCCAC................................................... 1 23
....................................................................TAAGACTTTCTAGCATTGCCCACA.................................................. 11 24
.....................................................................AAGACTTTCTAGCATTGCCC..................................................... 2 20
.....................................................................AAGACTTTCTAGCATTGCCCA.................................................... 2 21
.....................................................................AAGACTTTCTAGCATTGCCCAC................................................... 1 22
.....................................................................AAGACTTTCTAGCATTGCCCACA.................................................. 4 23
.....................................................................AAGACTTTCTAGCATTGCCCACAT................................................. 3 24
......................................................................AGACTTTCTAGCATTGCCCAC................................................... 10 21
......................................................................AGACTTTCTAGCATTGCCCACA.................................................. 2 22
........................................................................ACTTTCTAGCATTGCCCAC................................................... 1 19
........................................................................ACTTTCTAGCATTGCCCACAT................................................. 1 21
.............................................................................CTAGCATTGCCCACATTCAT............................................. 1 20
..............................................................................TAGCATTGCCCACATTCATATA.......................................... 1 22
...................................................................................TTGCCCACATTCATATAGATG...................................... 1 21
...................................................................................TTGCCCACATTCATATAGATGTT.................................... 1 23
............................................................................................TTCATATAGATGTTAATGAAT............................. 2 21
...............................................................................................ATATAGATGTTAATGAATCTAG......................... 1 22
...............................................................................................ATATAGATGTTAATGAATCTAGGC....................... 13 24
................................................................................................TATAGATGTTAATGAATCTA.......................... 1 20
.................................................................................................ATAGATGTTAATGAATCTAGGC....................... 1 22
...................................................................................................AGATGTTAATGAATCTAGGCA...................... 1 21
...................................................................................................AGATGTTAATGAATCTAGGCATA.................... 1 23
.....................................................................................................ATGTTAATGAATCTAGGCATAT................... 1 22

>osa-miR819b_MIMAT0004069_Oryza_sativa_miR819b
TGAGAGCTAACATCCTTAATTTTTTTACACCTCTCCTCCACGTAAGCTACTACCTCCGTTTCAGGTTATAAGACTTTCTAGCATTACCCACATTCATATAGATATTAATGAATCTAGACATACATATATGTCTAGATTCATT
************************************************************TCAGGTTATAAGACTTTCTAGC************************************************************ osa-miR819b 22
..................................................TACCTCCGTTTCAGGTTATAAGAC.................................................................... 1 24
......................................................TCCGTTTCAGGTTATAAGACT................................................................... 2 21
.........................................................GTTTCAGGTTATAAGACTTTCTAGC............................................................ 1 25
............................................................TCAGGTTATAAGACTTTCTAGCAT.......................................................... 25 24
.............................................................CAGGTTATAAGACTTTCT............................................................... 1 18
.............................................................CAGGTTATAAGACTTTCTAGCA........................................................... 2 22
.............................................................CAGGTTATAAGACTTTCTAGCAT.......................................................... 3 23
.............................................................CAGGTTATAAGACTTTCTAGCATT......................................................... 14 24
..............................................................AGGTTATAAGACTTTCTAGCA........................................................... 6 21
..............................................................AGGTTATAAGACTTTCTAGCAT.......................................................... 1 22
..............................................................AGGTTATAAGACTTTCTAGCATT......................................................... 2 23
.................................................................TTATAAGACTTTCTAGCAT.......................................................... 1 19
.................................................................TTATAAGACTTTCTAGCATT......................................................... 1 20
.................................................................TTATAAGACTTTCTAGCATTA........................................................ 2 21
.................................................................TTATAAGACTTTCTAGCATTACCC..................................................... 2 24
..................................................................TATAAGACTTTCTAGCATT......................................................... 1 19
...................................................................ATAAGACTTTCTAGCATT......................................................... 2 18
...................................................................ATAAGACTTTCTAGCATTA........................................................ 1 19
...................................................................ATAAGACTTTCTAGCATTACCC..................................................... 3 22
...................................................................ATAAGACTTTCTAGCATTACCCA.................................................... 4 23
...................................................................ATAAGACTTTCTAGCATTACCCAC................................................... 46 24
....................................................................TAAGACTTTCTAGCATTACCC..................................................... 1 21
.....................................................................AAGACTTTCTAGCATTACCCA.................................................... 1 21
.....................................................................AAGACTTTCTAGCATTACCCACA.................................................. 2 23
.....................................................................AAGACTTTCTAGCATTACCCACAT................................................. 8 24
......................................................................AGACTTTCTAGCATTACCCACAT................................................. 1 23
......................................................................AGACTTTCTAGCATTACCCACATT................................................ 2 24
.........................................................................CTTTCTAGCATTACCCACATTCAT............................................. 1 24
...............................................................................AGCATTACCCACATTCATATAGAT....................................... 1 24
...............................................................................................ATATAGATATTAATGAATCTAGA........................ 1 23
.....................................................................................................ATATTAATGAATCTAGACATACAT................. 2 24
.......................................................................................................ATTAATGAATCTAGACATACATATA.............. 1 25



>osa-miR819c_MIMAT0004070_Oryza_sativa_miR819c
GAGCAAAGGTATCATGATACCCTATTAACATTAGTAAACTTAACACCTACTACCTCCGTTTCAGGTTATAAGACTTTCTAGCATTGCCCACATTCATATAGATGTTAATGAATCTAGGCACACATATATGTCTAGATTCATT
************************************************************TCAGGTTATAAGACTTTCTAGC************************************************************ osa-miR819c 22
..................................................TACCTCCGTTTCAGGTTATAAGAC.................................................................... 1 24
......................................................TCCGTTTCAGGTTATAAGACT................................................................... 2 21
.........................................................GTTTCAGGTTATAAGACTTTCTAGC............................................................ 1 25
............................................................TCAGGTTATAAGACTTTCTAGCAT.......................................................... 25 24
.............................................................CAGGTTATAAGACTTTCT............................................................... 1 18
.............................................................CAGGTTATAAGACTTTCTAGCA........................................................... 2 22
.............................................................CAGGTTATAAGACTTTCTAGCAT.......................................................... 3 23
.............................................................CAGGTTATAAGACTTTCTAGCATT......................................................... 14 24
..............................................................AGGTTATAAGACTTTCTAGCA........................................................... 6 21
..............................................................AGGTTATAAGACTTTCTAGCAT.......................................................... 1 22
..............................................................AGGTTATAAGACTTTCTAGCATT......................................................... 2 23
..............................................................AGGTTATAAGACTTTCTAGCATTG........................................................ 1 24
................................................................GTTATAAGACTTTCTAGCATTGCC...................................................... 6 24
.................................................................TTATAAGACTTTCTAGCAT.......................................................... 1 19
.................................................................TTATAAGACTTTCTAGCATT......................................................... 1 20
.................................................................TTATAAGACTTTCTAGCATTG........................................................ 7 21
.................................................................TTATAAGACTTTCTAGCATTGC....................................................... 1 22
.................................................................TTATAAGACTTTCTAGCATTGCCC..................................................... 2 24
..................................................................TATAAGACTTTCTAGCATT......................................................... 1 19
..................................................................TATAAGACTTTCTAGCATTG........................................................ 1 20
...................................................................ATAAGACTTTCTAGCATT......................................................... 2 18
...................................................................ATAAGACTTTCTAGCATTGCC...................................................... 4 21
...................................................................ATAAGACTTTCTAGCATTGCCC..................................................... 7 22
...................................................................ATAAGACTTTCTAGCATTGCCCA.................................................... 9 23
...................................................................ATAAGACTTTCTAGCATTGCCCAC................................................... 85 24
....................................................................TAAGACTTTCTAGCATTGCCC..................................................... 18 21
....................................................................TAAGACTTTCTAGCATTGCCCA.................................................... 1 22
....................................................................TAAGACTTTCTAGCATTGCCCAC................................................... 1 23
....................................................................TAAGACTTTCTAGCATTGCCCACA.................................................. 11 24
.....................................................................AAGACTTTCTAGCATTGCCC..................................................... 2 20
.....................................................................AAGACTTTCTAGCATTGCCCA.................................................... 2 21
.....................................................................AAGACTTTCTAGCATTGCCCAC................................................... 1 22
.....................................................................AAGACTTTCTAGCATTGCCCACA.................................................. 4 23
.....................................................................AAGACTTTCTAGCATTGCCCACAT................................................. 3 24
......................................................................AGACTTTCTAGCATTGCCCAC................................................... 10 21
......................................................................AGACTTTCTAGCATTGCCCACA.................................................. 2 22
........................................................................ACTTTCTAGCATTGCCCAC................................................... 1 19
........................................................................ACTTTCTAGCATTGCCCACAT................................................. 1 21
.............................................................................CTAGCATTGCCCACATTCAT............................................. 1 20
..............................................................................TAGCATTGCCCACATTCATATA.......................................... 1 22
...................................................................................TTGCCCACATTCATATAGATG...................................... 1 21
...................................................................................TTGCCCACATTCATATAGATGTT.................................... 1 23
............................................................................................TTCATATAGATGTTAATGAAT............................. 2 21
...............................................................................................ATATAGATGTTAATGAATCTAG......................... 1 22
...............................................................................................ATATAGATGTTAATGAATCTAGGC....................... 13 24
................................................................................................TATAGATGTTAATGAATCTA.......................... 1 20
.................................................................................................ATAGATGTTAATGAATCTAGGC....................... 1 22
...................................................................................................AGATGTTAATGAATCTAGGCA...................... 1 21
...................................................................................................AGATGTTAATGAATCTAGGCACAC................... 3 24
....................................................................................................GATGTTAATGAATCTAGGCACACA.................. 2 24
.....................................................................................................ATGTTAATGAATCTAGGCACA.................... 2 21
.....................................................................................................ATGTTAATGAATCTAGGCACACA.................. 1 23
.....................................................................................................ATGTTAATGAATCTAGGCACACAT................. 2 24
.......................................................................................................GTTAATGAATCTAGGCACACATAT............... 3 24
.......................................................................................................GTTAATGAATCTAGGCACACATATA.............. 1 25
........................................................................................................TTAATGAATCTAGGCACACA.................. 4 20
........................................................................................................TTAATGAATCTAGGCACACAT................. 3 21
........................................................................................................TTAATGAATCTAGGCACACATATA.............. 1 24
.........................................................................................................TAATGAATCTAGGCACACA.................. 1 19
.........................................................................................................TAATGAATCTAGGCACACATATAT............. 2 24
..........................................................................................................AATGAATCTAGGCACACATAT............... 1 21
..........................................................................................................AATGAATCTAGGCACACATATAT............. 1 23
..........................................................................................................AATGAATCTAGGCACACATATATG............ 33 24
..........................................................................................................AATGAATCTAGGCACACATATATGT........... 1 25
...........................................................................................................ATGAATCTAGGCACACATATATG............ 6 23
...........................................................................................................ATGAATCTAGGCACACATATATGT........... 10 24
...........................................................................................................ATGAATCTAGGCACACATATATGTC.......... 1 25
............................................................................................................TGAATCTAGGCACACATATATGT........... 1 23
....................................................................................................................GGCACACATATATGTCTAGATTCA.. 1 24
.....................................................................................................................GCACACATATATGTCTAGATTCAT. 1 24

>osa-miR819d_MIMAT0004071_Oryza_sativa_miR819d
AGGTCTAACTTCTATAACTTTGACTATCAATAAACTTTAAAAATATCTACTACCTCCGTTTCAGGTTATAAGACTTTCTAGCATTGCCCACATTCATATAGATGTTAATGAATCTAGACAAGTGTGTCTAGATTCATTAACA
************************************************************TCAGGTTATAAGACTTTCTAGC************************************************************ osa-miR819d 22
..................................................TACCTCCGTTTCAGGTTATAAGAC.................................................................... 1 24
......................................................TCCGTTTCAGGTTATAAGACT................................................................... 2 21
.........................................................GTTTCAGGTTATAAGACTTTCTAGC............................................................ 1 25
............................................................TCAGGTTATAAGACTTTCTAGCAT.......................................................... 25 24
.............................................................CAGGTTATAAGACTTTCT............................................................... 1 18
.............................................................CAGGTTATAAGACTTTCTAGCA........................................................... 2 22
.............................................................CAGGTTATAAGACTTTCTAGCAT.......................................................... 3 23
.............................................................CAGGTTATAAGACTTTCTAGCATT......................................................... 14 24
..............................................................AGGTTATAAGACTTTCTAGCA........................................................... 6 21
..............................................................AGGTTATAAGACTTTCTAGCAT.......................................................... 1 22
..............................................................AGGTTATAAGACTTTCTAGCATT......................................................... 2 23
..............................................................AGGTTATAAGACTTTCTAGCATTG........................................................ 1 24
................................................................GTTATAAGACTTTCTAGCATTGCC...................................................... 6 24
.................................................................TTATAAGACTTTCTAGCAT.......................................................... 1 19
.................................................................TTATAAGACTTTCTAGCATT......................................................... 1 20
.................................................................TTATAAGACTTTCTAGCATTG........................................................ 7 21
.................................................................TTATAAGACTTTCTAGCATTGC....................................................... 1 22
.................................................................TTATAAGACTTTCTAGCATTGCCC..................................................... 2 24
..................................................................TATAAGACTTTCTAGCATT......................................................... 1 19
..................................................................TATAAGACTTTCTAGCATTG........................................................ 1 20
...................................................................ATAAGACTTTCTAGCATT......................................................... 2 18
...................................................................ATAAGACTTTCTAGCATTGCC...................................................... 4 21
...................................................................ATAAGACTTTCTAGCATTGCCC..................................................... 7 22
...................................................................ATAAGACTTTCTAGCATTGCCCA.................................................... 9 23
...................................................................ATAAGACTTTCTAGCATTGCCCAC................................................... 85 24
....................................................................TAAGACTTTCTAGCATTGCCC..................................................... 18 21
....................................................................TAAGACTTTCTAGCATTGCCCA.................................................... 1 22
....................................................................TAAGACTTTCTAGCATTGCCCAC................................................... 1 23
....................................................................TAAGACTTTCTAGCATTGCCCACA.................................................. 11 24
.....................................................................AAGACTTTCTAGCATTGCCC..................................................... 2 20
.....................................................................AAGACTTTCTAGCATTGCCCA.................................................... 2 21
.....................................................................AAGACTTTCTAGCATTGCCCAC................................................... 1 22
.....................................................................AAGACTTTCTAGCATTGCCCACA.................................................. 4 23



.....................................................................AAGACTTTCTAGCATTGCCCACAT................................................. 3 24

......................................................................AGACTTTCTAGCATTGCCCAC................................................... 10 21

......................................................................AGACTTTCTAGCATTGCCCACA.................................................. 2 22

........................................................................ACTTTCTAGCATTGCCCAC................................................... 1 19

........................................................................ACTTTCTAGCATTGCCCACAT................................................. 1 21

.............................................................................CTAGCATTGCCCACATTCAT............................................. 1 20

..............................................................................TAGCATTGCCCACATTCATATA.......................................... 1 22

...................................................................................TTGCCCACATTCATATAGATG...................................... 1 21

...................................................................................TTGCCCACATTCATATAGATGTT.................................... 1 23

............................................................................................TTCATATAGATGTTAATGAAT............................. 2 21

...............................................................................................ATATAGATGTTAATGAATCTAG......................... 1 22

...............................................................................................ATATAGATGTTAATGAATCTAGA........................ 2 23

...............................................................................................ATATAGATGTTAATGAATCTAGAC....................... 5 24

................................................................................................TATAGATGTTAATGAATCTA.......................... 1 20

.................................................................................................ATAGATGTTAATGAATCTAGACA...................... 1 23

>osa-miR819e_MIMAT0004072_Oryza_sativa_miR819e
ATTTTTTCACAAATTATGTTCAAATCAAATTACTTGTGTTTAATTACTACTACCTCCGTTTCAGGTTATAAGACTTTCTAGCATTGCCCACATTCATATAGATGTTAATGAATCTAGGCACACATATATGTCTAGATTCATT
************************************************************TCAGGTTATAAGACTTTCTAGC************************************************************ osa-miR819e 22
..................................................TACCTCCGTTTCAGGTTATAAGAC.................................................................... 1 24
......................................................TCCGTTTCAGGTTATAAGACT................................................................... 2 21
.........................................................GTTTCAGGTTATAAGACTTTCTAGC............................................................ 1 25
............................................................TCAGGTTATAAGACTTTCTAGCAT.......................................................... 25 24
.............................................................CAGGTTATAAGACTTTCT............................................................... 1 18
.............................................................CAGGTTATAAGACTTTCTAGCA........................................................... 2 22
.............................................................CAGGTTATAAGACTTTCTAGCAT.......................................................... 3 23
.............................................................CAGGTTATAAGACTTTCTAGCATT......................................................... 14 24
..............................................................AGGTTATAAGACTTTCTAGCA........................................................... 6 21
..............................................................AGGTTATAAGACTTTCTAGCAT.......................................................... 1 22
..............................................................AGGTTATAAGACTTTCTAGCATT......................................................... 2 23
..............................................................AGGTTATAAGACTTTCTAGCATTG........................................................ 1 24
................................................................GTTATAAGACTTTCTAGCATTGCC...................................................... 6 24
.................................................................TTATAAGACTTTCTAGCAT.......................................................... 1 19
.................................................................TTATAAGACTTTCTAGCATT......................................................... 1 20
.................................................................TTATAAGACTTTCTAGCATTG........................................................ 7 21
.................................................................TTATAAGACTTTCTAGCATTGC....................................................... 1 22
.................................................................TTATAAGACTTTCTAGCATTGCCC..................................................... 2 24
..................................................................TATAAGACTTTCTAGCATT......................................................... 1 19
..................................................................TATAAGACTTTCTAGCATTG........................................................ 1 20
...................................................................ATAAGACTTTCTAGCATT......................................................... 2 18
...................................................................ATAAGACTTTCTAGCATTGCC...................................................... 4 21
...................................................................ATAAGACTTTCTAGCATTGCCC..................................................... 7 22
...................................................................ATAAGACTTTCTAGCATTGCCCA.................................................... 9 23
...................................................................ATAAGACTTTCTAGCATTGCCCAC................................................... 85 24
....................................................................TAAGACTTTCTAGCATTGCCC..................................................... 18 21
....................................................................TAAGACTTTCTAGCATTGCCCA.................................................... 1 22
....................................................................TAAGACTTTCTAGCATTGCCCAC................................................... 1 23
....................................................................TAAGACTTTCTAGCATTGCCCACA.................................................. 11 24
.....................................................................AAGACTTTCTAGCATTGCCC..................................................... 2 20
.....................................................................AAGACTTTCTAGCATTGCCCA.................................................... 2 21
.....................................................................AAGACTTTCTAGCATTGCCCAC................................................... 1 22
.....................................................................AAGACTTTCTAGCATTGCCCACA.................................................. 4 23
.....................................................................AAGACTTTCTAGCATTGCCCACAT................................................. 3 24
......................................................................AGACTTTCTAGCATTGCCCAC................................................... 10 21
......................................................................AGACTTTCTAGCATTGCCCACA.................................................. 2 22
........................................................................ACTTTCTAGCATTGCCCAC................................................... 1 19
........................................................................ACTTTCTAGCATTGCCCACAT................................................. 1 21
.............................................................................CTAGCATTGCCCACATTCAT............................................. 1 20
..............................................................................TAGCATTGCCCACATTCATATA.......................................... 1 22
...................................................................................TTGCCCACATTCATATAGATG...................................... 1 21
...................................................................................TTGCCCACATTCATATAGATGTT.................................... 1 23
............................................................................................TTCATATAGATGTTAATGAAT............................. 2 21
...............................................................................................ATATAGATGTTAATGAATCTAG......................... 1 22
...............................................................................................ATATAGATGTTAATGAATCTAGGC....................... 13 24
................................................................................................TATAGATGTTAATGAATCTA.......................... 1 20
.................................................................................................ATAGATGTTAATGAATCTAGGC....................... 1 22
...................................................................................................AGATGTTAATGAATCTAGGCA...................... 1 21
...................................................................................................AGATGTTAATGAATCTAGGCACAC................... 3 24
....................................................................................................GATGTTAATGAATCTAGGCACACA.................. 2 24
.....................................................................................................ATGTTAATGAATCTAGGCACA.................... 2 21
.....................................................................................................ATGTTAATGAATCTAGGCACACA.................. 1 23
.....................................................................................................ATGTTAATGAATCTAGGCACACAT................. 2 24
.......................................................................................................GTTAATGAATCTAGGCACACATAT............... 3 24
.......................................................................................................GTTAATGAATCTAGGCACACATATA.............. 1 25
........................................................................................................TTAATGAATCTAGGCACACA.................. 4 20
........................................................................................................TTAATGAATCTAGGCACACAT................. 3 21
........................................................................................................TTAATGAATCTAGGCACACATATA.............. 1 24
.........................................................................................................TAATGAATCTAGGCACACA.................. 1 19
.........................................................................................................TAATGAATCTAGGCACACATATAT............. 2 24
..........................................................................................................AATGAATCTAGGCACACATAT............... 1 21
..........................................................................................................AATGAATCTAGGCACACATATAT............. 1 23
..........................................................................................................AATGAATCTAGGCACACATATATG............ 33 24
..........................................................................................................AATGAATCTAGGCACACATATATGT........... 1 25
...........................................................................................................ATGAATCTAGGCACACATATATG............ 6 23
...........................................................................................................ATGAATCTAGGCACACATATATGT........... 10 24
...........................................................................................................ATGAATCTAGGCACACATATATGTC.......... 1 25
............................................................................................................TGAATCTAGGCACACATATATGT........... 1 23
....................................................................................................................GGCACACATATATGTCTAGATTCA.. 1 24
.....................................................................................................................GCACACATATATGTCTAGATTCAT. 1 24

>osa-miR819f_MIMAT0004073_Oryza_sativa_miR819f
TGGCGGCTGAGTCAGCGTGGGACCCTTGTGAGCCCCACATGTGCTACAACTCCCTCCGTTTCAGGTTATAAGACTTTCTAGCATTGCCCACATTCATATATATGTTAATGAATCTAGGCACATATACATGTCTAGATTCATT
************************************************************TCAGGTTATAAGACTTTCTAGC************************************************************ osa-miR819f 22
TGGCGGCTGAGTCAGCGTG........................................................................................................................... 4 19
TGGCGGCTGAGTCAGCGTGGG......................................................................................................................... 1 21
TGGCGGCTGAGTCAGCGTGGGA........................................................................................................................ 1 22
......................................................TCCGTTTCAGGTTATAAGACT................................................................... 2 21
.........................................................GTTTCAGGTTATAAGACTTTCTAGC............................................................ 1 25
............................................................TCAGGTTATAAGACTTTCTAGCAT.......................................................... 25 24
.............................................................CAGGTTATAAGACTTTCT............................................................... 1 18
.............................................................CAGGTTATAAGACTTTCTAGCA........................................................... 2 22
.............................................................CAGGTTATAAGACTTTCTAGCAT.......................................................... 3 23
.............................................................CAGGTTATAAGACTTTCTAGCATT......................................................... 14 24
..............................................................AGGTTATAAGACTTTCTAGCA........................................................... 6 21
..............................................................AGGTTATAAGACTTTCTAGCAT.......................................................... 1 22
..............................................................AGGTTATAAGACTTTCTAGCATT......................................................... 2 23
..............................................................AGGTTATAAGACTTTCTAGCATTG........................................................ 1 24
................................................................GTTATAAGACTTTCTAGCATTGCC...................................................... 6 24
.................................................................TTATAAGACTTTCTAGCAT.......................................................... 1 19
.................................................................TTATAAGACTTTCTAGCATT......................................................... 1 20



.................................................................TTATAAGACTTTCTAGCATTG........................................................ 7 21

.................................................................TTATAAGACTTTCTAGCATTGC....................................................... 1 22

.................................................................TTATAAGACTTTCTAGCATTGCCC..................................................... 2 24

..................................................................TATAAGACTTTCTAGCATT......................................................... 1 19

..................................................................TATAAGACTTTCTAGCATTG........................................................ 1 20

...................................................................ATAAGACTTTCTAGCATT......................................................... 2 18

...................................................................ATAAGACTTTCTAGCATTGCC...................................................... 4 21

...................................................................ATAAGACTTTCTAGCATTGCCC..................................................... 7 22

...................................................................ATAAGACTTTCTAGCATTGCCCA.................................................... 9 23

...................................................................ATAAGACTTTCTAGCATTGCCCAC................................................... 85 24

....................................................................TAAGACTTTCTAGCATTGCCC..................................................... 18 21

....................................................................TAAGACTTTCTAGCATTGCCCA.................................................... 1 22

....................................................................TAAGACTTTCTAGCATTGCCCAC................................................... 1 23

....................................................................TAAGACTTTCTAGCATTGCCCACA.................................................. 11 24

.....................................................................AAGACTTTCTAGCATTGCCC..................................................... 2 20

.....................................................................AAGACTTTCTAGCATTGCCCA.................................................... 2 21

.....................................................................AAGACTTTCTAGCATTGCCCAC................................................... 1 22

.....................................................................AAGACTTTCTAGCATTGCCCACA.................................................. 4 23

.....................................................................AAGACTTTCTAGCATTGCCCACAT................................................. 3 24

......................................................................AGACTTTCTAGCATTGCCCAC................................................... 10 21

......................................................................AGACTTTCTAGCATTGCCCACA.................................................. 2 22

........................................................................ACTTTCTAGCATTGCCCAC................................................... 1 19

........................................................................ACTTTCTAGCATTGCCCACAT................................................. 1 21

.............................................................................CTAGCATTGCCCACATTCAT............................................. 1 20

..............................................................................TAGCATTGCCCACATTCATATA.......................................... 1 22

..................................................................................ATTGCCCACATTCATATATATG...................................... 1 22

...................................................................................TTGCCCACATTCATATATATG...................................... 1 21

...............................................................................................ATATATATGTTAATGAATCTA.......................... 3 21

...............................................................................................ATATATATGTTAATGAATCTAGGC....................... 2 24

................................................................................................TATATATGTTAATGAATCTAGGC....................... 1 23

................................................................................................TATATATGTTAATGAATCTAGGCA...................... 12 24

.................................................................................................ATATATGTTAATGAATCTAG......................... 1 20

.................................................................................................ATATATGTTAATGAATCTAGGCAC..................... 7 24

....................................................................................................TATGTTAATGAATCTAGGCACA.................... 2 22

.....................................................................................................ATGTTAATGAATCTAGGCACA.................... 2 21

.....................................................................................................ATGTTAATGAATCTAGGCACATA.................. 1 23

..........................................................................................................AATGAATCTAGGCACATATACATG............ 1 24

>osa-miR819g_MIMAT0004074_Oryza_sativa_miR819g
ACTCTTGGAGTGGAAGATGGGAAACTCGATAATTGAACTTTGCAATATACTCCATCCGTTTCAGGTTATAAGACTTTCTAGCATTGCCCACATTCATAGAGATGTTAATGAATCTAAGCACACATATATGTCTAGATTCATT
************************************************************TCAGGTTATAAGACTTTCTAGC************************************************************ osa-miR819g 22
...............................................TACTCCATCCGTTTCAGGTTATAA....................................................................... 1 24
......................................................TCCGTTTCAGGTTATAAGACT................................................................... 2 21
.........................................................GTTTCAGGTTATAAGACTTTCTAGC............................................................ 1 25
............................................................TCAGGTTATAAGACTTTCTAGCAT.......................................................... 25 24
.............................................................CAGGTTATAAGACTTTCT............................................................... 1 18
.............................................................CAGGTTATAAGACTTTCTAGCA........................................................... 2 22
.............................................................CAGGTTATAAGACTTTCTAGCAT.......................................................... 3 23
.............................................................CAGGTTATAAGACTTTCTAGCATT......................................................... 14 24
..............................................................AGGTTATAAGACTTTCTAGCA........................................................... 6 21
..............................................................AGGTTATAAGACTTTCTAGCAT.......................................................... 1 22
..............................................................AGGTTATAAGACTTTCTAGCATT......................................................... 2 23
..............................................................AGGTTATAAGACTTTCTAGCATTG........................................................ 1 24
................................................................GTTATAAGACTTTCTAGCATTGCC...................................................... 6 24
.................................................................TTATAAGACTTTCTAGCAT.......................................................... 1 19
.................................................................TTATAAGACTTTCTAGCATT......................................................... 1 20
.................................................................TTATAAGACTTTCTAGCATTG........................................................ 7 21
.................................................................TTATAAGACTTTCTAGCATTGC....................................................... 1 22
.................................................................TTATAAGACTTTCTAGCATTGCCC..................................................... 2 24
..................................................................TATAAGACTTTCTAGCATT......................................................... 1 19
..................................................................TATAAGACTTTCTAGCATTG........................................................ 1 20
...................................................................ATAAGACTTTCTAGCATT......................................................... 2 18
...................................................................ATAAGACTTTCTAGCATTGCC...................................................... 4 21
...................................................................ATAAGACTTTCTAGCATTGCCC..................................................... 7 22
...................................................................ATAAGACTTTCTAGCATTGCCCA.................................................... 9 23
...................................................................ATAAGACTTTCTAGCATTGCCCAC................................................... 85 24
....................................................................TAAGACTTTCTAGCATTGCCC..................................................... 18 21
....................................................................TAAGACTTTCTAGCATTGCCCA.................................................... 1 22
....................................................................TAAGACTTTCTAGCATTGCCCAC................................................... 1 23
....................................................................TAAGACTTTCTAGCATTGCCCACA.................................................. 11 24
.....................................................................AAGACTTTCTAGCATTGCCC..................................................... 2 20
.....................................................................AAGACTTTCTAGCATTGCCCA.................................................... 2 21
.....................................................................AAGACTTTCTAGCATTGCCCAC................................................... 1 22
.....................................................................AAGACTTTCTAGCATTGCCCACA.................................................. 4 23
.....................................................................AAGACTTTCTAGCATTGCCCACAT................................................. 3 24
......................................................................AGACTTTCTAGCATTGCCCAC................................................... 10 21
......................................................................AGACTTTCTAGCATTGCCCACA.................................................. 2 22
........................................................................ACTTTCTAGCATTGCCCAC................................................... 1 19
........................................................................ACTTTCTAGCATTGCCCACAT................................................. 1 21
.............................................................................CTAGCATTGCCCACATTCAT............................................. 1 20
.....................................................................................................................GCACACATATATGTCTAGATTCAT. 1 24

>osa-miR819h_MIMAT0004075_Oryza_sativa_miR819h
TCCGGAGTTGTCGGTAATCCTCTCTTATTTCTTATACTTTGTTAATTACTACTCTCCGTTTCAGGTTATAAGACTTTCTAGCATTGCCCACATTCATATATATGTTAATGCATCTAGGCACACATATATGTCTAGATTCATT
************************************************************TCAGGTTATAAGACTTTCTAGC************************************************************ osa-miR819h 22
......................................................TCCGTTTCAGGTTATAAGACT................................................................... 2 21
.........................................................GTTTCAGGTTATAAGACTTTCTAGC............................................................ 1 25
............................................................TCAGGTTATAAGACTTTCTAGCAT.......................................................... 25 24
.............................................................CAGGTTATAAGACTTTCT............................................................... 1 18
.............................................................CAGGTTATAAGACTTTCTAGCA........................................................... 2 22
.............................................................CAGGTTATAAGACTTTCTAGCAT.......................................................... 3 23
.............................................................CAGGTTATAAGACTTTCTAGCATT......................................................... 14 24
..............................................................AGGTTATAAGACTTTCTAGCA........................................................... 6 21
..............................................................AGGTTATAAGACTTTCTAGCAT.......................................................... 1 22
..............................................................AGGTTATAAGACTTTCTAGCATT......................................................... 2 23
..............................................................AGGTTATAAGACTTTCTAGCATTG........................................................ 1 24
................................................................GTTATAAGACTTTCTAGCATTGCC...................................................... 6 24
.................................................................TTATAAGACTTTCTAGCAT.......................................................... 1 19
.................................................................TTATAAGACTTTCTAGCATT......................................................... 1 20
.................................................................TTATAAGACTTTCTAGCATTG........................................................ 7 21
.................................................................TTATAAGACTTTCTAGCATTGC....................................................... 1 22
.................................................................TTATAAGACTTTCTAGCATTGCCC..................................................... 2 24
..................................................................TATAAGACTTTCTAGCATT......................................................... 1 19
..................................................................TATAAGACTTTCTAGCATTG........................................................ 1 20
...................................................................ATAAGACTTTCTAGCATT......................................................... 2 18
...................................................................ATAAGACTTTCTAGCATTGCC...................................................... 4 21
...................................................................ATAAGACTTTCTAGCATTGCCC..................................................... 7 22
...................................................................ATAAGACTTTCTAGCATTGCCCA.................................................... 9 23
...................................................................ATAAGACTTTCTAGCATTGCCCAC................................................... 85 24
....................................................................TAAGACTTTCTAGCATTGCCC..................................................... 18 21



....................................................................TAAGACTTTCTAGCATTGCCCA.................................................... 1 22

....................................................................TAAGACTTTCTAGCATTGCCCAC................................................... 1 23

....................................................................TAAGACTTTCTAGCATTGCCCACA.................................................. 11 24

.....................................................................AAGACTTTCTAGCATTGCCC..................................................... 2 20

.....................................................................AAGACTTTCTAGCATTGCCCA.................................................... 2 21

.....................................................................AAGACTTTCTAGCATTGCCCAC................................................... 1 22

.....................................................................AAGACTTTCTAGCATTGCCCACA.................................................. 4 23

.....................................................................AAGACTTTCTAGCATTGCCCACAT................................................. 3 24

......................................................................AGACTTTCTAGCATTGCCCAC................................................... 10 21

......................................................................AGACTTTCTAGCATTGCCCACA.................................................. 2 22

........................................................................ACTTTCTAGCATTGCCCAC................................................... 1 19

........................................................................ACTTTCTAGCATTGCCCACAT................................................. 1 21

.............................................................................CTAGCATTGCCCACATTCAT............................................. 1 20

..............................................................................TAGCATTGCCCACATTCATATA.......................................... 1 22

..................................................................................ATTGCCCACATTCATATATATG...................................... 1 22

...................................................................................TTGCCCACATTCATATATATG...................................... 1 21

....................................................................................................................GGCACACATATATGTCTAGATTCA.. 1 24

.....................................................................................................................GCACACATATATGTCTAGATTCAT. 1 24

>osa-miR819i_MIMAT0004076_Oryza_sativa_miR819i
TCTGATGTGTGCTCACATTTTCCATGTAAATATCATTGCCACTCATTTACTACCTCCGTTTCAGGTTATAAGACTTTCTAGCATTGTCTACATTCGTATAGATATTAATGAATCTAGACACATATATATGTTTAGATTCATT
************************************************************TCAGGTTATAAGACTTTCTAGC************************************************************ osa-miR819i 22
..................................................TACCTCCGTTTCAGGTTATAAGAC.................................................................... 1 24
......................................................TCCGTTTCAGGTTATAAGACT................................................................... 2 21
.........................................................GTTTCAGGTTATAAGACTTTCTAGC............................................................ 1 25
............................................................TCAGGTTATAAGACTTTCTAGCAT.......................................................... 25 24
.............................................................CAGGTTATAAGACTTTCT............................................................... 1 18
.............................................................CAGGTTATAAGACTTTCTAGCA........................................................... 2 22
.............................................................CAGGTTATAAGACTTTCTAGCAT.......................................................... 3 23
.............................................................CAGGTTATAAGACTTTCTAGCATT......................................................... 14 24
..............................................................AGGTTATAAGACTTTCTAGCA........................................................... 6 21
..............................................................AGGTTATAAGACTTTCTAGCAT.......................................................... 1 22
..............................................................AGGTTATAAGACTTTCTAGCATT......................................................... 2 23
..............................................................AGGTTATAAGACTTTCTAGCATTG........................................................ 1 24
.................................................................TTATAAGACTTTCTAGCAT.......................................................... 1 19
.................................................................TTATAAGACTTTCTAGCATT......................................................... 1 20
.................................................................TTATAAGACTTTCTAGCATTG........................................................ 7 21
..................................................................TATAAGACTTTCTAGCATT......................................................... 1 19
..................................................................TATAAGACTTTCTAGCATTG........................................................ 1 20
...................................................................ATAAGACTTTCTAGCATT......................................................... 2 18
...................................................................ATAAGACTTTCTAGCATTGTC...................................................... 1 21
....................................................................TAAGACTTTCTAGCATTGT....................................................... 1 19
...................................................................................................AGATATTAATGAATCTAGACACAT................... 1 24
.....................................................................................................ATATTAATGAATCTAGACACA.................... 1 21
.....................................................................................................ATATTAATGAATCTAGACACATAT................. 2 24
........................................................................................................TTAATGAATCTAGACACAT................... 1 19
........................................................................................................TTAATGAATCTAGACACATATAT............... 2 23

>osa-miR819j_MIMAT0004077_Oryza_sativa_miR819j
ACATATATCATTGATGGTTGAACACATATGTAATAGTTAAACTTTTATACTACCTCCGTTTCAGGTTATAAGACTTTCTAGCATTGCCTACATTCATATAGATGTTAATGAATCTAGGCACACATATATGTCTAGATTCATT
************************************************************TCAGGTTATAAGACTTTCTAGC************************************************************ osa-miR819j 22
.............................................TATACTACCTCCGTTTCAGGTTAT......................................................................... 1 24
..................................................TACCTCCGTTTCAGGTTATAAGAC.................................................................... 1 24
......................................................TCCGTTTCAGGTTATAAGACT................................................................... 2 21
.........................................................GTTTCAGGTTATAAGACTTTCTAGC............................................................ 1 25
............................................................TCAGGTTATAAGACTTTCTAGCAT.......................................................... 25 24
.............................................................CAGGTTATAAGACTTTCT............................................................... 1 18
.............................................................CAGGTTATAAGACTTTCTAGCA........................................................... 2 22
.............................................................CAGGTTATAAGACTTTCTAGCAT.......................................................... 3 23
.............................................................CAGGTTATAAGACTTTCTAGCATT......................................................... 14 24
..............................................................AGGTTATAAGACTTTCTAGCA........................................................... 6 21
..............................................................AGGTTATAAGACTTTCTAGCAT.......................................................... 1 22
..............................................................AGGTTATAAGACTTTCTAGCATT......................................................... 2 23
..............................................................AGGTTATAAGACTTTCTAGCATTG........................................................ 1 24
................................................................GTTATAAGACTTTCTAGCATTGCC...................................................... 6 24
.................................................................TTATAAGACTTTCTAGCAT.......................................................... 1 19
.................................................................TTATAAGACTTTCTAGCATT......................................................... 1 20
.................................................................TTATAAGACTTTCTAGCATTG........................................................ 7 21
.................................................................TTATAAGACTTTCTAGCATTGC....................................................... 1 22
..................................................................TATAAGACTTTCTAGCATT......................................................... 1 19
..................................................................TATAAGACTTTCTAGCATTG........................................................ 1 20
...................................................................ATAAGACTTTCTAGCATT......................................................... 2 18
...................................................................ATAAGACTTTCTAGCATTGCC...................................................... 4 21
...................................................................ATAAGACTTTCTAGCATTGCCTA.................................................... 2 23
...................................................................ATAAGACTTTCTAGCATTGCCTAC................................................... 2 24
...................................................................ATAAGACTTTCTAGCATTGCCTACA.................................................. 1 25
....................................................................TAAGACTTTCTAGCATTGCCT..................................................... 4 21
.....................................................................AAGACTTTCTAGCATTGCCT..................................................... 1 20
.....................................................................AAGACTTTCTAGCATTGCCTACAT................................................. 2 24
.........................................................................CTTTCTAGCATTGCCTACATTCAT............................................. 1 24
............................................................................................TTCATATAGATGTTAATGAAT............................. 2 21
...............................................................................................ATATAGATGTTAATGAATCTAG......................... 1 22
...............................................................................................ATATAGATGTTAATGAATCTAGGC....................... 13 24
................................................................................................TATAGATGTTAATGAATCTA.......................... 1 20
.................................................................................................ATAGATGTTAATGAATCTAGGC....................... 1 22
...................................................................................................AGATGTTAATGAATCTAGGCA...................... 1 21
...................................................................................................AGATGTTAATGAATCTAGGCACAC................... 3 24
....................................................................................................GATGTTAATGAATCTAGGCACACA.................. 2 24
.....................................................................................................ATGTTAATGAATCTAGGCACA.................... 2 21
.....................................................................................................ATGTTAATGAATCTAGGCACACA.................. 1 23
.....................................................................................................ATGTTAATGAATCTAGGCACACAT................. 2 24
.......................................................................................................GTTAATGAATCTAGGCACACATAT............... 3 24
.......................................................................................................GTTAATGAATCTAGGCACACATATA.............. 1 25
........................................................................................................TTAATGAATCTAGGCACACA.................. 4 20
........................................................................................................TTAATGAATCTAGGCACACAT................. 3 21
........................................................................................................TTAATGAATCTAGGCACACATATA.............. 1 24
.........................................................................................................TAATGAATCTAGGCACACA.................. 1 19
.........................................................................................................TAATGAATCTAGGCACACATATAT............. 2 24
..........................................................................................................AATGAATCTAGGCACACATAT............... 1 21
..........................................................................................................AATGAATCTAGGCACACATATAT............. 1 23
..........................................................................................................AATGAATCTAGGCACACATATATG............ 33 24
..........................................................................................................AATGAATCTAGGCACACATATATGT........... 1 25
...........................................................................................................ATGAATCTAGGCACACATATATG............ 6 23
...........................................................................................................ATGAATCTAGGCACACATATATGT........... 10 24
...........................................................................................................ATGAATCTAGGCACACATATATGTC.......... 1 25
............................................................................................................TGAATCTAGGCACACATATATGT........... 1 23
....................................................................................................................GGCACACATATATGTCTAGATTCA.. 1 24
.....................................................................................................................GCACACATATATGTCTAGATTCAT. 1 24



>osa-miR819k_MIMAT0004078_Oryza_sativa_miR819k
TCCTTCGTAATAATTTGAGGATATTGTTTCTTTGATGGCTACCATAGTACTACCTCCGTTTCAGGTTATAAGACTTTCTAGCATTGCCCATATTCATATAGATGTTAATGAATCTTGACACACATATGTGTCTAGATTCATT
************************************************************TCAGGTTATAAGACTTTCTAGC************************************************************ osa-miR819k 22
..................................................TACCTCCGTTTCAGGTTATAAGAC.................................................................... 1 24
......................................................TCCGTTTCAGGTTATAAGACT................................................................... 2 21
.........................................................GTTTCAGGTTATAAGACTTTCTAGC............................................................ 1 25
............................................................TCAGGTTATAAGACTTTCTAGCAT.......................................................... 25 24
.............................................................CAGGTTATAAGACTTTCT............................................................... 1 18
.............................................................CAGGTTATAAGACTTTCTAGCA........................................................... 2 22
.............................................................CAGGTTATAAGACTTTCTAGCAT.......................................................... 3 23
.............................................................CAGGTTATAAGACTTTCTAGCATT......................................................... 14 24
..............................................................AGGTTATAAGACTTTCTAGCA........................................................... 6 21
..............................................................AGGTTATAAGACTTTCTAGCAT.......................................................... 1 22
..............................................................AGGTTATAAGACTTTCTAGCATT......................................................... 2 23
..............................................................AGGTTATAAGACTTTCTAGCATTG........................................................ 1 24
................................................................GTTATAAGACTTTCTAGCATTGCC...................................................... 6 24
.................................................................TTATAAGACTTTCTAGCAT.......................................................... 1 19
.................................................................TTATAAGACTTTCTAGCATT......................................................... 1 20
.................................................................TTATAAGACTTTCTAGCATTG........................................................ 7 21
.................................................................TTATAAGACTTTCTAGCATTGC....................................................... 1 22
.................................................................TTATAAGACTTTCTAGCATTGCCC..................................................... 2 24
..................................................................TATAAGACTTTCTAGCATT......................................................... 1 19
..................................................................TATAAGACTTTCTAGCATTG........................................................ 1 20
...................................................................ATAAGACTTTCTAGCATT......................................................... 2 18
...................................................................ATAAGACTTTCTAGCATTGCC...................................................... 4 21
...................................................................ATAAGACTTTCTAGCATTGCCC..................................................... 7 22
...................................................................ATAAGACTTTCTAGCATTGCCCA.................................................... 9 23
...................................................................ATAAGACTTTCTAGCATTGCCCAT................................................... 30 24
....................................................................TAAGACTTTCTAGCATTGCCC..................................................... 18 21
....................................................................TAAGACTTTCTAGCATTGCCCA.................................................... 1 22
.....................................................................AAGACTTTCTAGCATTGCCC..................................................... 2 20
.....................................................................AAGACTTTCTAGCATTGCCCA.................................................... 2 21
.....................................................................AAGACTTTCTAGCATTGCCCATA.................................................. 1 23
.....................................................................AAGACTTTCTAGCATTGCCCATAT................................................. 1 24
......................................................................AGACTTTCTAGCATTGCCCATA.................................................. 1 22
.........................................................................CTTTCTAGCATTGCCCATATTCAT............................................. 1 24
...........................................................................TTCTAGCATTGCCCATATTCAT............................................. 1 22
..............................................................................TAGCATTGCCCATATTCATAT........................................... 1 21
...............................................................................AGCATTGCCCATATTCATATAGAT....................................... 1 24
........................................................................................CATATTCATATAGATGTTAATGAA.............................. 1 24
.........................................................................................ATATTCATATAGATGTTAATGAAT............................. 7 24
..........................................................................................TATTCATATAGATGTTAATGAAT............................. 1 23
............................................................................................TTCATATAGATGTTAATGAAT............................. 2 21

>osa-miR820a_MIMAT0004079_Oryza_sativa_miR820a
GTCATCCGTAAAATGTGCTAGCACATCTGTTGAAAGATAGACCTCTGATTCGTACATGCGTCGGCCTCGTGGATGGACCAGGAGCTCAACATTCCTTAAGGTTGTTCTTTCAAACCCATACAAGGTTCCACCGCCTGCATT
************************************************************TCGGCCTCGTGGATGGACCAG************************************************************ osa-miR820a 21
............................................................TCGGCCTCGTGGATGGACCAGG........................................................... 31 22
............................................................TCGGCCTCGTGGATGGACCAGGA.......................................................... 52 23
............................................................TCGGCCTCGTGGATGGACCAGGAG......................................................... 3574 24
.............................................................CGGCCTCGTGGATGGACCAGG........................................................... 1 21
.............................................................CGGCCTCGTGGATGGACCAGGAG......................................................... 20 23
.............................................................CGGCCTCGTGGATGGACCAGGAGC........................................................ 1 24
..............................................................GGCCTCGTGGATGGACCAGGAG......................................................... 17 22
................................................................CCTCGTGGATGGACCAGGAGC........................................................ 1 21

>osa-miR820b_MIMAT0004080_Oryza_sativa_miR820b
GTCATCCATAAAATGTGCTAGCACGTATGTTGAAAGATAGACCTCTGACTTGTACATGCGTCGGCCTCGTGGATGGACCAGGAGCTCGACGTTCCTTAAGGCCGTTCTTTCCGACCCATACAAGGTTCCGTCGCCTGCATT
************************************************************TCGGCCTCGTGGATGGACCAG************************************************************ osa-miR820b 21
............................................................TCGGCCTCGTGGATGGACCAGG........................................................... 31 22
............................................................TCGGCCTCGTGGATGGACCAGGA.......................................................... 52 23
............................................................TCGGCCTCGTGGATGGACCAGGAG......................................................... 3574 24
.............................................................CGGCCTCGTGGATGGACCAGG........................................................... 1 21
.............................................................CGGCCTCGTGGATGGACCAGGAG......................................................... 20 23
.............................................................CGGCCTCGTGGATGGACCAGGAGC........................................................ 1 24
..............................................................GGCCTCGTGGATGGACCAGGAG......................................................... 17 22
................................................................CCTCGTGGATGGACCAGGAGC........................................................ 1 21

>osa-miR820c_MIMAT0004081_Oryza_sativa_miR820c
GTCATTCGTAAAATGTGCTGGCACGTCTGTTGAAAGATAGACCTCTGACTCGTACATGCGTCGGCCTCGTGGATGGACCAGGAGCTCGACATTCCTTAAGGTCGTTCTTTCCGACCCATACAAGGTTCCGCTGCCTGCATT
************************************************************TCGGCCTCGTGGATGGACCAG************************************************************ osa-miR820c 21
....................................ATAGACCTCTGACTCGTACATGC.................................................................................. 1 23
............................................................TCGGCCTCGTGGATGGACCAGG........................................................... 31 22
............................................................TCGGCCTCGTGGATGGACCAGGA.......................................................... 52 23
............................................................TCGGCCTCGTGGATGGACCAGGAG......................................................... 3574 24
.............................................................CGGCCTCGTGGATGGACCAGG........................................................... 1 21
.............................................................CGGCCTCGTGGATGGACCAGGAG......................................................... 20 23
.............................................................CGGCCTCGTGGATGGACCAGGAGC........................................................ 1 24
..............................................................GGCCTCGTGGATGGACCAGGAG......................................................... 17 22
................................................................CCTCGTGGATGGACCAGGAGC........................................................ 1 21
............................................................................ACCAGGAGCTCGACATTCCTTA........................................... 1 22
...............................................................................................TTAAGGTCGTTCTTTCCGA........................... 1 19
...............................................................................................TTAAGGTCGTTCTTTCCGACCC........................ 1 22
...............................................................................................TTAAGGTCGTTCTTTCCGACCCA....................... 4 23
.............................................................................................................TCCGACCCATACAAGGTTCCGC.......... 1 22

>osa-miR1425_MIMAT0005959_Oryza_sativa_miR1425
GATTTGAGCGTGGTGTTAGGCCGAACCGCTGAAGGAAGATTGCTCCACTGTTGACTGCATTAGGATTCAATCCTTGCTGCTAAATGTATTGCTTATATTCAGCAATATAATGTTCAGCAGCAAGAACTGGATCTTAATATA
************************************************************TAGGATTCAATCCTTGCTGCT************************************************************ osa-miR1425 21
...........................................................TTAGGATTCAATCCTTGC................................................................ 1 18
...........................................................TTAGGATTCAATCCTTGCT............................................................... 2 19
...........................................................TTAGGATTCAATCCTTGCTGC............................................................. 71 21
...........................................................TTAGGATTCAATCCTTGCTGCT............................................................ 1 22
............................................................TAGGATTCAATCCTTGCT............................................................... 3 18
............................................................TAGGATTCAATCCTTGCTG.............................................................. 16 19
............................................................TAGGATTCAATCCTTGCTGC............................................................. 28 20
............................................................TAGGATTCAATCCTTGCTGCT............................................................ 924 21
............................................................TAGGATTCAATCCTTGCTGCTA........................................................... 13 22
............................................................TAGGATTCAATCCTTGCTGCTAA.......................................................... 22 23
............................................................TAGGATTCAATCCTTGCTGCTAAA......................................................... 2 24
.............................................................AGGATTCAATCCTTGCTG.............................................................. 1 18
.............................................................AGGATTCAATCCTTGCTGC............................................................. 1 19
.............................................................AGGATTCAATCCTTGCTGCT............................................................ 56 20
.............................................................AGGATTCAATCCTTGCTGCTAA.......................................................... 1 22
..............................................................GGATTCAATCCTTGCTGCT............................................................ 4 19
................................................................................................................TTCAGCAGCAAGAACTGGATC........ 4 21
.................................................................................................................TCAGCAGCAAGAACTGGATCT....... 27 21
.................................................................................................................TCAGCAGCAAGAACTGGATCTT...... 1 22



..................................................................................................................CAGCAGCAAGAACTGGATCTTA..... 1 22

..................................................................................................................CAGCAGCAAGAACTGGATCTTAA.... 1 23

..................................................................................................................CAGCAGCAAGAACTGGATCTTAAT... 6 24

...................................................................................................................AGCAGCAAGAACTGGATCTTAA.... 1 22

...................................................................................................................AGCAGCAAGAACTGGATCTTAAT... 8 23

....................................................................................................................GCAGCAAGAACTGGATCTTAA.... 4 21

....................................................................................................................GCAGCAAGAACTGGATCTTAAT... 10 22

....................................................................................................................GCAGCAAGAACTGGATCTTAATA.. 1 23

.....................................................................................................................CAGCAAGAACTGGATCTTA..... 3 19

.....................................................................................................................CAGCAAGAACTGGATCTTAA.... 3 20

.....................................................................................................................CAGCAAGAACTGGATCTTAAT... 459 21

.....................................................................................................................CAGCAAGAACTGGATCTTAATA.. 1 22

......................................................................................................................AGCAAGAACTGGATCTTAA.... 4 19

......................................................................................................................AGCAAGAACTGGATCTTAAT... 91 20

......................................................................................................................AGCAAGAACTGGATCTTAATA.. 108 21

.......................................................................................................................GCAAGAACTGGATCTTAAT... 1 19

>osa-miR1427_MIMAT0005961_Oryza_sativa_miR1427
TATATGCAGTGCATGCAGCGAGTGTGCGCTGTTCCTGGATTCGGTCGCGCGTGGCCGTGCTGCGGAACCGTGCGGTGGCGCGGCGCCGGCCTGCGGGACCGCGCAGTCGCGCGCAGCCAAGCCACGGGACCGGCGGTCCCA
************************************************************TGCGGAACCGTGCGGTGGCGC************************************************************ osa-miR1427 21
......................................................CCGTGCTGCGGAACCGTGCGGTGG............................................................... 6 24
.......................................................CGTGCTGCGGAACCGTGCGGTGGC.............................................................. 2 24
........................................................GTGCTGCGGAACCGTGCGGT................................................................. 1 20
........................................................GTGCTGCGGAACCGTGCGGTGG............................................................... 2 22
........................................................GTGCTGCGGAACCGTGCGGTGGC.............................................................. 4 23
........................................................GTGCTGCGGAACCGTGCGGTGGCG............................................................. 1 24
.........................................................TGCTGCGGAACCGTGCGGTGGC.............................................................. 2 22
...........................................................CTGCGGAACCGTGCGGTGGC.............................................................. 2 20
...........................................................CTGCGGAACCGTGCGGTGGCG............................................................. 1 21
...........................................................CTGCGGAACCGTGCGGTGGCGC............................................................ 1 22
............................................................TGCGGAACCGTGCGGTGGCG............................................................. 4 20
............................................................TGCGGAACCGTGCGGTGGCGC............................................................ 58 21
.............................................................GCGGAACCGTGCGGTGGCGC............................................................ 1 20
.............................................................GCGGAACCGTGCGGTGGCGCGGCG........................................................ 1 24
...........................................................................................TGCGGGACCGCGCAGTCGCGCGCA.......................... 1 24
............................................................................................GCGGGACCGCGCAGTCGCGCGCA.......................... 1 23

>osa-miR1429-5p_MIMAT0009208_Oryza_sativa_miR1429-5p
CTCGGCCTCGAGCCCCTCCAGGTCAAGTTCTGGTTCCAGAACAAGCGCACCCAGATGAAGGTAATATACTAATCCGTGCATCCATCGTATATCTTACACGTCATGTGAACGTGCATCGGTTCATAATGTTGTGTTTATAAA
************************************************************GTAATATACTAATCCGTGCAT************************************************************ osa-miR1429-5p 21
............................................................GTAATATACTAATCCGTGCATCCA......................................................... 1 24

>osa-miR810b.1_MIMAT0005977_Oryza_sativa_miR810b.1
TATATACTATCTACTGGTAAGTATATCTTTAATATACTTACCAGTAGATAGTATATATAGTGAACACCGATATGCGTCATCATCAAGTGATTTAATTATGCCGTTAGTTAAGCATGCGAGCCACATGTGGTGAGCTTACGA
************************************************************TGAACACCGATATGCGTCATC************************************************************ osa-miR810b.1 21
.ATATACTATCTACTGGTAAGTA...................................................................................................................... 2 22
..TATACTATCTACTGGTAAGTA...................................................................................................................... 1 21
...ATACTATCTACTGGTAAGTA...................................................................................................................... 1 20
...........TACTGGTAAGTATATCTTTAA............................................................................................................. 8 21
...........TACTGGTAAGTATATCTTTAAT............................................................................................................ 29 22
............ACTGGTAAGTATATCTTTAA............................................................................................................. 1 20
............ACTGGTAAGTATATCTTTAAT............................................................................................................ 3 21
............ACTGGTAAGTATATCTTTAATA........................................................................................................... 1 22
..............TGGTAAGTATATCTTTAATAT.......................................................................................................... 1 21
..............................................GATAGTATATATAGTGAAC............................................................................ 1 19
..............................................GATAGTATATATAGTGAACAC.......................................................................... 9 21
...............................................ATAGTATATATAGTGAACA........................................................................... 1 19
...............................................ATAGTATATATAGTGAACAC.......................................................................... 4 20
...............................................ATAGTATATATAGTGAACACC......................................................................... 5 21
...............................................ATAGTATATATAGTGAACACCG........................................................................ 1 22
................................................TAGTATATATAGTGAACA........................................................................... 3 18
................................................TAGTATATATAGTGAACAC.......................................................................... 3 19
................................................TAGTATATATAGTGAACACCG........................................................................ 4 21
................................................TAGTATATATAGTGAACACCGA....................................................................... 31 22
.................................................AGTATATATAGTGAACACCGA....................................................................... 12 21
.................................................AGTATATATAGTGAACACCGAT...................................................................... 16 22
..................................................GTATATATAGTGAACACCGA....................................................................... 3 20
..................................................GTATATATAGTGAACACCGAT...................................................................... 1 21
...................................................TATATATAGTGAACACCGATA..................................................................... 1 21
....................................................ATATATAGTGAACACCGATATG................................................................... 8 22
....................................................ATATATAGTGAACACCGATATGC.................................................................. 1 23
.....................................................TATATAGTGAACACCGATATG................................................................... 1 21
......................................................ATATAGTGAACACCGATATGC.................................................................. 6 21
......................................................ATATAGTGAACACCGATATGCGTCA.............................................................. 1 25
........................................................ATAGTGAACACCGATATGCGT................................................................ 4 21
........................................................ATAGTGAACACCGATATGCGTC............................................................... 1 22
.........................................................TAGTGAACACCGATATGCGTC............................................................... 2 21
.........................................................TAGTGAACACCGATATGCGTCA.............................................................. 6 22
.........................................................TAGTGAACACCGATATGCGTCAT............................................................. 1 23
..........................................................AGTGAACACCGATATGCGTCA.............................................................. 1 21
..........................................................AGTGAACACCGATATGCGTCAT............................................................. 6 22
..........................................................AGTGAACACCGATATGCGTCATC............................................................ 1 23
..........................................................AGTGAACACCGATATGCGTCATCA........................................................... 2 24
...........................................................GTGAACACCGATATGCGTCAT............................................................. 1 21
............................................................TGAACACCGATATGCGTCATC............................................................ 3 21
.............................................................GAACACCGATATGCGTCAT............................................................. 1 19
..............................................................AACACCGATATGCGTCATCAT.......................................................... 1 21
..............................................................AACACCGATATGCGTCATCATCAA....................................................... 1 24
.................................................................ACCGATATGCGTCATCATCAA....................................................... 2 21
.................................................................ACCGATATGCGTCATCATCAAG...................................................... 2 22
...................................................................CGATATGCGTCATCATCAAGTG.................................................... 2 22
.....................................................................ATATGCGTCATCATCAAGTGA................................................... 32 21
.....................................................................ATATGCGTCATCATCAAGTGATT................................................. 5 23
......................................................................TATGCGTCATCATCAAGTGA................................................... 2 20
......................................................................TATGCGTCATCATCAAGTGAT.................................................. 7 21
.......................................................................ATGCGTCATCATCAAGTGATT................................................. 2 21
.....................................................................................AGTGATTTAATTATGCCGTTA................................... 1 21
..............................................................................................ATTATGCCGTTAGTTAAGCATGC........................ 1 23
...............................................................................................TTATGCCGTTAGTTAAGCATG......................... 3 21

>osa-miR1436_MIMAT0005987_Oryza_sativa_miR1436
CATAGTACAATGACTCAGAGTCATTGTACTATGAAACGTCCTATCCAGTCCTAGGTTTTAACATTATGGGACGGAGGGAGTAGTCTCAACCTATATAAACTCTATGCACCGCTAATCTCACCACAGCACACATGTGCCTTC
************************************************************ACATTATGGGACGGAGGGAGT************************************************************ osa-miR1436 21
....................TCATTGTACTATGAAACGTCCTA.................................................................................................. 2 23
......................ATTGTACTATGAAACGTCCTA.................................................................................................. 1 21
..............................ATGAAACGTCCTATCCAGTCC.......................................................................................... 1 21
...........................................................AACATTATGGGACGGAGGG............................................................... 1 19
...........................................................AACATTATGGGACGGAGGGAG............................................................. 2 21



...........................................................AACATTATGGGACGGAGGGAGTAG.......................................................... 1 24

............................................................ACATTATGGGACGGAGGG............................................................... 1 18

............................................................ACATTATGGGACGGAGGGAG............................................................. 2 20

............................................................ACATTATGGGACGGAGGGAGT............................................................ 2 21

..............................................................ATTATGGGACGGAGGGAGTAG.......................................................... 2 21

..............................................................ATTATGGGACGGAGGGAGTAGT......................................................... 1 22

>osa-miR1437_MIMAT0005988_Oryza_sativa_miR1437
GCGCGGAGAGCTTGCCGGCGCTCCGCCACCGCCGCTACCTCCTTCCGCGTGCTGGCGAGCTCCGGCGCCGCACTAGGCACTGTTTCCTCCCTCCCCACGCGCCGTCACCTCTCGTCCTCTGTGCGCCGGCCTCCTTCCTCCG
************************************************************TCCGGCGCCGCACTAGGCACTG************************************************************ osa-miR1437 22
...............................................CGTGCTGGCGAGCTCCGGCGC.......................................................................... 1 21
.......................................................CGAGCTCCGGCGCCGCACTAGGCA............................................................... 3 24
..........................................................GCTCCGGCGCCGCACTAGGCA............................................................... 1 21
........................................................................CTAGGCACTGTTTCCTCCC................................................... 1 19
........................................................................CTAGGCACTGTTTCCTCCCTC................................................. 3 21
........................................................................CTAGGCACTGTTTCCTCCCTCC................................................ 1 22
...........................................................................................TCCCCACGCGCCGTCACCTC............................... 1 20
..........................................................................................................ACCTCTCGTCCTCTGTGCGCC............... 1 21
..........................................................................................................ACCTCTCGTCCTCTGTGCGCCGGC............ 1 24
............................................................................................................CTCTCGTCCTCTGTGCGCCGG............. 2 21
............................................................................................................CTCTCGTCCTCTGTGCGCCGGCC........... 1 23
.............................................................................................................TCTCGTCCTCTGTGCGCCGGC............ 29 21
.............................................................................................................TCTCGTCCTCTGTGCGCCGGCC........... 7 22
.............................................................................................................TCTCGTCCTCTGTGCGCCGGCCT.......... 2 23
..............................................................................................................CTCGTCCTCTGTGCGCCGGC............ 3 20
..............................................................................................................CTCGTCCTCTGTGCGCCGGCC........... 34 21
..............................................................................................................CTCGTCCTCTGTGCGCCGGCCT.......... 5 22
...............................................................................................................TCGTCCTCTGTGCGCCGGCC........... 2 20
...............................................................................................................TCGTCCTCTGTGCGCCGGCCT.......... 1 21
................................................................................................................CGTCCTCTGTGCGCCGGCC........... 1 19
................................................................................................................CGTCCTCTGTGCGCCGGCCT.......... 1 20
................................................................................................................CGTCCTCTGTGCGCCGGCCTC......... 8 21
.................................................................................................................GTCCTCTGTGCGCCGGCCTC......... 1 20
.................................................................................................................GTCCTCTGTGCGCCGGCCTCC........ 1 21
..................................................................................................................TCCTCTGTGCGCCGGCCTCCT....... 1 21

>osa-miR1441_MIMAT0005991_Oryza_sativa_miR1441
GAACTAAGGGCCTGTTTAGTTCGCGAAAAGAAAATTTTTGGGTGTCACATCGGACGTTTAACCGGATGTCGGAAAAGGTTTTCAGACACGAATAAAAAAACTAATTTCATAACTCGCCTAGAAACCGCGAGACGAATCTTT
************************************************************ACCGGATGTCGGAAAAGGTTT************************************************************ osa-miR1441 21
...................TTCGCGAAAAGAAAATTTTTGGG................................................................................................... 1 23
........................GAAAAGAAAATTTTTGGGTGTCAC............................................................................................. 2 24
.........................AAAAGAAAATTTTTGGGTGTCACA............................................................................................ 1 24
............................AGAAAATTTTTGGGTGTCACATC.......................................................................................... 2 23
..............................AAAATTTTTGGGTGTCACA............................................................................................ 1 19
..............................AAAATTTTTGGGTGTCACATCGGA....................................................................................... 3 24
...............................AAATTTTTGGGTGTCACATC.......................................................................................... 1 20
...............................AAATTTTTGGGTGTCACATCGGAC...................................................................................... 24 24
................................AATTTTTGGGTGTCACATCGGAC...................................................................................... 3 23
................................AATTTTTGGGTGTCACATCGGACG..................................................................................... 2 24
.................................ATTTTTGGGTGTCACATCGGA....................................................................................... 1 21
.................................ATTTTTGGGTGTCACATCGGACG..................................................................................... 2 23
.................................ATTTTTGGGTGTCACATCGGACGT.................................................................................... 2 24
.................................ATTTTTGGGTGTCACATCGGACGTT................................................................................... 1 25
..................................TTTTTGGGTGTCACATCGGAC...................................................................................... 1 21
..................................TTTTTGGGTGTCACATCGGACGTT................................................................................... 1 24
...................................TTTTGGGTGTCACATCGGAC...................................................................................... 1 20
...................................TTTTGGGTGTCACATCGGACGTT................................................................................... 3 23
...................................TTTTGGGTGTCACATCGGACGTTT.................................................................................. 9 24
....................................TTTGGGTGTCACATCGGAC...................................................................................... 2 19
....................................TTTGGGTGTCACATCGGACGTT................................................................................... 2 22
....................................TTTGGGTGTCACATCGGACGTTT.................................................................................. 3 23
....................................TTTGGGTGTCACATCGGACGTTTA................................................................................. 1 24
.....................................TTGGGTGTCACATCGGACGTT................................................................................... 1 21
......................................TGGGTGTCACATCGGACGTT................................................................................... 1 20
...........................................GTCACATCGGACGTTTAACCGGAT.......................................................................... 3 24
................................................ATCGGACGTTTAACCGGATGTCGG..................................................................... 2 24
.................................................TCGGACGTTTAACCGGATGTCGG..................................................................... 1 23
..................................................CGGACGTTTAACCGGATGTCGGA.................................................................... 6 23
..................................................CGGACGTTTAACCGGATGTCGGAA................................................................... 6 24
...................................................GGACGTTTAACCGGATGTCGGAA................................................................... 1 23
....................................................GACGTTTAACCGGATGTCGGAAA.................................................................. 1 23
.....................................................ACGTTTAACCGGATGTCGGA.................................................................... 1 20
.....................................................ACGTTTAACCGGATGTCGGAA................................................................... 10 21
.....................................................ACGTTTAACCGGATGTCGGAAA.................................................................. 1 22
......................................................CGTTTAACCGGATGTCGGAA................................................................... 1 20
..................................................................................CAGACACGAATAAAAAAA......................................... 1 18
................................................................................................AAAACTAATTTCATAACTCGCCT...................... 1 23
..................................................................................................AACTAATTTCATAACTCG......................... 1 18
.........................................................................................................................AAACCGCGAGACGAATCTT. 1 19

>osa-miR1442_MIMAT0005992_Oryza_sativa_miR1442
AATCTAAACAGGATATGACACACATTTCAGTACAATGTATCTGGACAAATGTATATCTATATTCATAGTACTAGATGTGTCACATCCAGTACTAGGTTGGTGTTTTATGGGACGAAGGGAGTAGATCTTTTGCTAAGTGG
************************************************************ATTCATAGTACTAGATGTGT************************************************************ osa-miR1442 20
......................CATTTCAGTACAATGTATCTGGAC.............................................................................................. 1 24
............................................................ATTCATAGTACTAGATGTGTCACA........................................................ 2 24
.............................................................TTCATAGTACTAGATGTGTCAC......................................................... 1 22
......................................................................................................TTTTATGGGACGAAGGGAG................... 1 19
......................................................................................................TTTTATGGGACGAAGGGAGT.................. 1 20

>osa-miR1846d-5p_MIMAT0007764_Oryza_sativa_miR1846d-5p
CCGCCGCCGCAGCTCCCTCCTGCTCCACTCCCTCGCCCTACTCCAGCTGCTGCCTGTCCCTCCCACCGAGCAGCCGGATCTCCCAGTGAGTAGGCCCGGGCCGCCAGATCCGGTGACCCCGGTCTCCTCGCCGGTGTATCCG
************************************************************TCCCACCGAGCAGCCGGATCTC************************************************************ osa-miR1846d-5p 22
............................................................TCCCACCGAGCAGCCGGATCT............................................................. 2 21
............................................................TCCCACCGAGCAGCCGGATCTC............................................................ 10 22
............................................................TCCCACCGAGCAGCCGGATCTCC........................................................... 1 23
..............................................................CCACCGAGCAGCCGGATCTC............................................................ 1 20

>osa-miR1849_MIMAT0007769_Oryza_sativa_miR1849
AGCTAACCTAGGATATGATGGGACATTACCTATCTAGATTCGTTGTACTAGGTAATGCCCTATCGTATCCTAGGTTGGTTTATTTTGGGACAGAGGGAATAGGTGTATGTAATTATTCTTTGCTTACTACAGGATGTACTT
************************************************************TATCGTATCCTAGGTTGGTTT************************************************************ osa-miR1849 21
.GCTAACCTAGGATATGATGGG....................................................................................................................... 1 21
..CTAACCTAGGATATGATGGGAC..................................................................................................................... 1 22
..CTAACCTAGGATATGATGGGACA.................................................................................................................... 1 23
...............................ATCTAGATTCGTTGTACTAGGTAA...................................................................................... 1 24
.....................................................AATGCCCTATCGTATCCTAGGTTG................................................................ 10 24
............................................................TATCGTATCCTAGGTTGGTT............................................................. 4 20
............................................................TATCGTATCCTAGGTTGGTTT............................................................ 17 21



.............................................................ATCGTATCCTAGGTTGGTTT............................................................ 1 20

.............................................................ATCGTATCCTAGGTTGGTTTA........................................................... 1 21

>osa-miR1846a-5p_MIMAT0007788_Oryza_sativa_miR1846a-5p
CCTCAACCTACTCGCCGTGCCACCATTGCCGCTCCCTACCAATGAGCCGCCGGATCTCCCAGTGAGGAGGCCGGGGCCGCTGGATCCGGTGACCCCGTTCTCCTCGCCGGCGGATCCGGCGCTCCAGAGAAAGGAACGAGA
************************************************************AGTGAGGAGGCCGGGGCCGCT************************************************************ osa-miR1846a-5p 21
......................................................TCTCCCAGTGAGGAGGCCGGG.................................................................. 1 21
......................................................TCTCCCAGTGAGGAGGCCGGGG................................................................. 1 22
............................................................AGTGAGGAGGCCGGGGCCGCTGGA......................................................... 1 24
...............................................................GAGGAGGCCGGGGCCGCTGGA......................................................... 1 21

>osa-miR1846a-3p_MIMAT0007789_Oryza_sativa_miR1846a-3p
CGCTCCCTACCAATGAGCCGCCGGATCTCCCAGTGAGGAGGCCGGGGCCGCTGGATCCGGTGACCCCGTTCTCCTCGCCGGCGGATCCGGCGCTCCAGAGAAAGGAACGAGAACCGCCGGTACCGGCGGATCCGGCGTCCT
************************************************************TGACCCCGTTCTCCTCGCCGG************************************************************ osa-miR1846a-3p 21
.........................TCTCCCAGTGAGGAGGCCGGG............................................................................................... 1 21
.........................TCTCCCAGTGAGGAGGCCGGGG.............................................................................................. 1 22
...............................AGTGAGGAGGCCGGGGCCGCTGGA...................................................................................... 1 24
..................................GAGGAGGCCGGGGCCGCTGGA...................................................................................... 1 21

>osa-miR1846b-5p_MIMAT0007790_Oryza_sativa_miR1846b-5p
CCTCAACCTACTCGCCGTGCCACCATTGCCGCTCCCTACCAATGAGCCGCCGGATCTCCCAGTGAGGAGGCCGGGGCCGCTGGATCCAGTGACCCCGTTCTCCTCGCCGGCGGATCCGGAGCTCCAGAGAAAGGAACGAGA
************************************************************AGTGAGGAGGCCGGGGCCGCT************************************************************ osa-miR1846b-5p 21
......................................................TCTCCCAGTGAGGAGGCCGGG.................................................................. 1 21
......................................................TCTCCCAGTGAGGAGGCCGGGG................................................................. 1 22
............................................................AGTGAGGAGGCCGGGGCCGCTGGA......................................................... 1 24
...............................................................GAGGAGGCCGGGGCCGCTGGA......................................................... 1 21

>osa-miR1860-3p_MIMAT0007794_Oryza_sativa_miR1860-3p
TGTAAAGAGAAAACCAGCTTCCAGATCTCGAATTTGCCTCAAACTTATCTTCTCTTGTAGATCTGGAAGCTAGGTTTTCTCTTTACAAATAACACTATTTTTTCCCCCATTAGGTCTGCCCTGTGTCAGCAGGATGCCGCGC
************************************************************ATCTGGAAGCTAGGTTTTCTCT************************************************************ osa-miR1860-3p 22
.................................TTGCCTCAAACTTATCTTCTCT....................................................................................... 1 22
...................................................CTCTTGTAGATCTGGAAGCTAGGTT.................................................................. 1 25
....................................................TCTTGTAGATCTGGAAGCTA...................................................................... 1 20
...........................................................GATCTGGAAGCTAGGTTTTCTCT............................................................ 1 23

>osa-miR1884a_MIMAT0007795_Oryza_sativa_miR1884a
GTAGCTACCTTGTTTGTCTAGATGACCATCCTAATTATGTACTACCTCATTTTCAAAATGTGTGACGCCGTTGACTTTTCATACAACGTTTGACCATTCGTCTTATTCAAAAATTTAACATAAATATGTAAAAGTATAAGTT
************************************************************TGTGACGCCGTTGACTTTTCAT************************************************************ osa-miR1884a 22
.........................................................ATGTGTGACGCCGTTGACTTTTCA............................................................. 2 24
............................................................TGTGACGCCGTTGACTTTTC.............................................................. 1 20
............................................................TGTGACGCCGTTGACTTTTCA............................................................. 5 21
............................................................TGTGACGCCGTTGACTTTTCAT............................................................ 16 22
............................................................TGTGACGCCGTTGACTTTTCATA........................................................... 2 23
....................................................................................AACGTTTGACCATTCGTCT....................................... 1 19
....................................................................................AACGTTTGACCATTCGTCTTAT.................................... 1 22
....................................................................................AACGTTTGACCATTCGTCTTATT................................... 1 23
.......................................................................................GTTTGACCATTCGTCTTATTCAAA............................... 1 24
.........................................................................................TTGACCATTCGTCTTATTCAA................................ 2 21
.........................................................................................TTGACCATTCGTCTTATTCAAAAA............................. 1 24
..........................................................................................TGACCATTCGTCTTATTCAAA............................... 1 21
..........................................................................................TGACCATTCGTCTTATTCAAAA.............................. 1 22
............................................................................................ACCATTCGTCTTATTCAAAAA............................. 1 21
.............................................................................................CCATTCGTCTTATTCAAAAA............................. 2 20

>osa-miR1861d_MIMAT0007799_Oryza_sativa_miR1861d
TACATCTCTTCTTCATAAACGTTCTGCTGGTTCCAACTTCGTGTTGCATATTCTTAGGCCTGGTCTTGAGGCAGGAACTGAGTAGTTGGTGAACTCGCTCTATGTTGTTCGTTCACTCGCGACGCGGTTCCTGTCCCAAGAC
************************************************************TGGTCTTGAGGCAGGAACTGAG************************************************************ osa-miR1861d 22
...............................................................TCTTGAGGCAGGAACTGAG............................................................ 1 19
..................................................................TGAGGCAGGAACTGAGTAGTTGGT.................................................... 1 24

>osa-miR1862a_MIMAT0007810_Oryza_sativa_miR1862a
AGATTGGTACTCCCTCCGTCCCGAAATAACCAAACCTCGTAGGACATGTCACATCCTAGTACGAGGTTGGTTTATTTTGGGACGGAGGGAGTATGCCTACAATATATATATTTTTTGTTATGGCACCATAATCATATCATGCAT
************************************************************ACGAGGTTGGTTTATTTTGGGACG************************************************************ osa-miR1862a 24
.............................................................CGAGGTTGGTTTATTTTGGGACGG........................................................... 1 24
..............................................................GAGGTTGGTTTATTTTGGGACGG........................................................... 1 23
..............................................................GAGGTTGGTTTATTTTGGGACGGA.......................................................... 4 24
...............................................................AGGTTGGTTTATTTTGGGACGGAG......................................................... 3 24
.................................................................GTTGGTTTATTTTGGGACGGAGG........................................................ 1 23
..................................................................TTGGTTTATTTTGGGACGGAG......................................................... 59 21
...................................................................TGGTTTATTTTGGGACGGAG......................................................... 6 20
...................................................................TGGTTTATTTTGGGACGGAGGGAG..................................................... 1 24
....................................................................GGTTTATTTTGGGACGGAG......................................................... 1 19
....................................................................GGTTTATTTTGGGACGGAGGGAGT.................................................... 1 24
......................................................................TTTATTTTGGGACGGAGGGAGTAT.................................................. 1 24
.......................................................................TTATTTTGGGACGGAGGGAGTA................................................... 2 22
........................................................................TATTTTGGGACGGAGGGAG..................................................... 1 19
..........................................................................TTTTGGGACGGAGGGAGTAT.................................................. 1 20

>osa-miR1862b_MIMAT0007811_Oryza_sativa_miR1862b
CAAGATTTGGCACATCATAGTACTACGAATCTGGATATACTAGGATGTGTCACATTCCGTACGAGGTTGGTTTATTTTGGGACGGAGGGAGGGAGTATCTCGGATGCCTACCGCAGTATCTCATGACCTTATAAGTTTATCCGT
************************************************************ACGAGGTTGGTTTATTTTGGGACG************************************************************ osa-miR1862b 24
..AGATTTGGCACATCATAGTACTAC...................................................................................................................... 2 24
......TTGGCACATCATAGTACTACGA.................................................................................................................... 1 22
...........ACATCATAGTACTACGAA................................................................................................................... 1 18
.....................ACTACGAATCTGGATATACTAGGA................................................................................................... 3 24
........................ACGAATCTGGATATACTAGGATGT................................................................................................ 1 24
.............................TCTGGATATACTAGGATGTGTCAC........................................................................................... 8 24
.............................................................CGAGGTTGGTTTATTTTGGGACGG........................................................... 1 24
..............................................................GAGGTTGGTTTATTTTGGGACGG........................................................... 1 23
..............................................................GAGGTTGGTTTATTTTGGGACGGA.......................................................... 4 24
...............................................................AGGTTGGTTTATTTTGGGACGGAG......................................................... 3 24
.................................................................GTTGGTTTATTTTGGGACGGAGG........................................................ 1 23
..................................................................TTGGTTTATTTTGGGACGGAG......................................................... 59 21
...................................................................TGGTTTATTTTGGGACGGAG......................................................... 6 20
...................................................................TGGTTTATTTTGGGACGGAGGGAG..................................................... 1 24
....................................................................GGTTTATTTTGGGACGGAG......................................................... 1 19
........................................................................TATTTTGGGACGGAGGGAG..................................................... 1 19
..........................................................................TTTTGGGACGGAGGGAGG.................................................... 1 18

>osa-miR1862c_MIMAT0007812_Oryza_sativa_miR1862c
TATCTACTCCCTCCGTCCCAAAATAAGTCAATCCCGTACTAGTATATGACACTTCCTAGTACGAGGTTGGTTTATTTTGGGACGGAGAGAGTAGATGACACCTGATATGTAAAAGTGGCCTAATATTACATTAGGAAGTATAGC
************************************************************ACGAGGTTGGTTTATTTTGGGACG************************************************************ osa-miR1862c 24
.............................................................CGAGGTTGGTTTATTTTGGGACGG........................................................... 1 24



..............................................................GAGGTTGGTTTATTTTGGGACGG........................................................... 1 23

..............................................................GAGGTTGGTTTATTTTGGGACGGA.......................................................... 4 24

...............................................................AGGTTGGTTTATTTTGGGACGGAG......................................................... 3 24

..................................................................TTGGTTTATTTTGGGACGGAG......................................................... 59 21

...................................................................TGGTTTATTTTGGGACGGAG......................................................... 6 20

...................................................................TGGTTTATTTTGGGACGGAGA........................................................ 3 21

...................................................................TGGTTTATTTTGGGACGGAGAGAG..................................................... 1 24

....................................................................GGTTTATTTTGGGACGGAG......................................................... 1 19

......................................................................TTTATTTTGGGACGGAGAGAG..................................................... 2 21

.........................................................................ATTTTGGGACGGAGAGAGTAG.................................................. 5 21

..........................................................................TTTTGGGACGGAGAGAGT.................................................... 1 18

..........................................................................TTTTGGGACGGAGAGAGTAGA................................................. 1 21

.............................................................................TGGGACGGAGAGAGTAGATGACA............................................ 1 23

>osa-miR1863_MIMAT0007813_Oryza_sativa_miR1863
TGATGGAAGGTTTGTCACTAAATATTGGTTAGCAAAGTTGCAGTATGGGGAAGACCAATAAGCTCTGATACCATGTTAGATTAGTGATATGCCTCATCCTGATGGTTGTGTTTGAAGGAATATAAACTGGAATATGTGGTGAGA
************************************************************AGCTCTGATACCATGTTAGATTAG************************************************************ osa-miR1863 24
.........................................................ATAAGCTCTGATACCATGTTA.................................................................. 1 21
..........................................................TAAGCTCTGATACCATGTTAG................................................................. 2 21
...........................................................AAGCTCTGATACCATGTTAGA................................................................ 1 21
...........................................................AAGCTCTGATACCATGTTAGATTA............................................................. 2 24
............................................................AGCTCTGATACCATGTTAGA................................................................ 21 20
............................................................AGCTCTGATACCATGTTAGAT............................................................... 9 21
............................................................AGCTCTGATACCATGTTAGATTA............................................................. 4 23
............................................................AGCTCTGATACCATGTTAGATTAG............................................................ 458 24
.............................................................GCTCTGATACCATGTTAGA................................................................ 1 19
.............................................................GCTCTGATACCATGTTAGATTAG............................................................ 29 23
...............................................................TCTGATACCATGTTAGAT............................................................... 1 18
...............................................................TCTGATACCATGTTAGATTAG............................................................ 1 21
...............................................................TCTGATACCATGTTAGATTAGTGA......................................................... 3 24
...................................................................ATACCATGTTAGATTAGTGAT........................................................ 1 21
....................................................................TACCATGTTAGATTAGTGATA....................................................... 3 21

>osa-miR1864_MIMAT0007814_Oryza_sativa_miR1864
GTTGGCCCATGAGAGACCTCCCCCCACACCCACCCCTTTTTGGTTTGTGTCGCAGGAACATTGTAGTAACGTGATGGTCAATGTGTAGTATCATGGCTGCTTTCTATAGTAACGACGTTAAAATATAGTCATGATGGATCTAGG
************************************************************TTGTAGTAACGTGATGGTCAATGT************************************************************ osa-miR1864 24
........................................................AACATTGTAGTAACGTGATGGT.................................................................. 1 22
..........................................................CATTGTAGTAACGTGATGGTCAAT.............................................................. 1 24
..........................................................CATTGTAGTAACGTGATGGTCAATGT............................................................ 1 26
...........................................................ATTGTAGTAACGTGATGGTCAATG............................................................. 4 24
............................................................TTGTAGTAACGTGATGGTCAA............................................................... 2 21
............................................................TTGTAGTAACGTGATGGTCAAT.............................................................. 1 22
............................................................TTGTAGTAACGTGATGGTCAATG............................................................. 3 23
............................................................TTGTAGTAACGTGATGGTCAATGT............................................................ 6 24
.............................................................TGTAGTAACGTGATGGTCAAT.............................................................. 2 21
.............................................................TGTAGTAACGTGATGGTCAATGTG........................................................... 3 24
.................................................................GTAACGTGATGGTCAATGTGT.......................................................... 1 21

>osa-miR1865-5p_MIMAT0007815_Oryza_sativa_miR1865-5p
GCATATGGTCCATATCTGGGCTCACATTCCTGTGACCCTAACCTCGCGAACTCGAACTACTGCTAGTGATGGTGATTCTTCGACACAGTATTCGGCGAGTTTTGGGCTTCATCATGCGGTGCTCGACATGGTGACGAAGCCTGA
************************************************************TGCTAGTGATGGTGATTCTTCGAC************************************************************ osa-miR1865-5p 24
............................................................TGCTAGTGATGGTGATTCTTCGA............................................................. 3 23
............................................................TGCTAGTGATGGTGATTCTTCGAC............................................................ 33 24
.............................................................GCTAGTGATGGTGATTCTTCGAC............................................................ 1 23
...............................................................TAGTGATGGTGATTCTTCGAC............................................................ 1 21
................................................................AGTGATGGTGATTCTTCGACA........................................................... 1 21

>osa-miR1867_MIMAT0007818_Oryza_sativa_miR1867
AAAACAATTCCTAGCTTTGCATTTGGATAAACAATTGTTCAGATTTAAAGTTAGGAATTGTTTTTTTTCTAGGACAGAGGGAGTAGATGTGTAATTTGTGCATCTAGGAAGGTGGTAGTATGCCAGTGGCACCAACTGTGGTGG
************************************************************TTTTTTTTCTAGGACAGAGGGAGT************************************************************ osa-miR1867 24
.......................................................AATTGTTTTTTTTCTAGGACAGA.................................................................. 1 23
.......................................................AATTGTTTTTTTTCTAGGACAGAGG................................................................ 26 25
........................................................ATTGTTTTTTTTCTAGGACAGAGG................................................................ 3 24
.........................................................TTGTTTTTTTTCTAGGACA.................................................................... 1 19
.........................................................TTGTTTTTTTTCTAGGACAGAGGGA.............................................................. 1 25
..........................................................TGTTTTTTTTCTAGGACAGAG................................................................. 1 21
...........................................................GTTTTTTTTCTAGGACAGAGGGAG............................................................. 33 24
...........................................................GTTTTTTTTCTAGGACAGAGGGAGT............................................................ 3 25
............................................................TTTTTTTTCTAGGACAGAGGGA.............................................................. 2 22
............................................................TTTTTTTTCTAGGACAGAGGGAG............................................................. 1 23
............................................................TTTTTTTTCTAGGACAGAGGGAGT............................................................ 41 24
............................................................TTTTTTTTCTAGGACAGAGGGAGTA........................................................... 1 25
.............................................................TTTTTTTCTAGGACAGAGGGAG............................................................. 3 22
.............................................................TTTTTTTCTAGGACAGAGGGAGT............................................................ 11 23
..............................................................TTTTTTCTAGGACAGAGGGAGT............................................................ 1 22
...............................................................TTTTTCTAGGACAGAGGG............................................................... 1 18
...............................................................TTTTTCTAGGACAGAGGGAG............................................................. 1 20
...............................................................TTTTTCTAGGACAGAGGGAGT............................................................ 6 21
...............................................................TTTTTCTAGGACAGAGGGAGTAGA......................................................... 8 24
...................................................................TCTAGGACAGAGGGAGTAGATGTG..................................................... 3 24
.....................................................................TAGGACAGAGGGAGTAGATGT...................................................... 9 21
......................................................................AGGACAGAGGGAGTAGATGTG..................................................... 1 21
......................................................................AGGACAGAGGGAGTAGATGTGT.................................................... 1 22
.......................................................................GGACAGAGGGAGTAGATGTGT.................................................... 1 21
.........................................................................ACAGAGGGAGTAGATGTGTAA.................................................. 4 21
..........................................................................CAGAGGGAGTAGATGTGTAAT................................................. 3 21
.............................................................................AGGGAGTAGATGTGTAATTTGTGC........................................... 2 24

>osa-miR1868_MIMAT0007820_Oryza_sativa_miR1868
GAGTTGATAACAATGGAAAGGCTTTGTAAAACACACTATTTGACAGTTTGGAAAGCGTGCTCACGGAAAACGAGGGAGCAGCCAAGGCATTGTTCTTACCGGTTTATGAATTGGCTACTTCCTCGTTTTCCGTAAACACGCTTC
************************************************************TCACGGAAAACGAGGGAGCAGCCA************************************************************ osa-miR1868 24
..............................................TTTGGAAAGCGTGCTCACGGAAAA.......................................................................... 1 24
................................................TGGAAAGCGTGCTCACGGAAA........................................................................... 15 21
................................................TGGAAAGCGTGCTCACGGAAAA.......................................................................... 2 22
.................................................GGAAAGCGTGCTCACGGAAAACGA....................................................................... 2 24
..................................................GAAAGCGTGCTCACGGAAAACGAG...................................................................... 5 24
....................................................AAGCGTGCTCACGGAAAACGAGGG.................................................................... 3 24
....................................................AAGCGTGCTCACGGAAAACGAGGGA................................................................... 1 25
.....................................................AGCGTGCTCACGGAAAACGAGGG.................................................................... 1 23
.....................................................AGCGTGCTCACGGAAAACGAGGGA................................................................... 17 24
......................................................GCGTGCTCACGGAAAACGAGGGAG.................................................................. 92 24
............................................................TCACGGAAAACGAGGGAGCAG............................................................... 3 21
............................................................TCACGGAAAACGAGGGAGCAGCCA............................................................ 113 24
.............................................................CACGGAAAACGAGGGAGCAGC.............................................................. 4 21
.............................................................CACGGAAAACGAGGGAGCAGCCA............................................................ 3 23
.............................................................CACGGAAAACGAGGGAGCAGCCAA........................................................... 5 24
..............................................................ACGGAAAACGAGGGAGCAGCC............................................................. 2 21



..............................................................ACGGAAAACGAGGGAGCAGCCA............................................................ 5 22

..............................................................ACGGAAAACGAGGGAGCAGCCAA........................................................... 5 23

..............................................................ACGGAAAACGAGGGAGCAGCCAAG.......................................................... 32 24

...............................................................CGGAAAACGAGGGAGCAGCCAA........................................................... 1 22

...............................................................CGGAAAACGAGGGAGCAGCCAAG.......................................................... 1 23

.................................................................GAAAACGAGGGAGCAGCCAAGGCA....................................................... 1 24

......................................................................CGAGGGAGCAGCCAAGGCA....................................................... 1 19

.................................................................................................................GCTACTTCCTCGTTTTCC............. 2 18

.......................................................................................................................TCCTCGTTTTCCGTAAACACGCTT. 1 24

>osa-miR812f_MIMAT0007821_Oryza_sativa_miR812f
ACAAATAGTACTTTATGTGTGACTTATGTTCTTTAGTTTTTTCAAAAAAAATTAAATAAAACGGATGATTAAAGTTGGACACGGAAATTCATGGCTATGCTTATTTTGGGACGGAATTCTTGTAGCTTTGGGTGTGGATTGATC
************************************************************ACGGATGATTAAAGTTGGACACGG************************************************************ osa-miR812f 24
...AATAGTACTTTATGTGTGACTTA...................................................................................................................... 1 23
............................................................ACGGATGATTAAAGTTGGACACG............................................................. 1 23
............................................................ACGGATGATTAAAGTTGGACACGG............................................................ 4 24
.............................................................CGGATGATTAAAGTTGGACACGGA........................................................... 1 24
..............................................................GGATGATTAAAGTTGGACACGGAA.......................................................... 3 24
...............................................................GATGATTAAAGTTGGACACGGAA.......................................................... 1 23
...............................................................GATGATTAAAGTTGGACACGGAAA......................................................... 23 24
................................................................ATGATTAAAGTTGGACACG............................................................. 1 19
................................................................ATGATTAAAGTTGGACACGGAAAT........................................................ 1 24
...................................................................ATTAAAGTTGGACACGGA........................................................... 1 18
...................................................................ATTAAAGTTGGACACGGAAAT........................................................ 1 21
....................................................................TTAAAGTTGGACACGGAAA......................................................... 1 19
....................................................................TTAAAGTTGGACACGGAAATT....................................................... 1 21
.........................................................................GTTGGACACGGAAATTCATGGCTA............................................... 1 24
............................................................................................GGCTATGCTTATTTTGGGACGGAA............................ 1 24

>osa-miR1869_MIMAT0007822_Oryza_sativa_miR1869
ATCCTTGATTCCCCTCTTTGATAACTTCGTGCAAGCCAAAAGGAAGAGGAAAGGAACACCTGAGAACAATAGGCATGGGAGGTATTGGGAAAACACAGGAACATATTGTGACCCCTAATTTTAAAGGGAAATAATGGTTGAGGC
************************************************************TGAGAACAATAGGCATGGGAGGTA************************************************************ osa-miR1869 24
............................................AGAGGAAAGGAACACCTGAGA............................................................................... 2 21
..............................................AGGAAAGGAACACCTGAGAAC............................................................................. 1 21
....................................................GGAACACCTGAGAACAATAGGCAT.................................................................... 1 24
......................................................AACACCTGAGAACAATAGGCA..................................................................... 2 21
.......................................................ACACCTGAGAACAATAGGCAT.................................................................... 2 21
..........................................................CCTGAGAACAATAGGCATGGG................................................................. 1 21

>osa-miR1870_MIMAT0007823_Oryza_sativa_miR1870
TAGCTGAGTGAGAATCTTAGTGTCAAAGTAATGGAGGATTTGGGAAATAAACTGCGTTCATGCTGAATTAGACCTAGTGGGCATTTATACATCACAACACATGGTACTGTTGCCCTTTCCTTTTTCTAGCCTTAGTGTTGTGAT
************************************************************TGCTGAATTAGACCTAGTGGGCAT************************************************************ osa-miR1870 24
...................................................CTGCGTTCATGCTGAATTAGACCT..................................................................... 1 24
........................................................TTCATGCTGAATTAGACCTAG................................................................... 2 21
........................................................TTCATGCTGAATTAGACCTAGT.................................................................. 11 22
........................................................TTCATGCTGAATTAGACCTAGTG................................................................. 1 23
........................................................TTCATGCTGAATTAGACCTAGTGG................................................................ 1 24
...........................................................ATGCTGAATTAGACCTAGTGGGCA............................................................. 14 24
............................................................TGCTGAATTAGACCTAGTGGGCA............................................................. 6 23
............................................................TGCTGAATTAGACCTAGTGGGCAT............................................................ 1313 24
............................................................TGCTGAATTAGACCTAGTGGGCATT........................................................... 4 25
.............................................................GCTGAATTAGACCTAGTGGGCAT............................................................ 107 23
.............................................................GCTGAATTAGACCTAGTGGGCATT........................................................... 5 24
..............................................................CTGAATTAGACCTAGTGGGCAT............................................................ 1 22
...............................................................TGAATTAGACCTAGTGGGCA............................................................. 1 20
...............................................................TGAATTAGACCTAGTGGGCAT............................................................ 79 21
...............................................................TGAATTAGACCTAGTGGGCATT........................................................... 1 22
................................................................GAATTAGACCTAGTGGGCAT............................................................ 1 20
.................................................................AATTAGACCTAGTGGGCAT............................................................ 1 19
.................................................................AATTAGACCTAGTGGGCATTT.......................................................... 1 21
.................................................................AATTAGACCTAGTGGGCATTTAT........................................................ 2 23
.................................................................AATTAGACCTAGTGGGCATTTATA....................................................... 33 24
.................................................................AATTAGACCTAGTGGGCATTTATAC...................................................... 1 25
..................................................................ATTAGACCTAGTGGGCAT............................................................ 2 18
..................................................................ATTAGACCTAGTGGGCATT........................................................... 1 19
..................................................................ATTAGACCTAGTGGGCATTT.......................................................... 2 20
..................................................................ATTAGACCTAGTGGGCATTTA......................................................... 2 21
..................................................................ATTAGACCTAGTGGGCATTTAT........................................................ 15 22
..................................................................ATTAGACCTAGTGGGCATTTATA....................................................... 61 23
..................................................................ATTAGACCTAGTGGGCATTTATAC...................................................... 858 24
..................................................................ATTAGACCTAGTGGGCATTTATACA..................................................... 3 25
...................................................................TTAGACCTAGTGGGCATTTATAC...................................................... 11 23
...................................................................TTAGACCTAGTGGGCATTTATACA..................................................... 1 24
....................................................................TAGACCTAGTGGGCATTTATAC...................................................... 1 22
...........................................................................AGTGGGCATTTATACATCACA................................................ 1 21
...........................................................................AGTGGGCATTTATACATCACAACA............................................. 336 24
...........................................................................AGTGGGCATTTATACATCACAACAC............................................ 48 25
............................................................................GTGGGCATTTATACATCACAACA............................................. 3 23
.............................................................................TGGGCATTTATACATCACAAC.............................................. 1 21
.............................................................................TGGGCATTTATACATCACAACACA........................................... 6 24
...............................................................................GGCATTTATACATCACAACACA........................................... 1 22

>osa-miR1871_MIMAT0007824_Oryza_sativa_miR1871
TTTCTCTCAAATCTAACATGGTATCGGATCCATAGGTGTAGCCATATCAATCTTAAAGCTATGGCTCTGATATCATGTTGGTTTTGAAGGAAATGACTGATATATTTCATTGTAGGCCAGTATGTCTATATATAGAGCATATAG
************************************************************ATGGCTCTGATATCATGTTGGTTT************************************************************ osa-miR1871 24
............................................................ATGGCTCTGATATCATGTTGGTT............................................................. 1 23
............................................................ATGGCTCTGATATCATGTTGGTTT............................................................ 5 24
.............................................................TGGCTCTGATATCATGTTGGTTTT........................................................... 1 24
.....................................................................ATATCATGTTGGTTTTGAAGGAA.................................................... 1 23
.....................................................................ATATCATGTTGGTTTTGAAGGAAA................................................... 3 24
.........................................................................CATGTTGGTTTTGAAGGAAATG................................................. 1 22

>osa-miR1872_MIMAT0007825_Oryza_sativa_miR1872
ACCCTTTCTTTAAATTGTGATAATATCTCAATGCTTGTGGAGACTTATGGTTGAACTGTTGAACTGTAAGTCTGTGACGGGTAAACGAGCATGTACCCGTGGGCAACCGGCATGGACAATGTTACCTGCCCGTCATGTAGTAAC
************************************************************GAACTGTAAGTCTGTGACGGGTAA************************************************************ osa-miR1872 24
.............................AATGCTTGTGGAGACTTATGGTT............................................................................................ 2 23
..........................................................TTGAACTGTAAGTCTGTGACGGGT.............................................................. 1 24
...........................................................TGAACTGTAAGTCTGTGACGGGTA............................................................. 2 24
............................................................GAACTGTAAGTCTGTGACGG................................................................ 1 20
............................................................GAACTGTAAGTCTGTGACGGGTA............................................................. 1 23
............................................................GAACTGTAAGTCTGTGACGGGTAA............................................................ 4 24
.............................................................AACTGTAAGTCTGTGACGGGTAAA........................................................... 1 24
................................................................TGTAAGTCTGTGACGGGTAAACG......................................................... 1 23
...................................................................AAGTCTGTGACGGGTAAACGAGCA..................................................... 1 24
..........................................................................TGACGGGTAAACGAGCATGTAC................................................ 1 22
.........................................................................................CATGTACCCGTGGGCAACCGGCA................................ 1 23
..............................................................................................ACCCGTGGGCAACCGGCATGGACA.......................... 1 24



...................................................................................................TGGGCAACCGGCATGGACAAT........................ 1 21

>osa-miR1873_MIMAT0007826_Oryza_sativa_miR1873
GATTGCCCACCTTTTCTCCAATAATTTAAGCTCTTGGATTGGCTGGTTAGATTATGAACCTCAACATGGTATCAGAGCTGGAAGTCCTAAAGTTGACATCATGATAGCCTGACGATGGTGGAGACCATGATAAGCTGATACCAT
************************************************************TCAACATGGTATCAGAGCTGGAAG************************************************************ osa-miR1873 24
.........................................................ACCTCAACATGGTATCAGAGC.................................................................. 1 21
.........................................................ACCTCAACATGGTATCAGAGCTGG............................................................... 4 24
..........................................................CCTCAACATGGTATCAGAGCTGG............................................................... 1 23
..........................................................CCTCAACATGGTATCAGAGCTGGA.............................................................. 1 24
...........................................................CTCAACATGGTATCAGAGCTGGA.............................................................. 1 23
...........................................................CTCAACATGGTATCAGAGCTGGAA............................................................. 1 24
............................................................TCAACATGGTATCAGAGCTGG............................................................... 3 21
............................................................TCAACATGGTATCAGAGCTGGAA............................................................. 2 23
............................................................TCAACATGGTATCAGAGCTGGAAG............................................................ 14 24
..............................................................AACATGGTATCAGAGCTGG............................................................... 3 19
...............................................................ACATGGTATCAGAGCTGGAAG............................................................ 2 21
......................................................................ATCAGAGCTGGAAGTCCTAAA..................................................... 1 21
......................................................................ATCAGAGCTGGAAGTCCTAAAGT................................................... 1 23

>osa-miR1874-3p_MIMAT0007828_Oryza_sativa_miR1874-3p
TACACCATCCATAAGGGTTCGAATCTTCGATGTGCCTAGATAGGGTACAGTTGGATCCCATATGGATGGAGGTGTAACCCGATGCCTTTTACAAATAGATGGTTATTTTTTTATGCATCCACTCCTTTTGTTTTTCTTTTCTTC
************************************************************TATGGATGGAGGTGTAACCCGATG************************************************************ osa-miR1874-3p 24
............................................................TATGGATGGAGGTGTAACCCGAT............................................................. 1 23
............................................................TATGGATGGAGGTGTAACCCGATG............................................................ 1 24

>osa-miR1875_MIMAT0007829_Oryza_sativa_miR1875
GTACATGTGGCACTTTAACAGTTATTTGATACAGTGACTAGGCTGCAGTTGAGCGAAACCACAATGGAGTGAAGTGCAACAGAAATGAACATTATGGCAGCAAAGTGAAAGTTTGTCAAACTGCCGGGGACAAAGTGAATTTTG
************************************************************ACAATGGAGTGAAGTGCAACAGAA************************************************************ osa-miR1875 24
.......................ATTTGATACAGTGACTAGGC..................................................................................................... 2 20
........................TTTGATACAGTGACTAGGCT.................................................................................................... 1 20
................................AGTGACTAGGCTGCAGTTGAG........................................................................................... 1 21
...........................................................CACAATGGAGTGAAGTGCAACA............................................................... 1 22
............................................................ACAATGGAGTGAAGTGCAACAG.............................................................. 6 22
............................................................ACAATGGAGTGAAGTGCAACAGA............................................................. 8 23
............................................................ACAATGGAGTGAAGTGCAACAGAA............................................................ 14 24
............................................................ACAATGGAGTGAAGTGCAACAGAAA........................................................... 3 25
.............................................................CAATGGAGTGAAGTGCAACAG.............................................................. 1 21
..............................................................AATGGAGTGAAGTGCAACAG.............................................................. 1 20
..............................................................AATGGAGTGAAGTGCAACAGA............................................................. 1 21
..............................................................AATGGAGTGAAGTGCAACAGAA............................................................ 6 22
..............................................................AATGGAGTGAAGTGCAACAGAAA........................................................... 7 23
...............................................................ATGGAGTGAAGTGCAACAG.............................................................. 3 19
...............................................................ATGGAGTGAAGTGCAACAGA............................................................. 4 20
...............................................................ATGGAGTGAAGTGCAACAGAA............................................................ 10 21
...............................................................ATGGAGTGAAGTGCAACAGAAA........................................................... 25 22
...............................................................ATGGAGTGAAGTGCAACAGAAAT.......................................................... 1 23
...............................................................ATGGAGTGAAGTGCAACAGAAATG......................................................... 1 24
.................................................................GGAGTGAAGTGCAACAGAAAT.......................................................... 1 21
.....................................................................TGAAGTGCAACAGAAATGAAC...................................................... 1 21
..............................................................................ACAGAAATGAACATTATGGCA............................................. 1 21
.....................................................................................................................AAACTGCCGGGGACAAAGTGA...... 3 21

>osa-miR1862d_MIMAT0007830_Oryza_sativa_miR1862d
ACTCCCTCTGTCCCAAAATAAACAAAGCTAGTACGGGGATGTGGCACTTCCTAGTCCTGTACTAGGTTTGTTTATTTTGGGACGGAGGGAGTATCATAGTTTGTTACTCCTCTGGTTACTATTTATCTTTTTGGCTCCTAACCT
************************************************************ACTAGGTTTGTTTATTTTGGGACG************************************************************ osa-miR1862d 24
............CCAAAATAAACAAAGCTAGTAC.............................................................................................................. 1 22
.............CAAAATAAACAAAGCTAGTACGGG........................................................................................................... 1 24
..............AAAATAAACAAAGCTAGTACGGGG.......................................................................................................... 10 24
...............AAATAAACAAAGCTAGTACGGGG.......................................................................................................... 11 23
...............AAATAAACAAAGCTAGTACGGGGA......................................................................................................... 1 24
................AATAAACAAAGCTAGTACGGGG.......................................................................................................... 1 22
...................AAACAAAGCTAGTACGGGGATGT...................................................................................................... 1 23
........................AAGCTAGTACGGGGATGTGGCA.................................................................................................. 1 22
........................AAGCTAGTACGGGGATGTGGCAC................................................................................................. 1 23
...........................................................TACTAGGTTTGTTTATTTTGGGACG............................................................ 1 25
............................................................ACTAGGTTTGTTTATTTTG................................................................. 1 19
............................................................ACTAGGTTTGTTTATTTTGGGA.............................................................. 9 22
............................................................ACTAGGTTTGTTTATTTTGGGAC............................................................. 13 23
............................................................ACTAGGTTTGTTTATTTTGGGACG............................................................ 301 24
.............................................................CTAGGTTTGTTTATTTTGGG............................................................... 1 20
.............................................................CTAGGTTTGTTTATTTTGGGA.............................................................. 2 21
.............................................................CTAGGTTTGTTTATTTTGGGACG............................................................ 13 23
.............................................................CTAGGTTTGTTTATTTTGGGACGG........................................................... 53 24
..............................................................TAGGTTTGTTTATTTTGGGAC............................................................. 2 21
..............................................................TAGGTTTGTTTATTTTGGGACG............................................................ 15 22
..............................................................TAGGTTTGTTTATTTTGGGACGG........................................................... 46 23
..............................................................TAGGTTTGTTTATTTTGGGACGGA.......................................................... 154 24
..............................................................TAGGTTTGTTTATTTTGGGACGGAG......................................................... 3 25
...............................................................AGGTTTGTTTATTTTGGGACGG........................................................... 6 22
...............................................................AGGTTTGTTTATTTTGGGACGGA.......................................................... 14 23
...............................................................AGGTTTGTTTATTTTGGGACGGAG......................................................... 63 24
................................................................GGTTTGTTTATTTTGGGACGG........................................................... 1 21
................................................................GGTTTGTTTATTTTGGGACGGA.......................................................... 1 22
................................................................GGTTTGTTTATTTTGGGACGGAG......................................................... 16 23
................................................................GGTTTGTTTATTTTGGGACGGAGG........................................................ 172 24
.................................................................GTTTGTTTATTTTGGGACGGAGG........................................................ 2 23
.................................................................GTTTGTTTATTTTGGGACGGAGGG....................................................... 1 24
..................................................................TTTGTTTATTTTGGGACGGA.......................................................... 2 20
..................................................................TTTGTTTATTTTGGGACGGAG......................................................... 14 21
..................................................................TTTGTTTATTTTGGGACGGAGG........................................................ 1 22
..................................................................TTTGTTTATTTTGGGACGGAGGGA...................................................... 1 24
...................................................................TTGTTTATTTTGGGACGG........................................................... 1 18
...................................................................TTGTTTATTTTGGGACGGAG......................................................... 3 20
...................................................................TTGTTTATTTTGGGACGGAGG........................................................ 10 21
....................................................................TGTTTATTTTGGGACGGAGGGAGT.................................................... 4 24
......................................................................TTTATTTTGGGACGGAGGGAGTAT.................................................. 1 24
.......................................................................TTATTTTGGGACGGAGGGAGTA................................................... 2 22
........................................................................TATTTTGGGACGGAGGGAG..................................................... 1 19
..........................................................................TTTTGGGACGGAGGGAGTAT.................................................. 1 20

>osa-miR1876_MIMAT0007831_Oryza_sativa_miR1876
TGAACCCATTTATGGGCTATTCAAGTGGGTAAACCATAGGTTGGTGCACTTAAATGGCCTATAAGTGGGTTTGTGGGCTGGCCCTCTTGTATCCTGATAGTTTAGTATGATTGGTAATAATAGCAATGCTACTTTTAAATTTAA
************************************************************ATAAGTGGGTTTGTGGGCTGGCCC************************************************************ osa-miR1876 24
.....................................................ATGGCCTATAAGTGGGTTTGTGG.................................................................... 1 23
............................................................ATAAGTGGGTTTGTGGGCTGGC.............................................................. 1 22
............................................................ATAAGTGGGTTTGTGGGCTGGCC............................................................. 1 23
............................................................ATAAGTGGGTTTGTGGGCTGGCCC............................................................ 76 24



.............................................................TAAGTGGGTTTGTGGGCTGGCCC............................................................ 2 23

>osa-miR1884b_MIMAT0007832_Oryza_sativa_miR1884b
TCATAGCTAGATATAGTTACACCTTGGGATGGATGTAGTATTGTACTCCCTCTGTTTTTAAATGTATGACGCTGTTGACTTTTAGATATATGTTGACAATTCGTCTTATTCAAAAAATCGAGCAAATATAAAAATATAAGTGAG
************************************************************AATGTATGACGCTGTTGACTTTTA************************************************************ osa-miR1884b 24
.........................................................TTAAATGTATGACGCTGTTGACTT............................................................... 1 24
............................................................AATGTATGACGCTGTTGACT................................................................ 3 20
............................................................AATGTATGACGCTGTTGACTTTTA............................................................ 17 24
.............................................................ATGTATGACGCTGTTGACT................................................................ 1 19
..........................................................................TTGACTTTTAGATATATGTTGA................................................ 1 22
...........................................................................TGACTTTTAGATATATGTTGAC............................................... 1 22
.............................................................................................TGACAATTCGTCTTATTCAAAA............................. 1 22

>osa-miR1862e_MIMAT0007833_Oryza_sativa_miR1862e
GTATTTCCTTCATCCCAAAATGAAAAAATCTAGTACATTATGTGTTTGACATATCCTGTACTAGATTTGTTTATTTTGGGACGGAGGGAGTATCCAGTAGTAGTAGCAGCAACTGTTTGAATCATGAAAAAAGTGAAATTAATG
************************************************************CTAGATTTGTTTATTTTGGGACGG************************************************************ osa-miR1862e 24
...........ATCCCAAAATGAAAAAATCTAGTA............................................................................................................. 5 24
..........................................................TACTAGATTTGTTTATTTTGGGACG............................................................. 1 25
...........................................................ACTAGATTTGTTTATTTTG.................................................................. 2 19
...........................................................ACTAGATTTGTTTATTTTGGG................................................................ 2 21
...........................................................ACTAGATTTGTTTATTTTGGGA............................................................... 2 22
...........................................................ACTAGATTTGTTTATTTTGGGACG............................................................. 151 24
............................................................CTAGATTTGTTTATTTTGGGA............................................................... 1 21
............................................................CTAGATTTGTTTATTTTGGGACG............................................................. 5 23
............................................................CTAGATTTGTTTATTTTGGGACGG............................................................ 257 24
............................................................CTAGATTTGTTTATTTTGGGACGGA........................................................... 1 25
.............................................................TAGATTTGTTTATTTTGGGAC.............................................................. 2 21
.............................................................TAGATTTGTTTATTTTGGGACGG............................................................ 55 23
.............................................................TAGATTTGTTTATTTTGGGACGGA........................................................... 1 24
..............................................................AGATTTGTTTATTTTGGGA............................................................... 1 19
..............................................................AGATTTGTTTATTTTGGGACG............................................................. 1 21
..............................................................AGATTTGTTTATTTTGGGACGG............................................................ 23 22
..............................................................AGATTTGTTTATTTTGGGACGGA........................................................... 70 23
..............................................................AGATTTGTTTATTTTGGGACGGAG.......................................................... 173 24
...............................................................GATTTGTTTATTTTGGGACGGA........................................................... 7 22
...............................................................GATTTGTTTATTTTGGGACGGAG.......................................................... 9 23
.................................................................TTTGTTTATTTTGGGACGGA........................................................... 2 20
.................................................................TTTGTTTATTTTGGGACGGAG.......................................................... 14 21
.................................................................TTTGTTTATTTTGGGACGGAGG......................................................... 1 22
.................................................................TTTGTTTATTTTGGGACGGAGGGA....................................................... 1 24
..................................................................TTGTTTATTTTGGGACGG............................................................ 1 18
..................................................................TTGTTTATTTTGGGACGGAG.......................................................... 3 20
..................................................................TTGTTTATTTTGGGACGGAGG......................................................... 10 21
...................................................................TGTTTATTTTGGGACGGAGGGAGT..................................................... 4 24
.....................................................................TTTATTTTGGGACGGAGGGAGTAT................................................... 1 24
......................................................................TTATTTTGGGACGGAGGGAGTA.................................................... 2 22
.......................................................................TATTTTGGGACGGAGGGAG...................................................... 1 19
.........................................................................TTTTGGGACGGAGGGAGTAT................................................... 1 20
....................................................................................AGGGAGTATCCAGTAGTAGTAGC..................................... 1 23
........................................................................................AGTATCCAGTAGTAGTAGCAGCAA................................ 1 24

>osa-miR1878_MIMAT0007835_Oryza_sativa_miR1878
TGGACTTTTGGTTCTTATGCTGCTGCACTTGTAATGAGATCTTAAAAACTACCACTGCAGACTTAATCTGGACACTATAAAAGAAAATTGTGCATGTGAAAATATGCCCATTATAAATTTGTAGTGTTCAGATTGAGTTTAGAA
************************************************************ACTTAATCTGGACACTATAAAAGA************************************************************ osa-miR1878 24
............................................................ACTTAATCTGGACACTATAAAAG............................................................. 3 23
............................................................ACTTAATCTGGACACTATAAAAGA............................................................ 15 24
............................................................ACTTAATCTGGACACTATAAAAGAA........................................................... 1 25
.............................................................CTTAATCTGGACACTATAAAAGA............................................................ 4 23
...............................................................TAATCTGGACACTATAAAAGA............................................................ 1 21
....................................................................................................................ATTTGTAGTGTTCAGATTGAGTTT.... 2 24

>osa-miR1879_MIMAT0007836_Oryza_sativa_miR1879
TGTTGAGGAATAAACATCTTGCTCCCTTGCATTCTAAACTATGATATTCTTCAAGCATATGTGTTTGGTTTAGGGATGAGGTGGGATGGGTTAGGTCCATCCCAGATTTTTGGGATAGGGTGGTCCTATTTTCTGTTTGAAAGG
************************************************************GTGTTTGGTTTAGGGATGAGGTGG************************************************************ osa-miR1879 24
............................................................GTGTTTGGTTTAGGGATGAGGTG............................................................. 1 23
............................................................GTGTTTGGTTTAGGGATGAGGTGG............................................................ 24 24
................................................................TTGGTTTAGGGATGAGGTGGGATG........................................................ 1 24
...................................................................GTTTAGGGATGAGGTGGGATGG....................................................... 1 22
....................................................................TTTAGGGATGAGGTGGGATGG....................................................... 1 21
.....................................................................TTAGGGATGAGGTGGGATGG....................................................... 1 20
.....................................................................TTAGGGATGAGGTGGGATGGG...................................................... 7 21
......................................................................TAGGGATGAGGTGGGATGGG...................................................... 9 20
......................................................................TAGGGATGAGGTGGGATGGGT..................................................... 11 21
.......................................................................AGGGATGAGGTGGGATGGGT..................................................... 1 20
..........................................................................GATGAGGTGGGATGGGTTAGG................................................. 1 21

>osa-miR1880_MIMAT0007837_Oryza_sativa_miR1880
CGGTGGAGGTATGATTTTCTCAGGCGGACCACGTAAGGTTCCGCTTGTGAAAATCGATTTTTCCAAGCGGGCCACTTAAGCATTCCGCCTGTAAAATTAAAGGTATTTTCGCAGCCGGATCGCTTAAGTGGTCCGCCTGGATAA
************************************************************TTCCAAGCGGGCCACTTAAGCATT************************************************************ osa-miR1880 24
............................................................TTCCAAGCGGGCCACTTAAGC............................................................... 2 21
............................................................TTCCAAGCGGGCCACTTAAGCAT............................................................. 5 23
............................................................TTCCAAGCGGGCCACTTAAGCATT............................................................ 2 24
............................................................................................................................TAAGTGGTCCGCCTGGATAA 1 20

>osa-miR1881_MIMAT0007838_Oryza_sativa_miR1881
CGACGTGGCACGAGGTCAGCGCCAACCAAGTTAAAATGCTCATAGGTATGAACAAGCATCAATGTTATTGTAGCGTGGTGGTGTGACCTCTGTGCACGTAAGCTTGAGGCAGCAAGTTCGACTCCTTCAAAAGGAAGATTTGTA
************************************************************AATGTTATTGTAGCGTGGTGGTGT************************************************************ osa-miR1881 24
.........................................................ATCAATGTTATTGTAGCGTGGTG................................................................ 1 23
.........................................................ATCAATGTTATTGTAGCGTGGTGG............................................................... 1 24
...........................................................CAATGTTATTGTAGCGTGGTGGTG............................................................. 1 24
............................................................AATGTTATTGTAGCGTGGTGG............................................................... 1 21
............................................................AATGTTATTGTAGCGTGGTGGT.............................................................. 1 22
............................................................AATGTTATTGTAGCGTGGTGGTG............................................................. 7 23
............................................................AATGTTATTGTAGCGTGGTGGTGT............................................................ 6 24

>osa-miR812g_MIMAT0007847_Oryza_sativa_miR812g
TACTATTCATATTTTATTATCTCATAACAATAAAAATACTAATTATAAAAAAATTTAAATAAGACGGATGATTAAAGTTGGACATGGAAACTCATAGTTGTACTTAAAATGGGACGAAGGGAGTATCATTTTGGCAGTTGGTGA
************************************************************AAGACGGATGATTAAAGTTGGACA************************************************************ osa-miR812g 24
............................................ATAAAAAAATTTAAATAAGACGGA............................................................................ 1 24
...............................................AAAAAATTTAAATAAGACGGATG.......................................................................... 2 23
...............................................AAAAAATTTAAATAAGACGGATGA......................................................................... 1 24
.................................................AAAATTTAAATAAGACGGATGA......................................................................... 1 22
..................................................AAATTTAAATAAGACGGATGATTA...................................................................... 1 24
...................................................AATTTAAATAAGACGGATGATTAA..................................................................... 1 24
....................................................ATTTAAATAAGACGGATGATTAA..................................................................... 1 23



....................................................ATTTAAATAAGACGGATGATTAAA.................................................................... 3 24

......................................................TTAAATAAGACGGATGATTAAA.................................................................... 1 22

........................................................AAATAAGACGGATGATTAAAG................................................................... 2 21

........................................................AAATAAGACGGATGATTAAAGTT................................................................. 1 23

........................................................AAATAAGACGGATGATTAAAGTTG................................................................ 1 24

........................................................AAATAAGACGGATGATTAAAGTTGG............................................................... 1 25

.........................................................AATAAGACGGATGATTAAA.................................................................... 1 19

.........................................................AATAAGACGGATGATTAAAG................................................................... 1 20

.........................................................AATAAGACGGATGATTAAAGT.................................................................. 2 21

.........................................................AATAAGACGGATGATTAAAGTT................................................................. 1 22

.........................................................AATAAGACGGATGATTAAAGTTGG............................................................... 48 24

..........................................................ATAAGACGGATGATTAAAGTTGG............................................................... 2 23

..........................................................ATAAGACGGATGATTAAAGTTGGA.............................................................. 15 24

...........................................................TAAGACGGATGATTAAAGTTG................................................................ 3 21

...........................................................TAAGACGGATGATTAAAGTTGG............................................................... 1 22

...........................................................TAAGACGGATGATTAAAGTTGGA.............................................................. 2 23

...........................................................TAAGACGGATGATTAAAGTTGGAC............................................................. 6 24

............................................................AAGACGGATGATTAAAGTTGGACA............................................................ 39 24

.............................................................AGACGGATGATTAAAGTTGGACA............................................................ 1 23

>osa-miR812h_MIMAT0007848_Oryza_sativa_miR812h
GTTTTATTTGAACTTTTTATAAATAGTATTTTTATTGTTATGAGATTATAAAATTTAAATAAGACGGATGATTAAAGTTGGACACGAAAACTCATGGCTACACTTACAATGAAATGGAGGGGTACTACTCAGCTCACTGTTCAG
************************************************************AAGACGGATGATTAAAGTTGGACA************************************************************ osa-miR812h 24
...............................................ATAAAATTTAAATAAGACGGATG.......................................................................... 1 23
...............................................ATAAAATTTAAATAAGACGGATGA......................................................................... 7 24
.................................................AAAATTTAAATAAGACGGATGA......................................................................... 1 22
..................................................AAATTTAAATAAGACGGATGATTA...................................................................... 1 24
...................................................AATTTAAATAAGACGGATGATTAA..................................................................... 1 24
....................................................ATTTAAATAAGACGGATGATTAA..................................................................... 1 23
....................................................ATTTAAATAAGACGGATGATTAAA.................................................................... 3 24
......................................................TTAAATAAGACGGATGATTAAA.................................................................... 1 22
........................................................AAATAAGACGGATGATTAAAG................................................................... 2 21
........................................................AAATAAGACGGATGATTAAAGTT................................................................. 1 23
........................................................AAATAAGACGGATGATTAAAGTTG................................................................ 1 24
........................................................AAATAAGACGGATGATTAAAGTTGG............................................................... 1 25
.........................................................AATAAGACGGATGATTAAA.................................................................... 1 19
.........................................................AATAAGACGGATGATTAAAG................................................................... 1 20
.........................................................AATAAGACGGATGATTAAAGT.................................................................. 2 21
.........................................................AATAAGACGGATGATTAAAGTT................................................................. 1 22
.........................................................AATAAGACGGATGATTAAAGTTGG............................................................... 48 24
..........................................................ATAAGACGGATGATTAAAGTTGG............................................................... 2 23
..........................................................ATAAGACGGATGATTAAAGTTGGA.............................................................. 15 24
...........................................................TAAGACGGATGATTAAAGTTG................................................................ 3 21
...........................................................TAAGACGGATGATTAAAGTTGG............................................................... 1 22
...........................................................TAAGACGGATGATTAAAGTTGGA.............................................................. 2 23
...........................................................TAAGACGGATGATTAAAGTTGGAC............................................................. 6 24
............................................................AAGACGGATGATTAAAGTTGGACA............................................................ 39 24
.............................................................AGACGGATGATTAAAGTTGGACA............................................................ 1 23
..............................................................GACGGATGATTAAAGTTGGACACG.......................................................... 4 24
...............................................................ACGGATGATTAAAGTTGGACACG.......................................................... 1 23
...................................................................ATGATTAAAGTTGGACACG.......................................................... 1 19
...................................................................ATGATTAAAGTTGGACACGAA........................................................ 1 21
...................................................................ATGATTAAAGTTGGACACGAAAAC..................................................... 25 24
....................................................................TGATTAAAGTTGGACACGAAA....................................................... 1 21
....................................................................TGATTAAAGTTGGACACGAAAA...................................................... 1 22
....................................................................TGATTAAAGTTGGACACGAAAAC..................................................... 1 23
.....................................................................GATTAAAGTTGGACACGAA........................................................ 1 19
.......................................................................TTAAAGTTGGACACGAAAAC..................................................... 2 20

>osa-miR812i_MIMAT0007849_Oryza_sativa_miR812i
AACATGAATATTACTTTATGCATGACTTATATTATTTTAGATTTTCTAAAAAAAATAAATAAGACGGATGATTAAAGTTGGACACGAAAACTCAGGGCTGCGCTTATTTTGGGAATGAGGGAGTACGGAGTACTAATATCAAAC
************************************************************AAGACGGATGATTAAAGTTGGACA************************************************************ osa-miR812i 24
................................................AAAAAAATAAATAAGACGGATGAT........................................................................ 1 24
...................................................AAAATAAATAAGACGGATGATTAA..................................................................... 1 24
........................................................AAATAAGACGGATGATTAAAG................................................................... 2 21
........................................................AAATAAGACGGATGATTAAAGTT................................................................. 1 23
........................................................AAATAAGACGGATGATTAAAGTTG................................................................ 1 24
........................................................AAATAAGACGGATGATTAAAGTTGG............................................................... 1 25
.........................................................AATAAGACGGATGATTAAA.................................................................... 1 19
.........................................................AATAAGACGGATGATTAAAG................................................................... 1 20
.........................................................AATAAGACGGATGATTAAAGT.................................................................. 2 21
.........................................................AATAAGACGGATGATTAAAGTT................................................................. 1 22
.........................................................AATAAGACGGATGATTAAAGTTGG............................................................... 48 24
..........................................................ATAAGACGGATGATTAAAGTTGG............................................................... 2 23
..........................................................ATAAGACGGATGATTAAAGTTGGA.............................................................. 15 24
...........................................................TAAGACGGATGATTAAAGTTG................................................................ 3 21
...........................................................TAAGACGGATGATTAAAGTTGG............................................................... 1 22
...........................................................TAAGACGGATGATTAAAGTTGGA.............................................................. 2 23
...........................................................TAAGACGGATGATTAAAGTTGGAC............................................................. 6 24
............................................................AAGACGGATGATTAAAGTTGGACA............................................................ 39 24
.............................................................AGACGGATGATTAAAGTTGGACA............................................................ 1 23
..............................................................GACGGATGATTAAAGTTGGACACG.......................................................... 4 24
...............................................................ACGGATGATTAAAGTTGGACACG.......................................................... 1 23
...................................................................ATGATTAAAGTTGGACACG.......................................................... 1 19
...................................................................ATGATTAAAGTTGGACACGAA........................................................ 1 21
...................................................................ATGATTAAAGTTGGACACGAAAAC..................................................... 25 24
....................................................................TGATTAAAGTTGGACACGAAA....................................................... 1 21
....................................................................TGATTAAAGTTGGACACGAAAA...................................................... 1 22
....................................................................TGATTAAAGTTGGACACGAAAAC..................................................... 1 23
.....................................................................GATTAAAGTTGGACACGAA........................................................ 1 19
.......................................................................TTAAAGTTGGACACGAAAAC..................................................... 2 20
.........................................................................AAAGTTGGACACGAAAACTCAGGG............................................... 1 24

>osa-miR812j_MIMAT0007850_Oryza_sativa_miR812j
ACTATTCATGTTTTATAATCTAATAACAATAAAAATACTAATCATACAAAAATTTCAAATAAGACGGATGATTAAAGTTGGACACGGAAACTCATGGCTGCGTTTATTTTGTGACGGAGAGAGTACTATTGGAAAGATCAGCTA
************************************************************AAGACGGATGATTAAAGTTGGACA************************************************************ osa-miR812j 24
.....................AATAACAATAAAAATACTAATCAT................................................................................................... 2 24
...............................................AAAAATTTCAAATAAGACGGA............................................................................ 1 21
...............................................AAAAATTTCAAATAAGACGGATG.......................................................................... 1 23
...............................................AAAAATTTCAAATAAGACGGATGA......................................................................... 5 24
................................................AAAATTTCAAATAAGACGGA............................................................................ 1 20
.................................................AAATTTCAAATAAGACGGATG.......................................................................... 1 21
.................................................AAATTTCAAATAAGACGGATGA......................................................................... 1 22
.................................................AAATTTCAAATAAGACGGATGATT....................................................................... 1 24
..................................................AATTTCAAATAAGACGGATGATTA...................................................................... 1 24
...................................................ATTTCAAATAAGACGGATGATTAA..................................................................... 1 24
......................................................TCAAATAAGACGGATGAT........................................................................ 1 18
.......................................................CAAATAAGACGGATGATTAAAG................................................................... 1 22
........................................................AAATAAGACGGATGATTAAAG................................................................... 2 21



........................................................AAATAAGACGGATGATTAAAGTT................................................................. 1 23

........................................................AAATAAGACGGATGATTAAAGTTG................................................................ 1 24

........................................................AAATAAGACGGATGATTAAAGTTGG............................................................... 1 25

.........................................................AATAAGACGGATGATTAAA.................................................................... 1 19

.........................................................AATAAGACGGATGATTAAAG................................................................... 1 20

.........................................................AATAAGACGGATGATTAAAGT.................................................................. 2 21

.........................................................AATAAGACGGATGATTAAAGTT................................................................. 1 22

.........................................................AATAAGACGGATGATTAAAGTTGG............................................................... 48 24

..........................................................ATAAGACGGATGATTAAAGTTGG............................................................... 2 23

..........................................................ATAAGACGGATGATTAAAGTTGGA.............................................................. 15 24

...........................................................TAAGACGGATGATTAAAGTTG................................................................ 3 21

...........................................................TAAGACGGATGATTAAAGTTGG............................................................... 1 22

...........................................................TAAGACGGATGATTAAAGTTGGA.............................................................. 2 23

...........................................................TAAGACGGATGATTAAAGTTGGAC............................................................. 6 24

............................................................AAGACGGATGATTAAAGTTGGACA............................................................ 39 24

.............................................................AGACGGATGATTAAAGTTGGACA............................................................ 1 23

..............................................................GACGGATGATTAAAGTTGGACACG.......................................................... 4 24

...............................................................ACGGATGATTAAAGTTGGACACG.......................................................... 1 23

...............................................................ACGGATGATTAAAGTTGGACACGG......................................................... 4 24

................................................................CGGATGATTAAAGTTGGACACGGA........................................................ 1 24

.................................................................GGATGATTAAAGTTGGACACGGAA....................................................... 3 24

..................................................................GATGATTAAAGTTGGACACGGAA....................................................... 1 23

..................................................................GATGATTAAAGTTGGACACGGAAA...................................................... 23 24

...................................................................ATGATTAAAGTTGGACACG.......................................................... 1 19

...................................................................ATGATTAAAGTTGGACACGGAAAC..................................................... 7 24

....................................................................TGATTAAAGTTGGACACGGAAAC..................................................... 1 23

.....................................................................GATTAAAGTTGGACACGGAAAC..................................................... 1 22

......................................................................ATTAAAGTTGGACACGGA........................................................ 1 18

......................................................................ATTAAAGTTGGACACGGAAAC..................................................... 2 21

......................................................................ATTAAAGTTGGACACGGAAACTCA.................................................. 1 24

.......................................................................TTAAAGTTGGACACGGAAA...................................................... 1 19

.........................................................................AAAGTTGGACACGGAAAC..................................................... 1 18

...........................................................................AGTTGGACACGGAAACTCATGGCT............................................. 1 24

...................................................................................ACGGAAACTCATGGCTGCGTTTAT..................................... 1 24

.........................................................................................................ATTTTGTGACGGAGAGAGT.................... 1 19

>osa-miR1318_MIMAT0009135_Oryza_sativa_miR1318
TCTGCAGTCTGCAGAGATGAGGGAGGATGTGCGTTCTTGTGGGGGGTTTGGGCCCTGTGATCAGGAGAGATGACACCGACATCGCCGGAATTCGTTCTTGGTCTTGTGCCATGATGAATTGATGGTCCGTTTGATGCAGG
************************************************************TCAGGAGAGATGACACCGAC************************************************************ osa-miR1318 20
......................................................CTGTGATCAGGAGAGATGACA................................................................. 2 21
.......................................................TGTGATCAGGAGAGATGACAC................................................................ 3 21
..........................................................GATCAGGAGAGATGACACCGA............................................................. 32 21
..........................................................GATCAGGAGAGATGACACCGAC............................................................ 6 22
..........................................................GATCAGGAGAGATGACACCGACA........................................................... 33 23
...........................................................ATCAGGAGAGATGACACC............................................................... 16 18
...........................................................ATCAGGAGAGATGACACCG.............................................................. 14 19
...........................................................ATCAGGAGAGATGACACCGA............................................................. 99 20
...........................................................ATCAGGAGAGATGACACCGAC............................................................ 9315 21
...........................................................ATCAGGAGAGATGACACCGACA........................................................... 39380 22
...........................................................ATCAGGAGAGATGACACCGACAT.......................................................... 201 23
...........................................................ATCAGGAGAGATGACACCGACATC......................................................... 16 24
............................................................TCAGGAGAGATGACACCG.............................................................. 9 18
............................................................TCAGGAGAGATGACACCGA............................................................. 236 19
............................................................TCAGGAGAGATGACACCGAC............................................................ 7005 20
............................................................TCAGGAGAGATGACACCGACA........................................................... 3681 21
............................................................TCAGGAGAGATGACACCGACAT.......................................................... 13 22
............................................................TCAGGAGAGATGACACCGACATCG........................................................ 1 24
.............................................................CAGGAGAGATGACACCGA............................................................. 2 18
.............................................................CAGGAGAGATGACACCGAC............................................................ 102 19
.............................................................CAGGAGAGATGACACCGACA........................................................... 56 20
.............................................................CAGGAGAGATGACACCGACAT.......................................................... 1 21
..............................................................AGGAGAGATGACACCGAC............................................................ 206 18
..............................................................AGGAGAGATGACACCGACA........................................................... 274 19
..............................................................AGGAGAGATGACACCGACAT.......................................................... 1 20
..................................................................GAGATGACACCGACATCGCCG..................................................... 4 21
..................................................................GAGATGACACCGACATCGCCGGAA.................................................. 1 24
...................................................................AGATGACACCGACATCGCCGG.................................................... 1 21
....................................................................GATGACACCGACATCGCCGG.................................................... 1 20
...................................................................................................................GAATTGATGGTCCGTTTGATG.... 1 21

>osa-miR1319_MIMAT0009136_Oryza_sativa_miR1319
TAGGTGTTGGTTCTAAAGAAAAATCGACACTTATACTATGGGTGTCGGTTTTTAAGAAAAAACCGGCATCTGTAATATATTATAGGTGTCGGTTAATTAAAAACCGAGACCTATAATATATTATAAGTGCCGGTTTTTTTAAAA
************************************************************AACCGGCATCTGTAATATATTATA************************************************************ osa-miR1319 24
.....................................................AAGAAAAAACCGGCATCTGTAATA................................................................... 1 24
........................................................AAAAAACCGGCATCTGTAAT.................................................................... 1 20
.....................................................................CTGTAATATATTATAGGTGTCGGT................................................... 1 24
........................................................................TAATATATTATAGGTGTCGGTTAA................................................ 2 24
.........................................................................AATATATTATAGGTGTCGGTT.................................................. 1 21
.........................................................................AATATATTATAGGTGTCGGTTAAT............................................... 1 24
............................................................................ATATTATAGGTGTCGGTTAAT............................................... 1 21
............................................................................ATATTATAGGTGTCGGTTAATTAA............................................ 3 24
..............................................................................ATTATAGGTGTCGGTTAATTAAAA.......................................... 3 24
...............................................................................TTATAGGTGTCGGTTAATTAA............................................ 1 21

>osa-miR1320_MIMAT0009137_Oryza_sativa_miR1320
CCGTTTTCGATGGCCGCGGCTTTTCATTTGCTCCCTTTAAGATCAAAGTTAGGCCTACTTTGGAACGGAGGAATTTTATAGGATTTTTGCGGGAATTTTAACAGATTCCTGTAAAATTCATTCGTTCCAATGTAGCCCTAT
************************************************************TGGAACGGAGGAATTTTATAG************************************************************ osa-miR1320 21
...............................................GTTAGGCCTACTTTGGAACGG......................................................................... 1 21
....................................................GCCTACTTTGGAACGGAGGAA.................................................................... 3 21
........................................................ACTTTGGAACGGAGGAATTTT................................................................ 1 21
........................................................ACTTTGGAACGGAGGAATTTTATA............................................................. 1 24
............................................................TGGAACGGAGGAATTTTA............................................................... 4 18
............................................................TGGAACGGAGGAATTTTAT.............................................................. 10 19
............................................................TGGAACGGAGGAATTTTATA............................................................. 15 20
............................................................TGGAACGGAGGAATTTTATAG............................................................ 433 21
............................................................TGGAACGGAGGAATTTTATAGG........................................................... 206 22
............................................................TGGAACGGAGGAATTTTATAGGA.......................................................... 4 23
............................................................TGGAACGGAGGAATTTTATAGGAT......................................................... 3 24
.............................................................GGAACGGAGGAATTTTATAG............................................................ 2 20
.............................................................GGAACGGAGGAATTTTATAGG........................................................... 52 21
..............................................................GAACGGAGGAATTTTATAGG........................................................... 2 20
..............................................................GAACGGAGGAATTTTATAGGA.......................................................... 3 21
...............................................................AACGGAGGAATTTTATAG............................................................ 1 18
........................................................................................................ATTCCTGTAAAATTCATTCGT................ 2 21
.............................................................................................................TGTAAAATTCATTCGTTC.............. 1 18
.............................................................................................................TGTAAAATTCATTCGTTCC............. 2 19
.............................................................................................................TGTAAAATTCATTCGTTCCA............ 1 20
.............................................................................................................TGTAAAATTCATTCGTTCCAA........... 51 21
.............................................................................................................TGTAAAATTCATTCGTTCCAAT.......... 1 22



..............................................................................................................GTAAAATTCATTCGTTCCAA........... 2 20

..............................................................................................................GTAAAATTCATTCGTTCCAAT.......... 5 21

...............................................................................................................TAAAATTCATTCGTTCCAAT.......... 1 20

>osa-miR1846e_MIMAT0010042_Oryza_sativa_miR1846e
TGCCGTCGCCGCATCGTTGTCCTGCGGTCGCCATCCTCTCGCACTCGCCGCCGCATCCGCCAACGAGGAGGCCGGGACCACCGGATCCGGTGACTCCGGCCTCCTCGCCGGCAGATCCGGCCACTCTGAGGCGAGGGGGT
************************************************************CAACGAGGAGGCCGGGACCA************************************************************ osa-miR1846e 20
......................................................ATCCGCCAACGAGGAGGCCGG................................................................. 1 21
.............................................................AACGAGGAGGCCGGGACC............................................................. 1 18
.............................................................AACGAGGAGGCCGGGACCA............................................................ 5 19
.............................................................AACGAGGAGGCCGGGACCAC........................................................... 7 20
.............................................................AACGAGGAGGCCGGGACCACC.......................................................... 6 21
.............................................................AACGAGGAGGCCGGGACCACCG......................................................... 199 22
.............................................................AACGAGGAGGCCGGGACCACCGG........................................................ 38 23
..............................................................ACGAGGAGGCCGGGACCAC........................................................... 3 19
..............................................................ACGAGGAGGCCGGGACCACC.......................................................... 1 20
..............................................................ACGAGGAGGCCGGGACCACCG......................................................... 59 21
..............................................................ACGAGGAGGCCGGGACCACCGG........................................................ 4 22
..............................................................ACGAGGAGGCCGGGACCACCGGA....................................................... 2 23
...............................................................CGAGGAGGCCGGGACCACCG......................................................... 3 20
................................................................GAGGAGGCCGGGACCACCG......................................................... 1 19
.................................................................AGGAGGCCGGGACCACCG......................................................... 1 18
.......................................................................................CGGTGACTCCGGCCTCCTCGCC............................... 1 22
................................................................................................................AGATCCGGCCACTCTGAGGCGAG..... 1 23

>osa-miR2098-3p_MIMAT0010061_Oryza_sativa_miR2098-3p
CGGCACATCAACCAACCTCAGTCTTGTGCCATTCCCGTGGAGGCAGCCGATGAGGATTAACGGTTTGTCAAGCGGAGTGCACTTCTAATGAGGCCCAAGGTAGCAGTCGTCACAGCTTCGCCGCAGCTCCCTGTCGGCTT
************************************************************CGGTTTGTCAAGCGGAGTGC************************************************************ osa-miR2098-3p 20
...................................................GAGGATTAACGGTTTGTCAAGCGG................................................................. 1 24

>osa-miR2121a_MIMAT0011180_Oryza_sativa_miR2121a
CAGCCGCGGCCTTAGGCTGTGTTCCCATCTACCAGATGGGAACTCATTTCCCCTGCACGGAAAACGGAGCGGTCCATTAGCGCGTGATTAATTAAGTATTAGCTAATTTTTTTTTCAAAAATGGATTAATGTGATTATTTTAAG
************************************************************AAAACGGAGCGGTCCATTAGCGCG************************************************************ osa-miR2121a 24
.....................................................TGCACGGAAAACGGAGCGGTCCAT................................................................... 6 24
......................................................GCACGGAAAACGGAGCGGTCCATT.................................................................. 1 24
.......................................................CACGGAAAACGGAGCGGT....................................................................... 1 18
.......................................................CACGGAAAACGGAGCGGTCCATT.................................................................. 2 23
.......................................................CACGGAAAACGGAGCGGTCCATTA................................................................. 1 24
........................................................ACGGAAAACGGAGCGGTCCA.................................................................... 1 20
........................................................ACGGAAAACGGAGCGGTCCAT................................................................... 8 21
........................................................ACGGAAAACGGAGCGGTCCATT.................................................................. 5 22
........................................................ACGGAAAACGGAGCGGTCCATTA................................................................. 5 23
........................................................ACGGAAAACGGAGCGGTCCATTAG................................................................ 5 24
.........................................................CGGAAAACGGAGCGGTCCAT................................................................... 1 20
.........................................................CGGAAAACGGAGCGGTCCATTAGC............................................................... 1 24
..........................................................GGAAAACGGAGCGGTCCATTAGC............................................................... 1 23
...........................................................GAAAACGGAGCGGTCCATTAGCGC............................................................. 5 24
............................................................AAAACGGAGCGGTCCATTAGCG.............................................................. 1 22
............................................................AAAACGGAGCGGTCCATTAGCGC............................................................. 4 23
............................................................AAAACGGAGCGGTCCATTAGCGCG............................................................ 14 24
.............................................................AAACGGAGCGGTCCATTAGCGCG............................................................ 1 23
...............................................................ACGGAGCGGTCCATTAGCGCGTGA......................................................... 1 24
...................................................................AGCGGTCCATTAGCGCGTGATTAA..................................................... 2 24
...........................................................................ATTAGCGCGTGATTAATTAAGTAT............................................. 1 24
..............................................................................AGCGCGTGATTAATTAAGTATTA........................................... 1 23
.........................................................................................................ATTTTTTTTTCAAAAATGGATTA................ 1 23

>osa-miR2121b_MIMAT0011181_Oryza_sativa_miR2121b
AGGATGTGTGTGTGAGATGCATTCATTTATGTGCGTTGGGAACTCATTCCCTCCGCACGGAAAACGGAGCGGTCCATTAGCGCGTGATTAATTAAGTATTAGATATTTTTTAAAAAAGCAACTTTAATATAGAAACTTTTTGAA
************************************************************AAAACGGAGCGGTCCATTAGCGCG************************************************************ osa-miR2121b 24
......................................................GCACGGAAAACGGAGCGGTCCATT.................................................................. 1 24
.......................................................CACGGAAAACGGAGCGGT....................................................................... 1 18
.......................................................CACGGAAAACGGAGCGGTCCATT.................................................................. 2 23
.......................................................CACGGAAAACGGAGCGGTCCATTA................................................................. 1 24
........................................................ACGGAAAACGGAGCGGTCCA.................................................................... 1 20
........................................................ACGGAAAACGGAGCGGTCCAT................................................................... 8 21
........................................................ACGGAAAACGGAGCGGTCCATT.................................................................. 5 22
........................................................ACGGAAAACGGAGCGGTCCATTA................................................................. 5 23
........................................................ACGGAAAACGGAGCGGTCCATTAG................................................................ 5 24
.........................................................CGGAAAACGGAGCGGTCCAT................................................................... 1 20
.........................................................CGGAAAACGGAGCGGTCCATTAGC............................................................... 1 24
..........................................................GGAAAACGGAGCGGTCCATTAGC............................................................... 1 23
...........................................................GAAAACGGAGCGGTCCATTAGCGC............................................................. 5 24
............................................................AAAACGGAGCGGTCCATTAGCG.............................................................. 1 22
............................................................AAAACGGAGCGGTCCATTAGCGC............................................................. 4 23
............................................................AAAACGGAGCGGTCCATTAGCGCG............................................................ 14 24
.............................................................AAACGGAGCGGTCCATTAGCGCG............................................................ 1 23
...............................................................ACGGAGCGGTCCATTAGCGCGTGA......................................................... 1 24
...................................................................AGCGGTCCATTAGCGCGTGATTAA..................................................... 2 24
...........................................................................ATTAGCGCGTGATTAATTAAGTAT............................................. 1 24
..............................................................................AGCGCGTGATTAATTAAGTATTA........................................... 1 23

>osa-miR2123a_MIMAT0011183_Oryza_sativa_miR2123a
GTATTTTCATGTACACATCTAGTTTTACATATTTCACAAGACGAACGGTCAGACATGTACTAAAAAGTCAACGGTGTCAAACATTTTGAAACGGAGGGAGTATATCGCTATGCAGCGGATCAGTCGATCATATTGGATTTTA
************************************************************TAAAAAGTCAACGGTGTCAAAC************************************************************ osa-miR2123a 22
..................................................AGACATGTACTAAAAAGTCAACGG.................................................................... 2 24
....................................................ACATGTACTAAAAAGTCAACGGTG.................................................................. 1 24
.......................................................TGTACTAAAAAGTCAACG..................................................................... 1 18
.......................................................TGTACTAAAAAGTCAACGGTGTC................................................................ 1 23
........................................................GTACTAAAAAGTCAACGGTGT................................................................. 1 21
.........................................................TACTAAAAAGTCAACGGTGT................................................................. 1 20
.........................................................TACTAAAAAGTCAACGGTGTC................................................................ 4 21
.........................................................TACTAAAAAGTCAACGGTGTCA............................................................... 1 22
..........................................................ACTAAAAAGTCAACGGTGTC................................................................ 1 20
..........................................................ACTAAAAAGTCAACGGTGTCA............................................................... 3 21
..........................................................ACTAAAAAGTCAACGGTGTCAA.............................................................. 5 22
..........................................................ACTAAAAAGTCAACGGTGTCAAAC............................................................ 30 24
...........................................................CTAAAAAGTCAACGGTGTCAA.............................................................. 5 21
...........................................................CTAAAAAGTCAACGGTGTCAAA............................................................. 2 22
............................................................TAAAAAGTCAACGGTGTCAAA............................................................. 7 21
............................................................TAAAAAGTCAACGGTGTCAAACAT.......................................................... 8 24
.............................................................AAAAAGTCAACGGTGTCAAA............................................................. 1 20
.............................................................AAAAAGTCAACGGTGTCAAAC............................................................ 3 21
.............................................................AAAAAGTCAACGGTGTCAAACA........................................................... 5 22
.............................................................AAAAAGTCAACGGTGTCAAACAT.......................................................... 7 23
.............................................................AAAAAGTCAACGGTGTCAAACATT......................................................... 120 24
..............................................................AAAAGTCAACGGTGTCAAAC............................................................ 1 20



..............................................................AAAAGTCAACGGTGTCAAACA........................................................... 4 21

..............................................................AAAAGTCAACGGTGTCAAACATT......................................................... 4 23

..............................................................AAAAGTCAACGGTGTCAAACATTT........................................................ 22 24

...............................................................AAAGTCAACGGTGTCAAA............................................................. 1 18

...............................................................AAAGTCAACGGTGTCAAAC............................................................ 2 19

...............................................................AAAGTCAACGGTGTCAAACA........................................................... 2 20

...............................................................AAAGTCAACGGTGTCAAACAT.......................................................... 8 21

...............................................................AAAGTCAACGGTGTCAAACATT......................................................... 4 22

...............................................................AAAGTCAACGGTGTCAAACATTT........................................................ 14 23

...............................................................AAAGTCAACGGTGTCAAACATTTT....................................................... 4 24

................................................................AAGTCAACGGTGTCAAACAT.......................................................... 3 20

................................................................AAGTCAACGGTGTCAAACATT......................................................... 8 21

................................................................AAGTCAACGGTGTCAAACATTT........................................................ 1 22

................................................................AAGTCAACGGTGTCAAACATTTT....................................................... 3 23

................................................................AAGTCAACGGTGTCAAACATTTTG...................................................... 1 24

.................................................................AGTCAACGGTGTCAAACATTTTGA..................................................... 3 24

.................................................................AGTCAACGGTGTCAAACATTTTGAAA................................................... 1 26

..................................................................GTCAACGGTGTCAAACATTTTGAA.................................................... 6 24

...................................................................TCAACGGTGTCAAACATTTTG...................................................... 2 21

....................................................................CAACGGTGTCAAACATTTTGAA.................................................... 1 22

.....................................................................AACGGTGTCAAACATTTTGAA.................................................... 2 21

.....................................................................AACGGTGTCAAACATTTTGAAA................................................... 1 22

.....................................................................AACGGTGTCAAACATTTTGAAACG................................................. 5 24

......................................................................ACGGTGTCAAACATTTTGAAACGG................................................ 5 24

........................................................................GGTGTCAAACATTTTGAAACGGAG.............................................. 15 24

.........................................................................GTGTCAAACATTTTGAAACGGAGG............................................. 1 24

..........................................................................TGTCAAACATTTTGAAACGGA............................................... 6 21

..........................................................................TGTCAAACATTTTGAAACGGAGGG............................................ 2 24

...........................................................................GTCAAACATTTTGAAACGGAG.............................................. 1 21

...........................................................................GTCAAACATTTTGAAACGGAGGG............................................ 1 23

...........................................................................GTCAAACATTTTGAAACGGAGGGA........................................... 9 24

............................................................................TCAAACATTTTGAAACGGAGG............................................. 17 21

............................................................................TCAAACATTTTGAAACGGAGGGAG.......................................... 1 24

.............................................................................CAAACATTTTGAAACGGAGGGA........................................... 1 22

.............................................................................CAAACATTTTGAAACGGAGGGAG.......................................... 5 23

.............................................................................CAAACATTTTGAAACGGAGGGAGT......................................... 4 24

..............................................................................AAACATTTTGAAACGGAGG............................................. 2 19

..............................................................................AAACATTTTGAAACGGAGGGA........................................... 6 21

..............................................................................AAACATTTTGAAACGGAGGGAGTA........................................ 3 24

...............................................................................AACATTTTGAAACGGAGGG............................................ 1 19

...............................................................................AACATTTTGAAACGGAGGGAG.......................................... 1 21

...............................................................................AACATTTTGAAACGGAGGGAGTA........................................ 2 23

...............................................................................AACATTTTGAAACGGAGGGAGTAT....................................... 1 24

................................................................................ACATTTTGAAACGGAGGGAGTA........................................ 1 22

................................................................................ACATTTTGAAACGGAGGGAGTAT....................................... 2 23

................................................................................ACATTTTGAAACGGAGGGAGTATA...................................... 1 24

..................................................................................ATTTTGAAACGGAGGGAGTAT....................................... 1 21

...................................................................................TTTTGAAACGGAGGGAGT......................................... 1 18

...................................................................................TTTTGAAACGGAGGGAGTATA...................................... 3 21

>osa-miR2123b_MIMAT0011184_Oryza_sativa_miR2123b
TATGAAAAGAATAAATAATTACTTAAAATTTTTGAATAAGACGAATGGTCAAACACGTCCTAAAAAGTCAACGGTGTCAAACATTTTTGAAACGGAGGGAGTAGCATGATGATAGCAAGCACAACAGTAGCTGCACGACGAA
************************************************************TAAAAAGTCAACGGTGTCAAAC************************************************************ osa-miR2123b 22
..............ATAATTACTTAAAATTTTTGAATA........................................................................................................ 1 24
...................TACTTAAAATTTTTGAATAAGA..................................................................................................... 1 22
...................TACTTAAAATTTTTGAATAAGACG................................................................................................... 1 24
....................ACTTAAAATTTTTGAATAAGACGA.................................................................................................. 9 24
.....................CTTAAAATTTTTGAATAAGACGA.................................................................................................. 1 23
......................TTAAAATTTTTGAATAAGACGAA................................................................................................. 1 23
......................TTAAAATTTTTGAATAAGACGAAT................................................................................................ 1 24
.......................TAAAATTTTTGAATAAGACGA.................................................................................................. 9 21
.......................TAAAATTTTTGAATAAGACGAA................................................................................................. 5 22
.......................TAAAATTTTTGAATAAGACGAAT................................................................................................ 17 23
.......................TAAAATTTTTGAATAAGACGAATG............................................................................................... 3 24
........................AAAATTTTTGAATAAGACGA.................................................................................................. 1 20
........................AAAATTTTTGAATAAGACGAA................................................................................................. 3 21
........................AAAATTTTTGAATAAGACGAAT................................................................................................ 1 22
........................AAAATTTTTGAATAAGACGAATG............................................................................................... 23 23
........................AAAATTTTTGAATAAGACGAATGG.............................................................................................. 103 24
........................AAAATTTTTGAATAAGACGAATGGT............................................................................................. 2 25
.........................AAATTTTTGAATAAGACGAA................................................................................................. 1 20
.........................AAATTTTTGAATAAGACGAATG............................................................................................... 1 22
.........................AAATTTTTGAATAAGACGAATGG.............................................................................................. 9 23
.........................AAATTTTTGAATAAGACGAATGGT............................................................................................. 9 24
.........................AAATTTTTGAATAAGACGAATGGTC............................................................................................ 1 25
..........................AATTTTTGAATAAGACGAATG............................................................................................... 1 21
..........................AATTTTTGAATAAGACGAATGGT............................................................................................. 1 23
............................TTTTTGAATAAGACGAAT................................................................................................ 1 18
............................TTTTTGAATAAGACGAATG............................................................................................... 2 19
............................TTTTTGAATAAGACGAATGG.............................................................................................. 3 20
............................TTTTTGAATAAGACGAATGGT............................................................................................. 13 21
............................TTTTTGAATAAGACGAATGGTCAA.......................................................................................... 5 24
.............................TTTTGAATAAGACGAATGG.............................................................................................. 1 19
.............................TTTTGAATAAGACGAATGGT............................................................................................. 1 20
.............................TTTTGAATAAGACGAATGGTCAA.......................................................................................... 2 23
.............................TTTTGAATAAGACGAATGGTCAAA......................................................................................... 2 24
..............................TTTGAATAAGACGAATGGTC............................................................................................ 1 20
..............................TTTGAATAAGACGAATGGTCA........................................................................................... 48 21
..............................TTTGAATAAGACGAATGGTCAA.......................................................................................... 4 22
..............................TTTGAATAAGACGAATGGTCAAA......................................................................................... 1 23
..............................TTTGAATAAGACGAATGGTCAAAC........................................................................................ 4 24
...............................TTGAATAAGACGAATGGT............................................................................................. 1 18
...............................TTGAATAAGACGAATGGTCA........................................................................................... 1 20
...............................TTGAATAAGACGAATGGTCAA.......................................................................................... 10 21
...............................TTGAATAAGACGAATGGTCAAA......................................................................................... 2 22
...............................TTGAATAAGACGAATGGTCAAACA....................................................................................... 8 24
................................TGAATAAGACGAATGGTCAAA......................................................................................... 1 21
................................TGAATAAGACGAATGGTCAAACA....................................................................................... 9 23
................................TGAATAAGACGAATGGTCAAACAC...................................................................................... 8 24
..................................AATAAGACGAATGGTCAAA......................................................................................... 1 19
..................................AATAAGACGAATGGTCAAACA....................................................................................... 28 21
...................................ATAAGACGAATGGTCAAA......................................................................................... 1 18
...................................ATAAGACGAATGGTCAAACA....................................................................................... 13 20
...................................ATAAGACGAATGGTCAAACAC...................................................................................... 1 21
...................................ATAAGACGAATGGTCAAACACG..................................................................................... 1 22
....................................TAAGACGAATGGTCAAACA....................................................................................... 1 19
............................................ATGGTCAAACACGTCCTAAA.............................................................................. 1 20
..................................................AAACACGTCCTAAAAAGTCAACGG.................................................................... 2 24
...................................................AACACGTCCTAAAAAGTCAACGGT................................................................... 1 24
....................................................ACACGTCCTAAAAAGTCAACGGTG.................................................................. 1 24
...........................................................CTAAAAAGTCAACGGTGTCAA.............................................................. 5 21



...........................................................CTAAAAAGTCAACGGTGTCAAA............................................................. 2 22

............................................................TAAAAAGTCAACGGTGTCAAA............................................................. 7 21

............................................................TAAAAAGTCAACGGTGTCAAACAT.......................................................... 8 24

.............................................................AAAAAGTCAACGGTGTCAAA............................................................. 1 20

.............................................................AAAAAGTCAACGGTGTCAAAC............................................................ 3 21

.............................................................AAAAAGTCAACGGTGTCAAACA........................................................... 5 22

.............................................................AAAAAGTCAACGGTGTCAAACAT.......................................................... 7 23

.............................................................AAAAAGTCAACGGTGTCAAACATT......................................................... 120 24

..............................................................AAAAGTCAACGGTGTCAAAC............................................................ 1 20

..............................................................AAAAGTCAACGGTGTCAAACA........................................................... 4 21

..............................................................AAAAGTCAACGGTGTCAAACATT......................................................... 4 23

..............................................................AAAAGTCAACGGTGTCAAACATTT........................................................ 22 24

...............................................................AAAGTCAACGGTGTCAAA............................................................. 1 18

...............................................................AAAGTCAACGGTGTCAAAC............................................................ 2 19

...............................................................AAAGTCAACGGTGTCAAACA........................................................... 2 20

...............................................................AAAGTCAACGGTGTCAAACAT.......................................................... 8 21

...............................................................AAAGTCAACGGTGTCAAACATT......................................................... 4 22

...............................................................AAAGTCAACGGTGTCAAACATTT........................................................ 14 23

...............................................................AAAGTCAACGGTGTCAAACATTTT....................................................... 4 24

................................................................AAGTCAACGGTGTCAAACAT.......................................................... 3 20

................................................................AAGTCAACGGTGTCAAACATT......................................................... 8 21

................................................................AAGTCAACGGTGTCAAACATTT........................................................ 1 22

................................................................AAGTCAACGGTGTCAAACATTTT....................................................... 3 23

....................................................................................TTTTGAAACGGAGGGAGT........................................ 1 18

...................................................................................................AGTAGCATGATGATAGCAAGCACA................... 1 24

>osa-miR2123c_MIMAT0011185_Oryza_sativa_miR2123c
TTGACACTGTTGACTTTTTAGCACATGTTTGACCATTCGTCTTATTAAAAAAACACGTACTAAAAAGTCAACGGTGTCAAACATTTTGAAACGGAGGGAGTATAAAGTTTTGAGATATCATTGAACACCTCCAAAAAAATTC
************************************************************TAAAAAGTCAACGGTGTCAAAC************************************************************ osa-miR2123c 22
..GACACTGTTGACTTTTTAGCACAT.................................................................................................................... 1 24
...ACACTGTTGACTTTTTAGCACATG................................................................................................................... 1 24
........GTTGACTTTTTAGCACATGTTTG............................................................................................................... 1 23
........GTTGACTTTTTAGCACATGTTTGA.............................................................................................................. 5 24
.........TTGACTTTTTAGCACATGT.................................................................................................................. 2 19
.........TTGACTTTTTAGCACATGTT................................................................................................................. 2 20
.........TTGACTTTTTAGCACATGTTT................................................................................................................ 7 21
.........TTGACTTTTTAGCACATGTTTG............................................................................................................... 1 22
.........TTGACTTTTTAGCACATGTTTGA.............................................................................................................. 5 23
.........TTGACTTTTTAGCACATGTTTGAC............................................................................................................. 19 24
..........TGACTTTTTAGCACATGT.................................................................................................................. 1 18
..........TGACTTTTTAGCACATGTTT................................................................................................................ 1 20
..........TGACTTTTTAGCACATGTTTG............................................................................................................... 1 21
..........TGACTTTTTAGCACATGTTTGA.............................................................................................................. 2 22
..........TGACTTTTTAGCACATGTTTGAC............................................................................................................. 28 23
..........TGACTTTTTAGCACATGTTTGACC............................................................................................................ 10 24
...........GACTTTTTAGCACATGTTTG............................................................................................................... 1 20
...........GACTTTTTAGCACATGTTTGA.............................................................................................................. 1 21
...........GACTTTTTAGCACATGTTTGAC............................................................................................................. 9 22
...........GACTTTTTAGCACATGTTTGACCA........................................................................................................... 1 24
............ACTTTTTAGCACATGTTTGAC............................................................................................................. 2 21
............ACTTTTTAGCACATGTTTGACC............................................................................................................ 1 22
..............TTTTTAGCACATGTTTGAC............................................................................................................. 1 19
..............TTTTTAGCACATGTTTGACCATTC........................................................................................................ 1 24
.....................CACATGTTTGACCATTCGTCTTAT................................................................................................. 1 24
......................ACATGTTTGACCATTCGTCTT................................................................................................... 2 21
........................ATGTTTGACCATTCGTCTTAT................................................................................................. 3 21
........................ATGTTTGACCATTCGTCTTATT................................................................................................ 1 22
........................ATGTTTGACCATTCGTCTTATTAA.............................................................................................. 1 24
.........................TGTTTGACCATTCGTCTTATT................................................................................................ 2 21
.........................TGTTTGACCATTCGTCTTATTAA.............................................................................................. 1 23
..................................................AAACACGTACTAAAAAGTCAACGG.................................................................... 3 24
...................................................AACACGTACTAAAAAGTCAACG..................................................................... 1 22
...................................................AACACGTACTAAAAAGTCAACGGT................................................................... 15 24
....................................................ACACGTACTAAAAAGTCAACGG.................................................................... 2 22
....................................................ACACGTACTAAAAAGTCAACGGTG.................................................................. 2 24
.....................................................CACGTACTAAAAAGTCAACGGTGT................................................................. 1 24
......................................................ACGTACTAAAAAGTCAACGGTG.................................................................. 1 22
......................................................ACGTACTAAAAAGTCAACGGTGTC................................................................ 1 24
........................................................GTACTAAAAAGTCAACGGTGT................................................................. 1 21
.........................................................TACTAAAAAGTCAACGGTGT................................................................. 1 20
.........................................................TACTAAAAAGTCAACGGTGTC................................................................ 4 21
.........................................................TACTAAAAAGTCAACGGTGTCA............................................................... 1 22
..........................................................ACTAAAAAGTCAACGGTGTC................................................................ 1 20
..........................................................ACTAAAAAGTCAACGGTGTCA............................................................... 3 21
..........................................................ACTAAAAAGTCAACGGTGTCAA.............................................................. 5 22
..........................................................ACTAAAAAGTCAACGGTGTCAAAC............................................................ 30 24
...........................................................CTAAAAAGTCAACGGTGTCAA.............................................................. 5 21
...........................................................CTAAAAAGTCAACGGTGTCAAA............................................................. 2 22
............................................................TAAAAAGTCAACGGTGTCAAA............................................................. 7 21
............................................................TAAAAAGTCAACGGTGTCAAACAT.......................................................... 8 24
.............................................................AAAAAGTCAACGGTGTCAAA............................................................. 1 20
.............................................................AAAAAGTCAACGGTGTCAAAC............................................................ 3 21
.............................................................AAAAAGTCAACGGTGTCAAACA........................................................... 5 22
.............................................................AAAAAGTCAACGGTGTCAAACAT.......................................................... 7 23
.............................................................AAAAAGTCAACGGTGTCAAACATT......................................................... 120 24
..............................................................AAAAGTCAACGGTGTCAAAC............................................................ 1 20
..............................................................AAAAGTCAACGGTGTCAAACA........................................................... 4 21
..............................................................AAAAGTCAACGGTGTCAAACATT......................................................... 4 23
..............................................................AAAAGTCAACGGTGTCAAACATTT........................................................ 22 24
...............................................................AAAGTCAACGGTGTCAAA............................................................. 1 18
...............................................................AAAGTCAACGGTGTCAAAC............................................................ 2 19
...............................................................AAAGTCAACGGTGTCAAACA........................................................... 2 20
...............................................................AAAGTCAACGGTGTCAAACAT.......................................................... 8 21
...............................................................AAAGTCAACGGTGTCAAACATT......................................................... 4 22
...............................................................AAAGTCAACGGTGTCAAACATTT........................................................ 14 23
...............................................................AAAGTCAACGGTGTCAAACATTTT....................................................... 4 24
................................................................AAGTCAACGGTGTCAAACAT.......................................................... 3 20
................................................................AAGTCAACGGTGTCAAACATT......................................................... 8 21
................................................................AAGTCAACGGTGTCAAACATTT........................................................ 1 22
................................................................AAGTCAACGGTGTCAAACATTTT....................................................... 3 23
................................................................AAGTCAACGGTGTCAAACATTTTG...................................................... 1 24
.................................................................AGTCAACGGTGTCAAACATTTTGA..................................................... 3 24
.................................................................AGTCAACGGTGTCAAACATTTTGAAA................................................... 1 26
..................................................................GTCAACGGTGTCAAACATTTTGAA.................................................... 6 24
...................................................................TCAACGGTGTCAAACATTTTG...................................................... 2 21
....................................................................CAACGGTGTCAAACATTTTGAA.................................................... 1 22
.....................................................................AACGGTGTCAAACATTTTGAA.................................................... 2 21
.....................................................................AACGGTGTCAAACATTTTGAAA................................................... 1 22
.....................................................................AACGGTGTCAAACATTTTGAAACG................................................. 5 24
......................................................................ACGGTGTCAAACATTTTGAAACGG................................................ 5 24
........................................................................GGTGTCAAACATTTTGAAACGGAG.............................................. 15 24



.........................................................................GTGTCAAACATTTTGAAACGGAGG............................................. 1 24

..........................................................................TGTCAAACATTTTGAAACGGA............................................... 6 21

..........................................................................TGTCAAACATTTTGAAACGGAGGG............................................ 2 24

...........................................................................GTCAAACATTTTGAAACGGAG.............................................. 1 21

...........................................................................GTCAAACATTTTGAAACGGAGGG............................................ 1 23

...........................................................................GTCAAACATTTTGAAACGGAGGGA........................................... 9 24

............................................................................TCAAACATTTTGAAACGGAGG............................................. 17 21

............................................................................TCAAACATTTTGAAACGGAGGGAG.......................................... 1 24

.............................................................................CAAACATTTTGAAACGGAGGGA........................................... 1 22

.............................................................................CAAACATTTTGAAACGGAGGGAG.......................................... 5 23

.............................................................................CAAACATTTTGAAACGGAGGGAGT......................................... 4 24

..............................................................................AAACATTTTGAAACGGAGG............................................. 2 19

..............................................................................AAACATTTTGAAACGGAGGGA........................................... 6 21

..............................................................................AAACATTTTGAAACGGAGGGAGTA........................................ 3 24

...............................................................................AACATTTTGAAACGGAGGG............................................ 1 19

...............................................................................AACATTTTGAAACGGAGGGAG.......................................... 1 21

...............................................................................AACATTTTGAAACGGAGGGAGTA........................................ 2 23

...............................................................................AACATTTTGAAACGGAGGGAGTAT....................................... 1 24

................................................................................ACATTTTGAAACGGAGGGAGTA........................................ 1 22

................................................................................ACATTTTGAAACGGAGGGAGTAT....................................... 2 23

................................................................................ACATTTTGAAACGGAGGGAGTATA...................................... 1 24

..................................................................................ATTTTGAAACGGAGGGAGTAT....................................... 1 21

...................................................................................TTTTGAAACGGAGGGAGT......................................... 1 18

...................................................................................TTTTGAAACGGAGGGAGTATA...................................... 3 21

....................................................................................TTTGAAACGGAGGGAGTATAA..................................... 1 21

>osa-miR2124a_MIMAT0011186_Oryza_sativa_miR2124a
TTTGTCTCGCAGTTTACAGGCGGAATCTGTAATTTGTTTTGTTATTAGTCTACGTTTAATACTTTAAATGTGTGTCCGTATATTTTAAAAAAATGGCACACGAACTAAACACAGCCCTAGTCCTTTTATGATGTTATGTAGTAG
************************************************************ACTTTAAATGTGTGTCCGTATATT************************************************************ osa-miR2124a 24
.TTGTCTCGCAGTTTACAGGCG.......................................................................................................................... 1 21
.TTGTCTCGCAGTTTACAGGCGGAA....................................................................................................................... 1 24
...GTCTCGCAGTTTACAGGCGGA........................................................................................................................ 1 21
.....CTCGCAGTTTACAGGCGGA........................................................................................................................ 1 19
......TCGCAGTTTACAGGCGGAATCTGT.................................................................................................................. 1 24
.......CGCAGTTTACAGGCGGAATCTGT.................................................................................................................. 1 23
......................GAATCTGTAATTTGTTTTGTTAT................................................................................................... 1 23
.......................AATCTGTAATTTGTTTTGTTA.................................................................................................... 1 21
........................ATCTGTAATTTGTTTTGTTATTAG................................................................................................ 1 24
.........................TCTGTAATTTGTTTTGTTATTAG................................................................................................ 1 23
............................GTAATTTGTTTTGTTATTAGTCTA............................................................................................ 1 24
..............................AATTTGTTTTGTTATTAGTCTACG.......................................................................................... 1 24
.....................................TTTGTTATTAGTCTACGTTTA...................................................................................... 1 21
...........................................ATTAGTCTACGTTTAATACTTTA.............................................................................. 1 23
...........................................ATTAGTCTACGTTTAATACTTTAAA............................................................................ 1 25
.........................................................AATACTTTAAATGTGTGTCCGTAT............................................................... 1 24
...........................................................TACTTTAAATGTGTGTCCGTAT............................................................... 1 22
...........................................................TACTTTAAATGTGTGTCCGTATAT............................................................. 1 24

>osa-miR2124b_MIMAT0011187_Oryza_sativa_miR2124b
TAGGCTTAATAAATTCGTGTCGCGGTTTACAGGCGGATTCATTATTAGACTACGTTTAATACTTTAAATGTGTGTCCGTATATTCGATGTGACACATCAAAACTTGACACCTCTGGATCTAATCACAGCCATATATCATGATGC
************************************************************ACTTTAAATGTGTGTCCGTATATT************************************************************ osa-miR2124b 24
..GGCTTAATAAATTCGTGTCGCGGT...................................................................................................................... 1 24
.......AATAAATTCGTGTCGCGGTTTACA................................................................................................................. 1 24
..........AAATTCGTGTCGCGGTTTACAGGC.............................................................................................................. 2 24
..............TCGTGTCGCGGTTTACAGGCGGAT.......................................................................................................... 1 24
........................GTTTACAGGCGGATTCATTATTAG................................................................................................ 2 24
...........................................ATTAGACTACGTTTAATACTTTAA............................................................................. 3 24
..............................................AGACTACGTTTAATACTTTAAATG.......................................................................... 1 24
................................................ACTACGTTTAATACTTTAAATGTG........................................................................ 2 24
.........................................................AATACTTTAAATGTGTGTCCGTAT............................................................... 1 24
...........................................................TACTTTAAATGTGTGTCCGTAT............................................................... 1 22
...........................................................TACTTTAAATGTGTGTCCGTATAT............................................................. 1 24

>osa-miR2124c_MIMAT0011188_Oryza_sativa_miR2124c
TTCGTCTCGTAGTTTTCTGGCGGAATCTGTAATTTATTTTGTTATTAGACAACGTTTAATACTTTAAATGTGTGTCCGTATATTCGATGTGACACCTCAAAATAAATTTTTTTCCATCTAAACTGGGCCTTAGCAACAACCATG
************************************************************ACTTTAAATGTGTGTCCGTATATT************************************************************ osa-miR2124c 24
.........................................................AATACTTTAAATGTGTGTCCGTAT............................................................... 1 24
...........................................................TACTTTAAATGTGTGTCCGTAT............................................................... 1 22
...........................................................TACTTTAAATGTGTGTCCGTATAT............................................................. 1 24

>osa-miR2124d_MIMAT0011189_Oryza_sativa_miR2124d
TTCGACTCGCAGTTTTCTGGCGGAATCTGTAATTTATTTTGTTATTAGACTATGTTTAATACTTTAAATGTGTGTCCGTATATTCGATATGACAACTAAACTTAAAAATTTTCCCCAACTAAACAAGGCAAACAAGGCTGTAGT
************************************************************ACTTTAAATGTGTGTCCGTATATT************************************************************ osa-miR2124d 24
..............................................AGACTATGTTTAATACTTTAAATG.......................................................................... 1 24
.........................................................AATACTTTAAATGTGTGTCCGTAT............................................................... 1 24
...........................................................TACTTTAAATGTGTGTCCGTAT............................................................... 1 22
...........................................................TACTTTAAATGTGTGTCCGTATAT............................................................. 1 24

>osa-miR2124e_MIMAT0011190_Oryza_sativa_miR2124e
TTCGTCTCGCAGTTTATAGGCGGAATATGTAATTTGTTTTGTTATTAGTCTACGTTTAATACTTTAAATGTGTGTCCGTATATTCGATGTGACACGTCAAAACTTTTCACCCCTGAACTAAACAGGGCCAATCTCACCAAGAAC
************************************************************ACTTTAAATGTGTGTCCGTATATT************************************************************ osa-miR2124e 24
.TCGTCTCGCAGTTTATAGGCGGAA....................................................................................................................... 1 24
...................GCGGAATATGTAATTTGTTTTGTT..................................................................................................... 1 24
............................GTAATTTGTTTTGTTATTAGTCTA............................................................................................ 1 24
..............................AATTTGTTTTGTTATTAGTCTACG.......................................................................................... 1 24
.....................................TTTGTTATTAGTCTACGTTTA...................................................................................... 1 21
...........................................ATTAGTCTACGTTTAATACTTTA.............................................................................. 1 23
...........................................ATTAGTCTACGTTTAATACTTTAAA............................................................................ 1 25
.........................................................AATACTTTAAATGTGTGTCCGTAT............................................................... 1 24
...........................................................TACTTTAAATGTGTGTCCGTAT............................................................... 1 22
...........................................................TACTTTAAATGTGTGTCCGTATAT............................................................. 1 24
....................................................................................CGATGTGACACGTCAAAA.......................................... 1 18
......................................................................................ATGTGACACGTCAAAACTTTTCAC.................................. 1 24

>osa-miR2124f_MIMAT0011191_Oryza_sativa_miR2124f
TTCGTCTCTTGGTTTACAGGCGGATCCTGCAATTTGTTTTGTTATTAGACTACGTTTAATACTTTAAATGTGTGTCCGTATATTCTATGTGACACGCCCAAACTTTACACCCGTAGATCTAAATACAGCCTAAATTTATTTTTA
************************************************************ACTTTAAATGTGTGTCCGTATATT************************************************************ osa-miR2124f 24
...............................ATTTGTTTTGTTATTAGACTACG.......................................................................................... 1 23
....................................TTTTGTTATTAGACTACGTTTAA..................................................................................... 1 23
...........................................ATTAGACTACGTTTAATACTTTAA............................................................................. 3 24
..............................................AGACTACGTTTAATACTTTAAATG.......................................................................... 1 24
................................................ACTACGTTTAATACTTTAAATGTG........................................................................ 2 24
.........................................................AATACTTTAAATGTGTGTCCGTAT............................................................... 1 24
...........................................................TACTTTAAATGTGTGTCCGTAT............................................................... 1 22
...........................................................TACTTTAAATGTGTGTCCGTATAT............................................................. 1 24



>osa-miR2124g_MIMAT0011192_Oryza_sativa_miR2124g
TTCGTCTCGCGGTTTACAGGCGGATTCTCTAATTTGTTTTGTTATTAGTCTACATTTAATACTTTAAATGTGTGTCCGTATATTCAATGTGACACGCCAAAATTTTACAACCCGGATCTAAACACAGCCTTAGTCACCGCTGCT
************************************************************ACTTTAAATGTGTGTCCGTATATT************************************************************ osa-miR2124g 24
.........................................................AATACTTTAAATGTGTGTCCGTAT............................................................... 1 24
...........................................................TACTTTAAATGTGTGTCCGTAT............................................................... 1 22
...........................................................TACTTTAAATGTGTGTCCGTATAT............................................................. 1 24
.....................................................................................................ATTTTACAACCCGGATCTAAAC..................... 1 22

>osa-miR2124i_MIMAT0011193_Oryza_sativa_miR2124i
TTCGCCTCGTAGTTTACAAGTGGAATCTGTAATTTGTTTCGTTGTTAGCCTACGTTTAATACTTTAAATGTGTGTCCGTATATTCGATGTGACACGCTAAAACTTTTCACCCCTGAATCTAAACACAGCTTATAAAGATAATTT
************************************************************ACTTTAAATGTGTGTCCGTATATT************************************************************ osa-miR2124i 24
.........................................................AATACTTTAAATGTGTGTCCGTAT............................................................... 1 24
...........................................................TACTTTAAATGTGTGTCCGTAT............................................................... 1 22
...........................................................TACTTTAAATGTGTGTCCGTATAT............................................................. 1 24
...............................................................................ATATTCGATGTGACACGCTAAAA.......................................... 1 23
...............................................................................ATATTCGATGTGACACGCTAAAAC......................................... 2 24
.................................................................................ATTCGATGTGACACGCTAAAACTT....................................... 1 24

>osa-miR2125_MIMAT0011194_Oryza_sativa_miR2125
GTAAACCACCTCAATAGTATGTCTACATGGGTATCTATAGCTCTCTAATGCATTGCCTCGTTTTTCTCTATAGACTATCTCCAGGTTAATAGATAGCTTTGCTCTCTCTCTTCATTTAATCTCTTCCAAGTAGGAAAATATGCT
************************************************************TTTTTCTCTATAGACTATCTCCAG************************************************************ osa-miR2125 24
..AAACCACCTCAATAGTATGTCTA....................................................................................................................... 1 23
..AAACCACCTCAATAGTATGTCTAC...................................................................................................................... 2 24
...AACCACCTCAATAGTATGTCTA....................................................................................................................... 1 22
..........TCAATAGTATGTCTACATGG.................................................................................................................. 1 20
..............TAGTATGTCTACATGGGTATCTA........................................................................................................... 1 23
.................TATGTCTACATGGGTATCTAT.......................................................................................................... 1 21
....................GTCTACATGGGTATCTATAGCTCT.................................................................................................... 1 24
......................CTACATGGGTATCTATAGCTCTCT.................................................................................................. 1 24
.......................TACATGGGTATCTATAGCTCT.................................................................................................... 1 21
.......................TACATGGGTATCTATAGCTCTCTA................................................................................................. 1 24
............................GGGTATCTATAGCTCTCTAATGCA............................................................................................ 1 24
...................................TATAGCTCTCTAATGCATTGC........................................................................................ 1 21
......................................................GCCTCGTTTTTCTCTATAGACTAT.................................................................. 1 24
..............................................................TTTCTCTATAGACTATCTCCAGGT.......................................................... 1 24
...............................................................TTCTCTATAGACTATCTCCAGGTT......................................................... 2 24
..........................................................................................AGATAGCTTTGCTCTCTCTCTTCAT............................. 1 25
...............................................................................................................TCATTTAATCTCTTCCAAGTAGGA......... 1 24
.................................................................................................................ATTTAATCTCTTCCAAGTAGGAAA....... 1 24
.....................................................................................................................AATCTCTTCCAAGTAGGAAA....... 1 20
.....................................................................................................................AATCTCTTCCAAGTAGGAAAATAT... 4 24
...........................................................................................................................TTCCAAGTAGGAAAATATGCT 5 21

>osa-miR2124h_MIMAT0011195_Oryza_sativa_miR2124h
TTTGTCTCGCGGTTTACAAGTGGAATCTGTAATTTGTTTTATTACTAGTCTATGTTTAATACTTTAAATGTGTGTCCGTATATTCGATGTGACACCTCAAAACTTTTCACCACTCGATAAAGAATGACACAATGAGGGCTGGTG
************************************************************ACTTTAAATGTGTGTCCGTATATT************************************************************ osa-miR2124h 24
.........................................................AATACTTTAAATGTGTGTCCGTAT............................................................... 1 24
...........................................................TACTTTAAATGTGTGTCCGTAT............................................................... 1 22
...........................................................TACTTTAAATGTGTGTCCGTATAT............................................................. 1 24



Fig. S8

>ppt-miR390b_MIMAT0003132_Physcomitrella_patens_miR390b
ACATCGTATGCGATATAGATCCGCCATTTGGACATCAAGCTGCTGGGAGATACAATTACGAAGCTCAGGAGGGATAGCGCCCAGCCCTGCTTTTACTGTTCAATCAGTTAGAGTGCTTCTGATAGTAAGATGCAGATGCAT
************************************************************AAGCTCAGGAGGGATAGCGCC************************************************************ ppt-miR390b 21
............................................................AAGCTCAGGAGGGATAGCGC............................................................. 9 20
............................................................AAGCTCAGGAGGGATAGCGCCCA.......................................................... 1 23
............................................................AAGCTCAGGAGGGATAGCGCCC........................................................... 1 22
............................................................AAGCTCAGGAGGGATAGCG.............................................................. 1 19
............................................................AAGCTCAGGAGGGATAGCGCC............................................................ 264 21
.............................................................AGCTCAGGAGGGATAGCGCC............................................................ 10 20
.............................................................AGCTCAGGAGGGATAGCGCCC........................................................... 1 21

>ppt-miR319a_MIMAT0003133_Physcomitrella_patens_miR319a
GCCCCGATACGGTATCCGAACGTTTGTCCCGGGAACTGGTCGACCTTCCGCCCGGCGTCTCTTGGACTGAAGGGAGCTCCACTCTTGGCGTCTCTGGCATCGCACTGTCAGTTGTGGTCTTAAGTTGACTCCACCAGTTG
************************************************************CTTGGACTGAAGGGAGCTCC************************************************************ ppt-miR319a 20
..................AACGTTTGTCCCGGGAACTGG..................................................................................................... 1 21
.......................................TCGACCTTCCGCCCGGCGT.................................................................................. 13 19
.......................................TCGACCTTCCGCCCGGCGTC................................................................................. 33 20
.......................................TCGACCTTCCGCCCGGCGTCT................................................................................ 64 21
........................................CGACCTTCCGCCCGGCGTCT................................................................................ 2 20
.........................................GACCTTCCGCCCGGCGTCT................................................................................ 2 19
......................................................GCGTCTCTTGGACTGAAGGGAGCT.............................................................. 1 24
.........................................................TCTCTTGGACTGAAGGGAGCTCC............................................................ 1 23
.........................................................TCTCTTGGACTGAAGGGAGCT.............................................................. 13 21
.........................................................TCTCTTGGACTGAAGGGAGCTC............................................................. 1 22
...........................................................TCTTGGACTGAAGGGAGCTCC............................................................ 7 21
...........................................................TCTTGGACTGAAGGGAGCTC............................................................. 1 20
............................................................CTTGGACTGAAGGGAGCTC............................................................. 24 19
............................................................CTTGGACTGAAGGGAGCTCC............................................................ 442 20
............................................................CTTGGACTGAAGGGAGCTCCAC.......................................................... 10 22
............................................................CTTGGACTGAAGGGAGCTCCA........................................................... 403 21
.............................................................TTGGACTGAAGGGAGCTCC............................................................ 10 19
.............................................................TTGGACTGAAGGGAGCTCCA........................................................... 24 20
.............................................................TTGGACTGAAGGGAGCTCCAC.......................................................... 23 21
..............................................................TGGACTGAAGGGAGCTCCA........................................................... 3 19
..............................................................TGGACTGAAGGGAGCTCCAC.......................................................... 3 20

>ppt-miR319b_MIMAT0003134_Physcomitrella_patens_miR319b
CGCGTGATATGGAATCCGAAGGTCTGATCCGGGAGCTGATCGATCTCCAGGTTAGCATCTCTTGGACTGAAGGGAGCTCCTCCTTTCACAGGCCTGATTCAGTGTTCGCCTGCTAGGGTTGCCAATCTATGATCGCCTGT
************************************************************CTTGGACTGAAGGGAGCTCC************************************************************ ppt-miR319b 20
..................AAGGTCTGATCCGGGAGCTGA..................................................................................................... 10 21
...................................................TTAGCATCTCTTGGACTGAA..................................................................... 6 20
...................................................TTAGCATCTCTTGGACTGAAG.................................................................... 46 21
........................................................ATCTCTTGGACTGAAGGGAG................................................................ 1 20
........................................................ATCTCTTGGACTGAAGGGA................................................................. 1 19
.........................................................TCTCTTGGACTGAAGGGAGCTCC............................................................ 1 23
.........................................................TCTCTTGGACTGAAGGGAGCT.............................................................. 13 21
.........................................................TCTCTTGGACTGAAGGGAGCTC............................................................. 1 22
...........................................................TCTTGGACTGAAGGGAGCTCC............................................................ 7 21
...........................................................TCTTGGACTGAAGGGAGCTC............................................................. 1 20
............................................................CTTGGACTGAAGGGAGCTCCT........................................................... 19 21
............................................................CTTGGACTGAAGGGAGCTC............................................................. 24 19
............................................................CTTGGACTGAAGGGAGCTCC............................................................ 442 20
.............................................................TTGGACTGAAGGGAGCTCC............................................................ 10 19
.............................................................TTGGACTGAAGGGAGCTCCT........................................................... 1 20

>ppt-miR319c_MIMAT0003135_Physcomitrella_patens_miR319c
AGAATGGCAGGGAATCCGAATGTCTGATGCGGGAGCTGAGCGGTCTTCAACTCAGCTTCTCTTGGACTGAAGGGAGCTCCCATGTCTTTGTGGTTAGGTAATGTGGAACCTGGTTGAGTTAGTAGAACTGTGTTACCAATA
************************************************************CTTGGACTGAAGGGAGCTCCC************************************************************ ppt-miR319c 21
..................AATGTCTGATGCGGGAGCTGA...................................................................................................... 13 21
.......................CTGATGCGGGAGCTGAGCGGT................................................................................................. 1 21
.......................................GCGGTCTTCAACTCAGCTT................................................................................... 5 19
.......................................GCGGTCTTCAACTCAGCTTCTCT............................................................................... 1 23
.......................................GCGGTCTTCAACTCAGCTTC.................................................................................. 11 20
.......................................GCGGTCTTCAACTCAGCTTCT................................................................................. 58 21
......................................................GCTTCTCTTGGACTGAAGGGAGCTC.............................................................. 1 25
......................................................GCTTCTCTTGGACTGAAGGGAGCTCC............................................................. 1 26
.........................................................TCTCTTGGACTGAAGGGAGCTCC............................................................. 1 23
.........................................................TCTCTTGGACTGAAGGGAGCT............................................................... 13 21
.........................................................TCTCTTGGACTGAAGGGAGCTC.............................................................. 1 22
...........................................................TCTTGGACTGAAGGGAGCTCC............................................................. 7 21
...........................................................TCTTGGACTGAAGGGAGCTC.............................................................. 1 20
............................................................CTTGGACTGAAGGGAGCTCCC............................................................ 1171 21
............................................................CTTGGACTGAAGGGAGCTCCCA........................................................... 10 22
............................................................CTTGGACTGAAGGGAGCTC.............................................................. 24 19
............................................................CTTGGACTGAAGGGAGCTCC............................................................. 442 20
............................................................CTTGGACTGAAGGGAGCTCCCAT.......................................................... 1 23
.............................................................TTGGACTGAAGGGAGCTCC............................................................. 10 19
.............................................................TTGGACTGAAGGGAGCTCCCA........................................................... 1 21
.............................................................TTGGACTGAAGGGAGCTCCC............................................................ 31 20
..............................................................TGGACTGAAGGGAGCTCCC............................................................ 6 19
..............................................................TGGACTGAAGGGAGCTCCCA........................................................... 2 20

>ppt-miR319d_MIMAT0003136_Physcomitrella_patens_miR319d
CCCCTGGTATGGAATCCGAATGTCTGATACGGGAGCTGTTCAATCTCCGGCTTAGCATCTCTTGGACTGAAGGGAGCTCCCCGCTGTATAAGCTTGATTCGGTATGTAGAGCGTACCAAGGTTCTTGATCTACAATCGTCT
************************************************************CTTGGACTGAAGGGAGCTCCC************************************************************ ppt-miR319d 21
..................AATGTCTGATACGGGAGCTGT...................................................................................................... 1 21
...........................TACGGGAGCTGTTCAATCTCCGGC.......................................................................................... 6 24
............................ACGGGAGCTGTTCAATCTCCGGC.......................................................................................... 1 23
...............................GGAGCTGTTCAATCTCCGG........................................................................................... 1 19
...............................GGAGCTGTTCAATCTCCGGC.......................................................................................... 5 20
................................GAGCTGTTCAATCTCCGGCTTAGC..................................................................................... 2 24
....................................TGTTCAATCTCCGGCTTAGCA.................................................................................... 1 21
....................................TGTTCAATCTCCGGCTTAGCATC.................................................................................. 1 23
.......................................TCAATCTCCGGCTTAGCATC.................................................................................. 56 20
.......................................TCAATCTCCGGCTTAGCATCT................................................................................. 134 21
.......................................TCAATCTCCGGCTTAGCAT................................................................................... 19 19
.........................................AATCTCCGGCTTAGCATCT................................................................................. 1 19



.............................................TCCGGCTTAGCATCTCTTGGA........................................................................... 1 21

...................................................TTAGCATCTCTTGGACTGAA...................................................................... 6 20

...................................................TTAGCATCTCTTGGACTGAAG..................................................................... 46 21

........................................................ATCTCTTGGACTGAAGGGAG................................................................. 1 20

........................................................ATCTCTTGGACTGAAGGGA.................................................................. 1 19

.........................................................TCTCTTGGACTGAAGGGAGCTCC............................................................. 1 23

.........................................................TCTCTTGGACTGAAGGGAGCT............................................................... 13 21

.........................................................TCTCTTGGACTGAAGGGAGCTC.............................................................. 1 22

...........................................................TCTTGGACTGAAGGGAGCTCC............................................................. 7 21

...........................................................TCTTGGACTGAAGGGAGCTC.............................................................. 1 20

............................................................CTTGGACTGAAGGGAGCTCCC............................................................ 1171 21

............................................................CTTGGACTGAAGGGAGCTCCCC........................................................... 14 22

............................................................CTTGGACTGAAGGGAGCTC.............................................................. 24 19

............................................................CTTGGACTGAAGGGAGCTCC............................................................. 442 20

.............................................................TTGGACTGAAGGGAGCTCC............................................................. 10 19

.............................................................TTGGACTGAAGGGAGCTCCCC........................................................... 6 21

.............................................................TTGGACTGAAGGGAGCTCCC............................................................ 31 20

..............................................................TGGACTGAAGGGAGCTCCC............................................................ 6 19

.................................................................ACTGAAGGGAGCTCCCCGCTGT...................................................... 1 22

>ppt-miR533a_MIMAT0004783_Physcomitrella_patens_miR533a
TGTGAGGGACGGAGCAGAGTTGGCTTGTGGCTCCTTGTGGCCCCCTCCAGCAGCTTCCTCCTCACAGTCTGCACAGCTCTCCGTCTCTTGTCCTCTTTTCAGCCACTTTTGGATACTTTGGAGGTGTTTTCGTTGCTTCGA
************************************************************CTCACAGTCTGCACAGCTCTC************************************************************ ppt-miR533a 21
.........................................................CTCCTCACAGTCTGCACAGCTCTC............................................................ 1 24
..........................................................TCCTCACAGTCTGCACAGCTCTC............................................................ 1 23
...........................................................CCTCACAGTCTGCACAGCTCTC............................................................ 3 22
............................................................CTCACAGTCTGCACAGCTC.............................................................. 1 19
............................................................CTCACAGTCTGCACAGCTCTCC........................................................... 1 22
............................................................CTCACAGTCTGCACAGCTCT............................................................. 4 20
............................................................CTCACAGTCTGCACAGCTCTC............................................................ 327 21
.............................................................TCACAGTCTGCACAGCTCTCC........................................................... 2 21
.............................................................TCACAGTCTGCACAGCTCTC............................................................ 68 20
..............................................................CACAGTCTGCACAGCTCTC............................................................ 1 19

>ppt-miR534a_MIMAT0003138_Physcomitrella_patens_miR534a
ACCCACAAGTTTTGGAAGTTGTTTTGATTGGGGCCACCCACATTGCTCGACTAGATTCAGTATGTCCATTGCAGTTGCATACATATGTGGATGGCGTTCAGTGAACAACTTCGATCAAGGTGAGGCGGGTACAGTTAGTTTC
************************************************************TATGTCCATTGCAGTTGCATAC************************************************************ ppt-miR534a 22
..........................................................AGTATGTCCATTGCAGTTGCATAC............................................................ 54 24
..........................................................AGTATGTCCATTGCAGTTGCA............................................................... 1 21
..........................................................AGTATGTCCATTGCAGTTGCATA............................................................. 11 23
..........................................................AGTATGTCCATTGCAGTTGCATACA........................................................... 2 25
...........................................................GTATGTCCATTGCAGTTGCATA............................................................. 1 22
............................................................TATGTCCATTGCAGTTGCATA............................................................. 130 21
............................................................TATGTCCATTGCAGTTGCAT.............................................................. 15 20
............................................................TATGTCCATTGCAGTTGCATACATA......................................................... 1 25
............................................................TATGTCCATTGCAGTTGCATAC............................................................ 2568 22
............................................................TATGTCCATTGCAGTTGCATACA........................................................... 25 23
............................................................TATGTCCATTGCAGTTGCATACAT.......................................................... 1 24
............................................................TATGTCCATTGCAGTTGCA............................................................... 24 19
.............................................................ATGTCCATTGCAGTTGCATAC............................................................ 387 21
.............................................................ATGTCCATTGCAGTTGCATACA........................................................... 5 22
.............................................................ATGTCCATTGCAGTTGCATA............................................................. 16 20
..............................................................TGTCCATTGCAGTTGCATAC............................................................ 2 20

>ppt-miR536a_MIMAT0003144_Physcomitrella_patens_miR536a
CCAGTGTTATAAATGTTTGTCCAGTGCTAGCTCTTCACTTGGGGATTGCACAACAGGGGGTTCGTGCCAAGCTGTGTGCAACCTAAGGGTGGTTTTAATTCCAGGTTTATGCATCAGGATTCGCAGGCAGAGAGTACATGGG
************************************************************TTCGTGCCAAGCTGTGTGCAAC************************************************************ ppt-miR536a 22
............................................................TTCGTGCCAAGCTGTGTGCAA............................................................. 1993 21
............................................................TTCGTGCCAAGCTGTGTGC............................................................... 4 19
............................................................TTCGTGCCAAGCTGTGTGCA.............................................................. 72 20
............................................................TTCGTGCCAAGCTGTGTGCAACCTAA........................................................ 1 26
............................................................TTCGTGCCAAGCTGTGTGCAACCT.......................................................... 1 24
............................................................TTCGTGCCAAGCTGTGTGCAACC........................................................... 301 23
............................................................TTCGTGCCAAGCTGTGTGCAACCTA......................................................... 1 25
............................................................TTCGTGCCAAGCTGTGTGCAAC............................................................ 17988 22
.............................................................TCGTGCCAAGCTGTGTGCAACC........................................................... 8297 22
.............................................................TCGTGCCAAGCTGTGTGCA.............................................................. 37 19
.............................................................TCGTGCCAAGCTGTGTGCAAC............................................................ 10950 21
.............................................................TCGTGCCAAGCTGTGTGCAACCT.......................................................... 13 23
.............................................................TCGTGCCAAGCTGTGTGCAA............................................................. 1051 20
..............................................................CGTGCCAAGCTGTGTGCAAC............................................................ 247 20
..............................................................CGTGCCAAGCTGTGTGCAACCT.......................................................... 3 22
..............................................................CGTGCCAAGCTGTGTGCAA............................................................. 24 19
..............................................................CGTGCCAAGCTGTGTGCAACC........................................................... 303 21
...............................................................GTGCCAAGCTGTGTGCAACCT.......................................................... 1 21
...............................................................GTGCCAAGCTGTGTGCAAC............................................................ 303 19
...............................................................GTGCCAAGCTGTGTGCAACC........................................................... 272 20
................................................................TGCCAAGCTGTGTGCAACC........................................................... 73 19

>ppt-miR537a_MIMAT0003145_Physcomitrella_patens_miR537a
CTGTTTCTGTGATGCTTTTGAGGTTTGCGCATGAGATAGCATCGGTTAGGCTTCAAACTCTTGAGGTGTTTCTACAGGCTACATATGATTGATAGCTTTGTCGATATCCAAGCTCTCGCCATTCTCGATTGCATGTCGACG
************************************************************TTGAGGTGTTTCTACAGGCTA************************************************************ ppt-miR537a 21
...................................................TTCAAACTCTTGAGGTGTTTC..................................................................... 1 21
....................................................TCAAACTCTTGAGGTGTTTCT.................................................................... 4 21
...........................................................CTTGAGGTGTTTCTACAGGCTAC........................................................... 1 23
............................................................TTGAGGTGTTTCTACAGGC.............................................................. 2 19
............................................................TTGAGGTGTTTCTACAGGCT............................................................. 5 20
............................................................TTGAGGTGTTTCTACAGGCTA............................................................ 26 21

>ppt-miR537b_MIMAT0003146_Physcomitrella_patens_miR537b
TGATTGGAGCACCTCTCCAGATGTTCCAGATGTAATGAAACCGGTGCAAGCTTCAAGCTCTTGAGGTGTTTCTACAGGCTACATATGATAGATGGCTACCTGGATATACCAGTCTGGCTCGTTGCATTTCGATGTTTTCAA
************************************************************TTGAGGTGTTTCTACAGGCTA************************************************************ ppt-miR537b 21
......................................AACCGGTGCAAGCTTCAAGCT.................................................................................. 2 21
..................................................CTTCAAGCTCTTGAGGTGTTT...................................................................... 1 21
...................................................TTCAAGCTCTTGAGGTGTTTCT.................................................................... 51 22
...................................................TTCAAGCTCTTGAGGTGTTTCTAC.................................................................. 1 24
...................................................TTCAAGCTCTTGAGGTGTTTC..................................................................... 170 21
...................................................TTCAAGCTCTTGAGGTGTTT...................................................................... 3 20



....................................................TCAAGCTCTTGAGGTGTTT...................................................................... 1 19

....................................................TCAAGCTCTTGAGGTGTTTCT.................................................................... 250 21

....................................................TCAAGCTCTTGAGGTGTTTCTA................................................................... 1 22

....................................................TCAAGCTCTTGAGGTGTTTCTAC.................................................................. 1 23

....................................................TCAAGCTCTTGAGGTGTTTC..................................................................... 3 20

......................................................AAGCTCTTGAGGTGTTTCT.................................................................... 7 19

...........................................................CTTGAGGTGTTTCTACAGGCTAC........................................................... 1 23

............................................................TTGAGGTGTTTCTACAGGC.............................................................. 2 19

............................................................TTGAGGTGTTTCTACAGGCT............................................................. 5 20

............................................................TTGAGGTGTTTCTACAGGCTA............................................................ 26 21

>ppt-miR538a_MIMAT0003147_Physcomitrella_patens_miR538a
AGTTTATGACGAAGATCATGATCTTACAATGAGTTTGTGAGTCTCCATGCTGCTCTAACATTGCATGGAGTCTATGTCTGGAGTATTGTCCTTCATTCCCGTGCAAATGCTGAAGTAATGCAAGAATGTGAACATTGGGACT
************************************************************TTGCATGGAGTCTATGTCTGGA************************************************************ ppt-miR538a 22
.......................................AGTCTCCATGCTGCTCTAACAT................................................................................. 1 22
........................................GTCTCCATGCTGCTCTAACA.................................................................................. 1 20
........................................GTCTCCATGCTGCTCTAACAT................................................................................. 18 21
........................................GTCTCCATGCTGCTCTAAC................................................................................... 1 19
........................................GTCTCCATGCTGCTCTAACATT................................................................................ 3 22
.............................................CATGCTGCTCTAACATTGCATGG.......................................................................... 1 23
....................................................CTCTAACATTGCATGGAGTCTA.................................................................... 5 22
....................................................CTCTAACATTGCATGGAGTCT..................................................................... 1 21
.....................................................TCTAACATTGCATGGAGTCTAT................................................................... 3 22
.....................................................TCTAACATTGCATGGAGTCTA.................................................................... 4 21
......................................................CTAACATTGCATGGAGTCTAT................................................................... 1 21
......................................................CTAACATTGCATGGAGTCTATG.................................................................. 1 22
.......................................................TAACATTGCATGGAGTCTATGT................................................................. 24 22
.......................................................TAACATTGCATGGAGTCTATGTC................................................................ 11 23
.......................................................TAACATTGCATGGAGTCTATGTCT............................................................... 1 24
.......................................................TAACATTGCATGGAGTCTATG.................................................................. 2 21
........................................................AACATTGCATGGAGTCTATGT................................................................. 1 21
........................................................AACATTGCATGGAGTCTATGTCTG.............................................................. 1 24
............................................................TTGCATGGAGTCTATGTCTGG............................................................. 24 21
............................................................TTGCATGGAGTCTATGTCTG.............................................................. 2 20
............................................................TTGCATGGAGTCTATGTCT............................................................... 2 19
............................................................TTGCATGGAGTCTATGTCTGGAG........................................................... 1 23
............................................................TTGCATGGAGTCTATGTCTGGA............................................................ 865 22
............................................................TTGCATGGAGTCTATGTCTGGAGT.......................................................... 2 24
.............................................................TGCATGGAGTCTATGTCTGGAGT.......................................................... 1 23
.............................................................TGCATGGAGTCTATGTCTGGA............................................................ 95 21
.............................................................TGCATGGAGTCTATGTCTGGAG........................................................... 13 22
.............................................................TGCATGGAGTCTATGTCTGG............................................................. 11 20
..............................................................GCATGGAGTCTATGTCTGGA............................................................ 1 20
...............................................................CATGGAGTCTATGTCTGGA............................................................ 1 19
.................................................................TGGAGTCTATGTCTGGAGTATT....................................................... 1 22

>ppt-miR538b_MIMAT0003148_Physcomitrella_patens_miR538b
CCATAGGGGTGGAGGTTATCTTGTCACGAAGAGTTCTTAGTTCTCCATGCTTCTCTAACGTTGCATGGAGTCTATGTCTGGACCTCCTCCATTTGCTCTTTCAAGAGAATGTGAGAATTTCGAGATTCGGACATAGCCTTCA
************************************************************TTGCATGGAGTCTATGTCTGGA************************************************************ ppt-miR538b 22
....................................................CTCTAACGTTGCATGGAGTCT..................................................................... 1 21
............................................................TTGCATGGAGTCTATGTCTGG............................................................. 24 21
............................................................TTGCATGGAGTCTATGTCTG.............................................................. 2 20
............................................................TTGCATGGAGTCTATGTCTGGACC.......................................................... 1 24
............................................................TTGCATGGAGTCTATGTCT............................................................... 2 19
............................................................TTGCATGGAGTCTATGTCTGGAC........................................................... 12 23
............................................................TTGCATGGAGTCTATGTCTGGA............................................................ 865 22
.............................................................TGCATGGAGTCTATGTCTGGA............................................................ 95 21
.............................................................TGCATGGAGTCTATGTCTGGAC........................................................... 7 22
.............................................................TGCATGGAGTCTATGTCTGG............................................................. 11 20
..............................................................GCATGGAGTCTATGTCTGGA............................................................ 1 20
...............................................................CATGGAGTCTATGTCTGGA............................................................ 1 19

>ppt-miR538c_MIMAT0003149_Physcomitrella_patens_miR538c
ATATAGAGATGGAGACAGAAGTGTTACAAAGAGTTCTTGAGTCTCCATGCTTCTCTGACGTTGCATGGAGTCTATGTCTGGACCTTCTCCATTTCCTCTTTCAAGAGAATGTGAGCATTGAAGGATTCGGACATAGCCTTCA
************************************************************TTGCATGGAGTCTATGTCTGGA************************************************************ ppt-miR538c 22
.......................................AGTCTCCATGCTTCTCTGACG.................................................................................. 10 21
.......................................AGTCTCCATGCTTCTCTGAC................................................................................... 1 20
............................................................TTGCATGGAGTCTATGTCTGG............................................................. 24 21
............................................................TTGCATGGAGTCTATGTCTG.............................................................. 2 20
............................................................TTGCATGGAGTCTATGTCTGGACC.......................................................... 1 24
............................................................TTGCATGGAGTCTATGTCT............................................................... 2 19
............................................................TTGCATGGAGTCTATGTCTGGAC........................................................... 12 23
............................................................TTGCATGGAGTCTATGTCTGGA............................................................ 865 22
.............................................................TGCATGGAGTCTATGTCTGGA............................................................ 95 21
.............................................................TGCATGGAGTCTATGTCTGGAC........................................................... 7 22
.............................................................TGCATGGAGTCTATGTCTGG............................................................. 11 20
..............................................................GCATGGAGTCTATGTCTGGA............................................................ 1 20
...............................................................CATGGAGTCTATGTCTGGA............................................................ 1 19

>ppt-miR1215_MIMAT0003904_Physcomitrella_patens_miR1215
GCCAGTGCAGTAGAGCTTGTATTCCCTGGCATCGATTTGTGTTCGTGAAGGTACTGGAGCTCATTGCAAAACTGTATACGATCCTTTCAACTTGAACAGCATTCGAAAGCTTGTGGCTATTGCTCAGAGGATGGTATACAG
************************************************************TCATTGCAAAACTGTATACGA************************************************************ ppt-miR1215 21
............................................................TCATTGCAAAACTGTATACGATC.......................................................... 3 23
............................................................TCATTGCAAAACTGTATACG............................................................. 13 20
............................................................TCATTGCAAAACTGTATACGA............................................................ 847 21
............................................................TCATTGCAAAACTGTATAC.............................................................. 6 19
............................................................TCATTGCAAAACTGTATACGAT........................................................... 76 22
.............................................................CATTGCAAAACTGTATACGA............................................................ 13 20
..............................................................ATTGCAAAACTGTATACGAT........................................................... 1 20
..............................................................ATTGCAAAACTGTATACGA............................................................ 3 19

>ppt-miR1217-5p_MIMAT0004830_Physcomitrella_patens_miR1217-5p
ACGGAAACGGAAAGCGCAGATATTGAGGTGAACTTGGAAGTTCCTGTTTCTGGTTGATCTTGGTATCATGTTGCAAATGGCAAAACCTGTGACCGGAATGGTACTCAGTTTTTGAAATTTGAAGCATGATGTCAAGTACAA
************************************************************TGGTATCATGTTGCAAATGGC************************************************************ ppt-miR1217-5p 21
.....................................................TTGATCTTGGTATCATGTTGC................................................................... 2 21
............................................................TGGTATCATGTTGCAAATGGCAAA......................................................... 5 24
............................................................TGGTATCATGTTGCAAATGGC............................................................ 39 21
............................................................TGGTATCATGTTGCAAATGG............................................................. 4 20



............................................................TGGTATCATGTTGCAAATGGCA........................................................... 3 22

......................................................................................CTGTGACCGGAATGGTACTCAGT................................ 1 23

......................................................................................CTGTGACCGGAATGGTACTCAGTT............................... 7 24

.......................................................................................TGTGACCGGAATGGTACTCAGTT............................... 1 23

.......................................................................................TGTGACCGGAATGGTACTCAGT................................ 1 22

.......................................................................................TGTGACCGGAATGGTACTCAG................................. 1 21

.............................................................................................................TTTTGAAATTTGAAGCATGAT........... 1 21

..............................................................................................................TTTGAAATTTGAAGCATGATG.......... 1 21

...............................................................................................................TTGAAATTTGAAGCATGATGTCAA...... 1 24

................................................................................................................TGAAATTTGAAGCATGATGTCAAG..... 5 24

..................................................................................................................AAATTTGAAGCATGATGTCAAG..... 2 22

...................................................................................................................AATTTGAAGCATGATGTCAAG..... 913 21

...................................................................................................................AATTTGAAGCATGATGTCA....... 2 19

...................................................................................................................AATTTGAAGCATGATGTCAAGT.... 15 22

...................................................................................................................AATTTGAAGCATGATGTCAA...... 21 20

....................................................................................................................ATTTGAAGCATGATGTCAAG..... 5 20

.....................................................................................................................TTTGAAGCATGATGTCAAG..... 1 19

......................................................................................................................TTGAAGCATGATGTCAAGTAC.. 6 21

>ppt-miR1217-3p_MIMAT0003906_Physcomitrella_patens_miR1217-3p
GATCTTGGTATCATGTTGCAAATGGCAAAACCTGTGACCGGAATGGTACTCAGTTTTTGAAATTTGAAGCATGATGTCAAGTACAACGGAAGTTGGACGGTAGCTTTCTGTTAACAAGTTGAGCTTTGTTTGTTCTTAGCA
************************************************************AATTTGAAGCATGATGTCAAG************************************************************ ppt-miR1217-3p 21
.....TGGTATCATGTTGCAAATGGCAAA................................................................................................................ 5 24
.....TGGTATCATGTTGCAAATGGC................................................................................................................... 39 21
.....TGGTATCATGTTGCAAATGG.................................................................................................................... 4 20
.....TGGTATCATGTTGCAAATGGCA.................................................................................................................. 3 22
...............................CTGTGACCGGAATGGTACTCAGT....................................................................................... 1 23
...............................CTGTGACCGGAATGGTACTCAGTT...................................................................................... 7 24
................................TGTGACCGGAATGGTACTCAGTT...................................................................................... 1 23
................................TGTGACCGGAATGGTACTCAGT....................................................................................... 1 22
................................TGTGACCGGAATGGTACTCAG........................................................................................ 1 21
......................................................TTTTGAAATTTGAAGCATGAT.................................................................. 1 21
.......................................................TTTGAAATTTGAAGCATGATG................................................................. 1 21
........................................................TTGAAATTTGAAGCATGATGTCAA............................................................. 1 24
.........................................................TGAAATTTGAAGCATGATGTCAAG............................................................ 5 24
...........................................................AAATTTGAAGCATGATGTCAAG............................................................ 2 22
............................................................AATTTGAAGCATGATGTCAAG............................................................ 913 21
............................................................AATTTGAAGCATGATGTCA.............................................................. 2 19
............................................................AATTTGAAGCATGATGTCAAGT........................................................... 15 22
............................................................AATTTGAAGCATGATGTCAA............................................................. 21 20
.............................................................ATTTGAAGCATGATGTCAAG............................................................ 5 20
..............................................................TTTGAAGCATGATGTCAAG............................................................ 1 19
...............................................................TTGAAGCATGATGTCAAGTAC......................................................... 6 21

>ppt-miR1218_MIMAT0003907_Physcomitrella_patens_miR1218
ACACTGGCAGTCATGAACACACCTCACTGCTTCAGTGATTACATGTGTCGTGGTAGGCATCCTTAGAGTCGTAGGCCTCTGTGTGGAATTCAAGATAGTTCACAGTCGTTTTGAACACACATCACAGGAGCCTACGACTCT
************************************************************CCTTAGAGTCGTAGGCCTCTG************************************************************ ppt-miR1218 21
..................................................TGGTAGGCATCCTTAGAGTCG...................................................................... 9 21
..................................................TGGTAGGCATCCTTAGAGT........................................................................ 1 19
.....................................................TAGGCATCCTTAGAGTCGTAG................................................................... 2 21
...........................................................TCCTTAGAGTCGTAGGCCTCT............................................................. 2 21
............................................................CCTTAGAGTCGTAGGCCTCTG............................................................ 596 21
............................................................CCTTAGAGTCGTAGGCCTC.............................................................. 1 19
............................................................CCTTAGAGTCGTAGGCCTCTGT........................................................... 53 22
............................................................CCTTAGAGTCGTAGGCCTCT............................................................. 33 20
............................................................CCTTAGAGTCGTAGGCCTCTGTG.......................................................... 2 23
.............................................................CTTAGAGTCGTAGGCCTCTG............................................................ 242 20
.............................................................CTTAGAGTCGTAGGCCTCT............................................................. 8 19
.............................................................CTTAGAGTCGTAGGCCTCTGTG.......................................................... 13 22
.............................................................CTTAGAGTCGTAGGCCTCTGT........................................................... 32 21
..............................................................TTAGAGTCGTAGGCCTCTG............................................................ 15 19
..............................................................TTAGAGTCGTAGGCCTCTGTG.......................................................... 2 21
..............................................................TTAGAGTCGTAGGCCTCTGT........................................................... 1 20
................................................................AGAGTCGTAGGCCTCTGTG.......................................................... 1 19
................................................................AGAGTCGTAGGCCTCTGTGTG........................................................ 4 21
...............................................................................................TAGTTCACAGTCGTTTTGAAC......................... 1 21
.......................................................................................................................CATCACAGGAGCCTACGACTC. 1 21

>ppt-miR535d_MIMAT0003915_Physcomitrella_patens_miR535d
TGGACATCGACTTTGCCGGTAAGTGCACCCGACATACCACGTTTGACAGGCGTAAGTGGGTGACAACGAGAGAGAGCACGCCGGAATGCGTTCATGCAGCGAGTGCCTGGAGGTGTTCGAGCGTGCCCTCTCCCGTCGTCA
************************************************************TGACAACGAGAGAGAGCACGC************************************************************ ppt-miR535d 21
...........................................................GTGACAACGAGAGAGAGCACGC............................................................ 1 22
............................................................TGACAACGAGAGAGAGCACGCC........................................................... 108 22
............................................................TGACAACGAGAGAGAGCACG............................................................. 43 20
............................................................TGACAACGAGAGAGAGCACGC............................................................ 1216 21
............................................................TGACAACGAGAGAGAGCAC.............................................................. 19 19
.............................................................GACAACGAGAGAGAGCACGC............................................................ 13 20
.............................................................GACAACGAGAGAGAGCACG............................................................. 2 19
..............................................................ACAACGAGAGAGAGCACGC............................................................ 6 19
.................................................................ACGAGAGAGAGCACGCCGGAA....................................................... 1 21
.................................................................ACGAGAGAGAGCACGCCGGA........................................................ 1 20
......................................................................AGAGAGCACGCCGGAATGCGTTCA............................................... 1 24
.....................................................................................................................CGAGCGTGCCCTCTCCCGTCGT.. 1 22
.....................................................................................................................CGAGCGTGCCCTCTCCCGTCG... 1 21
..........................................................................................................................GTGCCCTCTCCCGTCGTCA 9 19

>ppt-miR1221-3p_MIMAT0004834_Physcomitrella_patens_miR1221-3p
CGGCGGTTTGTGTCGAAGTGGTGACCTTAGTGGGTTGGACACATATGAATCAGGAGCATTTGGCCCATGCACAGTATCTACGCAAGTTCCTCGGTCTGGTTGGTGCAGTGGCGAGAGGCTCAAGCTTCGGCGACAGTGGAAA
************************************************************TGGCCCATGCACAGTATCTACG************************************************************ ppt-miR1221-3p 22
...........................................................TTGGCCCATGCACAGTATCTACG............................................................ 4 23
...........................................................TTGGCCCATGCACAGTATCT............................................................... 1 20
............................................................TGGCCCATGCACAGTATCT............................................................... 2 19
............................................................TGGCCCATGCACAGTATCTA.............................................................. 2 20
............................................................TGGCCCATGCACAGTATCTACG............................................................ 101 22
............................................................TGGCCCATGCACAGTATCTAC............................................................. 18 21

>ppt-miR1222a_MIMAT0003917_Physcomitrella_patens_miR1222a
GTTGTGGGCATTCTTGTGCTAGTAAACTCCTTCATGCAGAAGTGCGCTTCTAGCACCTGCTTGAAGGAGTTCATTGGTATATAAATGCCCACAACATGATGACCGATTAACGTGAGCGACGCTACGCGAACTGGTGATCGG



************************************************************TTGAAGGAGTTCATTGGTATA************************************************************ ppt-miR1222a 21
................TGCTAGTAAACTCCTTCATG......................................................................................................... 2 20
................TGCTAGTAAACTCCTTCATGC........................................................................................................ 43 21
...........................................................CTTGAAGGAGTTCATTGGTATA............................................................ 1 22
............................................................TTGAAGGAGTTCATTGGTATATA.......................................................... 1 23
............................................................TTGAAGGAGTTCATTGGTA.............................................................. 4 19
............................................................TTGAAGGAGTTCATTGGTATAT........................................................... 5 22
............................................................TTGAAGGAGTTCATTGGTATA............................................................ 597 21
............................................................TTGAAGGAGTTCATTGGTAT............................................................. 19 20
.............................................................TGAAGGAGTTCATTGGTATA............................................................ 3 20
..............................................................GAAGGAGTTCATTGGTATA............................................................ 1 19

>ppt-miR477c_MIMAT0004359_Physcomitrella_patens_miR477c
TAGTTGAATCACAAGAGTTGTCTACAACGTTCAGCAGATGTGAAGGGTAGTTGATTTTTCCTCTCCCTCAAAGGCTTCCAACGTCCTTTTTGTGAGCAAGCACGCTGGAAGTCTTTGTTGAAGAGGAGGAAACAAATACC
************************************************************CTCTCCCTCAAAGGCTTCCA************************************************************ ppt-miR477c 20
......................................................TTTTTCCTCTCCCTCAAAGGC................................................................. 1 21
.......................................................TTTTCCTCTCCCTCAAAGGCT................................................................ 1 21
...........................................................CCTCTCCCTCAAAGGCTTCCA............................................................ 2 21
............................................................CTCTCCCTCAAAGGCTTCC............................................................. 6 19
............................................................CTCTCCCTCAAAGGCTTCCAACGT........................................................ 4 24
............................................................CTCTCCCTCAAAGGCTTCCA............................................................ 50 20
............................................................CTCTCCCTCAAAGGCTTCCAACG......................................................... 2 23
............................................................CTCTCCCTCAAAGGCTTCCAAC.......................................................... 9 22
............................................................CTCTCCCTCAAAGGCTTCCAA........................................................... 215 21
.............................................................TCTCCCTCAAAGGCTTCCAACGT........................................................ 1 23
.............................................................TCTCCCTCAAAGGCTTCCAACG......................................................... 5 22
.............................................................TCTCCCTCAAAGGCTTCCAAC.......................................................... 5 21
.............................................................TCTCCCTCAAAGGCTTCCAA........................................................... 106 20
.............................................................TCTCCCTCAAAGGCTTCCA............................................................ 22 19
...............................................................TCCCTCAAAGGCTTCCAAC.......................................................... 5 19
...............................................................TCCCTCAAAGGCTTCCAACGT........................................................ 1 21
.......................................................................................................GCTGGAAGTCTTTGTTGAA.................. 1 19
.......................................................................................................GCTGGAAGTCTTTGTTGAAGAGGA............. 6 24
........................................................................................................CTGGAAGTCTTTGTTGAAGAGGA............. 20 23
........................................................................................................CTGGAAGTCTTTGTTGAAGAG............... 2 21
.........................................................................................................TGGAAGTCTTTGTTGAAGAGGA............. 1 22
.........................................................................................................TGGAAGTCTTTGTTGAAGAGGAG............ 1 23
..........................................................................................................GGAAGTCTTTGTTGAAGAGGA............. 620 21
..........................................................................................................GGAAGTCTTTGTTGAAGAG............... 13 19
...........................................................................................................GAAGTCTTTGTTGAAGAGG.............. 2 19
...........................................................................................................GAAGTCTTTGTTGAAGAGGA............. 89 20
...........................................................................................................GAAGTCTTTGTTGAAGAGGAG............ 9 21
............................................................................................................AAGTCTTTGTTGAAGAGGA............. 1 19
...............................................................................................................TCTTTGTTGAAGAGGAGGAA......... 4 20
...............................................................................................................TCTTTGTTGAAGAGGAGGAAA........ 25 21
................................................................................................................CTTTGTTGAAGAGGAGGAA......... 1 19
................................................................................................................CTTTGTTGAAGAGGAGGAAAC....... 1 21
.................................................................................................................TTTGTTGAAGAGGAGGAAACA...... 1 21

>ppt-miR477f_MIMAT0004361_Physcomitrella_patens_miR477f
CTAGTGCGGAGCGAGGTCGATTCTTGCGGCGGATTGTTGATATTCGGGTGTTTGTTTTTCTCCCTCAAAGGCTTCCAACAACAGGAGGGTACAATTCCATTGTGGTTATAACCCATAGTTGAGGTGTTTTTGCTCTCTCTG
************************************************************TCCCTCAAAGGCTTCCAACAA************************************************************ ppt-miR477f 21
..........................................................TCTCCCTCAAAGGCTTCCAAC.............................................................. 5 21
..........................................................TCTCCCTCAAAGGCTTCCAA............................................................... 106 20
..........................................................TCTCCCTCAAAGGCTTCCA................................................................ 22 19
............................................................TCCCTCAAAGGCTTCCAAC.............................................................. 5 19
............................................................TCCCTCAAAGGCTTCCAACAACA.......................................................... 9 23
............................................................TCCCTCAAAGGCTTCCAACA............................................................. 26 20
............................................................TCCCTCAAAGGCTTCCAACAAC........................................................... 14 22
............................................................TCCCTCAAAGGCTTCCAACAA............................................................ 183 21
.............................................................CCCTCAAAGGCTTCCAACAA............................................................ 1 20
.............................................................CCCTCAAAGGCTTCCAACAACA.......................................................... 3 22
.............................................................CCCTCAAAGGCTTCCAACA............................................................. 2 19
.............................................................CCCTCAAAGGCTTCCAACAAC........................................................... 1 21

>ppt-miR477g-5p_MIMAT0004362_Physcomitrella_patens_miR477g-5p
GAGAGGAAGAGATATGCTTGTCCGCCGGAGTCTCTAATGGTTACAGGGTGTTCGTTTTTCTCCCTCAAAGGCTTCCAACAACAGTCGGAATTAACTCTGATGCGGCCATTATCACTGGTTGCAGTGAATTATTCTAGTTCT
************************************************************TCCCTCAAAGGCTTCCAACAA************************************************************ ppt-miR477g-5p 21
..........................................................TCTCCCTCAAAGGCTTCCAAC.............................................................. 5 21
..........................................................TCTCCCTCAAAGGCTTCCAA............................................................... 106 20
..........................................................TCTCCCTCAAAGGCTTCCA................................................................ 22 19
............................................................TCCCTCAAAGGCTTCCAAC.............................................................. 5 19
............................................................TCCCTCAAAGGCTTCCAACAACA.......................................................... 9 23
............................................................TCCCTCAAAGGCTTCCAACA............................................................. 26 20
............................................................TCCCTCAAAGGCTTCCAACAAC........................................................... 14 22
............................................................TCCCTCAAAGGCTTCCAACAA............................................................ 183 21
.............................................................CCCTCAAAGGCTTCCAACAA............................................................ 1 20
.............................................................CCCTCAAAGGCTTCCAACAACA.......................................................... 3 22
.............................................................CCCTCAAAGGCTTCCAACA............................................................. 2 19
.............................................................CCCTCAAAGGCTTCCAACAAC........................................................... 1 21

>ppt-miR477g-3p_MIMAT0003902_Physcomitrella_patens_miR477g-3p
TCGGAATTAACTCTGATGCGGCCATTATCACTGGTTGCAGTGAATTATTCTAGTTCTGCTGTTGGAAGCCTTCGTGGGAGACGAAAGAACCCTTGTTTGGAAGGCTTGGAAGCGCTTCTGTCTTTAGTCCTGGCTGATCTA
************************************************************GTTGGAAGCCTTCGTGGGAGA************************************************************ ppt-miR477g-3p 21
.........................................................GCTGTTGGAAGCCTTCGTGGGAGA............................................................ 7 24
..........................................................CTGTTGGAAGCCTTCGTGGGAGAC........................................................... 1 24
..........................................................CTGTTGGAAGCCTTCGTGGGAGA............................................................ 67 23
..........................................................CTGTTGGAAGCCTTCGTGGGAG............................................................. 2 22
...........................................................TGTTGGAAGCCTTCGTGGGAGAC........................................................... 2 23
...........................................................TGTTGGAAGCCTTCGTGGGAG............................................................. 1 21
...........................................................TGTTGGAAGCCTTCGTGGGAGA............................................................ 139 22
............................................................GTTGGAAGCCTTCGTGGGAGAC........................................................... 14 22
............................................................GTTGGAAGCCTTCGTGGGAG............................................................. 6 20
............................................................GTTGGAAGCCTTCGTGGGAGA............................................................ 648 21
............................................................GTTGGAAGCCTTCGTGGGA.............................................................. 2 19
.............................................................TTGGAAGCCTTCGTGGGAGA............................................................ 19 20
..............................................................TGGAAGCCTTCGTGGGAGA............................................................ 5 19



>ppt-miR894_MIMAT0004365_Physcomitrella_patens_miR894
CTTCCTTCTCCATAATTCAAATAATCCAAAAAAAATAAACCAAATACCTTCCACCTCAAGCGTTTCACGTCGGGTTCACCAAATATGTTGTATTATGTGAAGTTTTGATTGAGAATGCACCGAGCACTTGGCTATGGAAG
************************************************************CGTTTCACGTCGGGTTCACC************************************************************ ppt-miR894 20
...........................................................GCGTTTCACGTCGGGTTCACCA........................................................... 1 22
............................................................CGTTTCACGTCGGGTTCAC............................................................. 1 19
............................................................CGTTTCACGTCGGGTTCACC............................................................ 2 20
............................................................CGTTTCACGTCGGGTTCACCAA.......................................................... 1 22
............................................................CGTTTCACGTCGGGTTCACCA........................................................... 102 21
.............................................................GTTTCACGTCGGGTTCACCA........................................................... 51 20
.............................................................GTTTCACGTCGGGTTCACCAAAT........................................................ 1 23
.............................................................GTTTCACGTCGGGTTCACC............................................................ 1 19
..............................................................TTTCACGTCGGGTTCACCA........................................................... 51 19

>ppt-miR896_MIMAT0004367_Physcomitrella_patens_miR896
GATTCTGGGTTCGATCCCCAGCATGGTCGTGGGTCGCCGGAATTGTAGATTGTGGCGCGTGTCAATTTGGCCGAGTGGTTAAGGCGGCAGACTCGAAATCTGCTGGGGTTTCCCCGCGCAGGTTCAAATCCTGCAGTTGACGACT
************************************************************GTCAATTTGGCCGAGTGGTTAAGGC************************************************************ ppt-miR896 25
.ATTCTGGGTTCGATCCCCAGCA.......................................................................................................................... 1 22
..TTCTGGGTTCGATCCCCAGCA.......................................................................................................................... 1 21
...TCTGGGTTCGATCCCCAGCA.......................................................................................................................... 1 20
.........TTCGATCCCCAGCATGGTCGTG.................................................................................................................. 1 22
.............................TGGGTCGCCGGAATTGTAGATTG............................................................................................. 1 23
..................................CGCCGGAATTGTAGATTGTGGCGC....................................................................................... 2 24
...................................GCCGGAATTGTAGATTGTGGCGCG...................................................................................... 1 24
...................................GCCGGAATTGTAGATTGTGGC......................................................................................... 2 21
...................................GCCGGAATTGTAGATTGTGGCGC....................................................................................... 9 23
...................................GCCGGAATTGTAGATTGTGGCG........................................................................................ 23 22
.........................................ATTGTAGATTGTGGCGCGT..................................................................................... 1 19
............................................................GTCAATTTGGCCGAGTGGTTAAGGC............................................................ 12 25
............................................................GTCAATTTGGCCGAGTGGTT................................................................. 80 20
............................................................GTCAATTTGGCCGAGTGGT.................................................................. 105 19
............................................................GTCAATTTGGCCGAGTGGTTAAG.............................................................. 144 23
............................................................GTCAATTTGGCCGAGTGGTTAAGG............................................................. 64 24
............................................................GTCAATTTGGCCGAGTGGTTA................................................................ 123 21
............................................................GTCAATTTGGCCGAGTGGTTAA............................................................... 187 22
.............................................................TCAATTTGGCCGAGTGGTTAA............................................................... 1 21
...............................................................AATTTGGCCGAGTGGTTAAG.............................................................. 4 20
...............................................................AATTTGGCCGAGTGGTTAA............................................................... 7 19
...............................................................AATTTGGCCGAGTGGTTAAGG............................................................. 1 21
.................................................................TTTGGCCGAGTGGTTAAGG............................................................. 2 19
.................................................................TTTGGCCGAGTGGTTAAGGC............................................................ 1 20
..................................................................TTGGCCGAGTGGTTAAGGCG........................................................... 1 20
............................................................................................TCGAAATCTGCTGGGGTTTC................................. 1 20
................................................................................................AATCTGCTGGGGTTTCCCCGCGCA......................... 1 24
................................................................................................AATCTGCTGGGGTTTCCCCGCG........................... 1 22
.................................................................................................ATCTGCTGGGGTTTCCCCGCG........................... 1 21
.................................................................................................ATCTGCTGGGGTTTCCCCGCGCA......................... 1 23
.................................................................................................ATCTGCTGGGGTTTCCCCGCGC.......................... 1 22
..................................................................................................TCTGCTGGGGTTTCCCCGCGCAG........................ 1 23
..................................................................................................TCTGCTGGGGTTTCCCCGCGCAGGT...................... 1 25
..................................................................................................TCTGCTGGGGTTTCCCCGCGCA......................... 1 22
...................................................................................................CTGCTGGGGTTTCCCCGCGCAGGT...................... 2 24
...................................................................................................CTGCTGGGGTTTCCCCGCGCAGG....................... 1 23
....................................................................................................TGCTGGGGTTTCCCCGCGCAGGTT..................... 1 24
....................................................................................................TGCTGGGGTTTCCCCGCGCAGGTTCA................... 1 26
....................................................................................................TGCTGGGGTTTCCCCGCGCAGG....................... 1 22
......................................................................................................CTGGGGTTTCCCCGCGCAGG....................... 1 20
......................................................................................................CTGGGGTTTCCCCGCGCAGGTTCAAA................. 1 26
.......................................................................................................TGGGGTTTCCCCGCGCAGGTTC.................... 1 22
..................................................................................................................CGCGCAGGTTCAAATCCTGCAGTT....... 1 24
...................................................................................................................GCGCAGGTTCAAATCCTGCAGT........ 1 22
...................................................................................................................GCGCAGGTTCAAATCCTGCAGTT....... 11 23
...................................................................................................................GCGCAGGTTCAAATCCTGCA.......... 1 20
...................................................................................................................GCGCAGGTTCAAATCCTGCAG......... 1 21
...................................................................................................................GCGCAGGTTCAAATCCTGCAGTTGA..... 2 25

>ppt-miR897_MIMAT0004368_Physcomitrella_patens_miR897
TCTTTCATGGTCTTAGCATTCAAATGACCAAGGTGTCGATGCCAAATGCCATTCTTATCTTGATCAAGTGGAAACTCAGCAAATGCGGCCACTTCAACTCTATTCACTATCTTGCACTTGATGAAGTAAAGATTCCCATCTCT
************************************************************TGATCAAGTGGAAACTCAGCAAA************************************************************ ppt-miR897 23
...........................................................TTGATCAAGTGGAAACTCAGCAAA............................................................ 2 24
............................................................TGATCAAGTGGAAACTCAGCAA............................................................. 3 22
............................................................TGATCAAGTGGAAACTCAGCAAA............................................................ 2 23
............................................................TGATCAAGTGGAAACTCAGCAAAT........................................................... 1 24
............................................................TGATCAAGTGGAAACTCAGC............................................................... 1 20
.................................................................AAGTGGAAACTCAGCAAATGCGGC...................................................... 2 24
..................................................................AGTGGAAACTCAGCAAATGCGGC...................................................... 1 23
......................................................................GAAACTCAGCAAATGCGGCCACT.................................................. 1 23
.............................................................................AGCAAATGCGGCCACTTCAACT............................................ 1 22

>ppt-miR900-5p_MIMAT0004961_Physcomitrella_patens_miR900-5p
CCGACGTAGATGGCATGCAACTCCAACTTCGCAATGATACCCGCTCTAAGATCGCGGTCTTCCCAGGTACAAGAACACAGCTCACCAGTAGTCGACCGCTGGTGAGCTGTGTTCTTGTACCTGGGAAGACCACCAGCGAAG
************************************************************TCCCAGGTACAAGAACACAGC************************************************************ ppt-miR900-5p 21
.......................................................GGTCTTCCCAGGTACAAGAAC................................................................. 1 21
........................................................GTCTTCCCAGGTACAAGAAC................................................................. 11 20
........................................................GTCTTCCCAGGTACAAGAACA................................................................ 2 21
.........................................................TCTTCCCAGGTACAAGAACA................................................................ 1 20
.........................................................TCTTCCCAGGTACAAGAACAC............................................................... 2 21
..........................................................CTTCCCAGGTACAAGAACA................................................................ 1 19
...........................................................TTCCCAGGTACAAGAACAC............................................................... 1 19
...........................................................TTCCCAGGTACAAGAACACAG............................................................. 3 21
............................................................TCCCAGGTACAAGAACACAGC............................................................ 15 21
............................................................TCCCAGGTACAAGAACACAGCT........................................................... 3 22
............................................................TCCCAGGTACAAGAACACAGCTC.......................................................... 1 23
............................................................TCCCAGGTACAAGAACACA.............................................................. 1 19
............................................................TCCCAGGTACAAGAACACAG............................................................. 1 20
..............................................................CCAGGTACAAGAACACAGCTCA......................................................... 2 22
..............................................................CCAGGTACAAGAACACAGCT........................................................... 2 20
..............................................................CCAGGTACAAGAACACAGCTC.......................................................... 20 21
...............................................................CAGGTACAAGAACACAGCTC.......................................................... 2 20
...............................................................CAGGTACAAGAACACAGCTCAC........................................................ 2 22
...............................................................CAGGTACAAGAACACAGCT........................................................... 1 19



...............................................................CAGGTACAAGAACACAGCTCA......................................................... 22 21

................................................................AGGTACAAGAACACAGCTCAC........................................................ 16 21

................................................................AGGTACAAGAACACAGCTCACC....................................................... 3 22

................................................................AGGTACAAGAACACAGCTCA......................................................... 27 20

................................................................AGGTACAAGAACACAGCTC.......................................................... 2 19

................................................................AGGTACAAGAACACAGCTCACCA...................................................... 2 23

.................................................................GGTACAAGAACACAGCTCACCA...................................................... 1 22

...................................................................................................TGGTGAGCTGTGTTCTTGTACCT................... 1 23

...................................................................................................TGGTGAGCTGTGTTCTTGTAC..................... 2 21

....................................................................................................GGTGAGCTGTGTTCTTGTACCTG.................. 1 23

.....................................................................................................GTGAGCTGTGTTCTTGTAC..................... 1 19

......................................................................................................TGAGCTGTGTTCTTGTACCTGGGA............... 2 24

......................................................................................................TGAGCTGTGTTCTTGTACCTGG................. 7 22

......................................................................................................TGAGCTGTGTTCTTGTACCTGGG................ 2 23

......................................................................................................TGAGCTGTGTTCTTGTACCTG.................. 1 21

.......................................................................................................GAGCTGTGTTCTTGTACCTGG................. 12 21

........................................................................................................AGCTGTGTTCTTGTACCTGG................. 25 20

........................................................................................................AGCTGTGTTCTTGTACCTG.................. 1 19

........................................................................................................AGCTGTGTTCTTGTACCTGGGAAG............. 1 24

........................................................................................................AGCTGTGTTCTTGTACCTGGGA............... 11 22

........................................................................................................AGCTGTGTTCTTGTACCTGGGAA.............. 4 23

........................................................................................................AGCTGTGTTCTTGTACCTGGG................ 5 21

.........................................................................................................GCTGTGTTCTTGTACCTGGGA............... 8 21

.........................................................................................................GCTGTGTTCTTGTACCTGGGAA.............. 1 22

.........................................................................................................GCTGTGTTCTTGTACCTGGGAAGA............ 1 24

..........................................................................................................CTGTGTTCTTGTACCTGGGAA.............. 1 21

..........................................................................................................CTGTGTTCTTGTACCTGGGA............... 2 20

...........................................................................................................TGTGTTCTTGTACCTGGGAAG............. 14 21

...........................................................................................................TGTGTTCTTGTACCTGGGA............... 1 19

............................................................................................................GTGTTCTTGTACCTGGGAAGA............ 2 21

.............................................................................................................TGTTCTTGTACCTGGGAAG............. 1 19

>ppt-miR900-3p_MIMAT0004370_Physcomitrella_patens_miR900-3p
AAGATCGCGGTCTTCCCAGGTACAAGAACACAGCTCACCAGTAGTCGACCGCTGGTGAGCTGTGTTCTTGTACCTGGGAAGACCACCAGCGAAGAGAATAGAATAGAATTGGCGAGTTGGAATCCGAAACCAGGAAGAAAA
************************************************************TGTGTTCTTGTACCTGGGAAG************************************************************ ppt-miR900-3p 21
........GGTCTTCCCAGGTACAAGAAC................................................................................................................ 1 21
.........GTCTTCCCAGGTACAAGAAC................................................................................................................ 11 20
.........GTCTTCCCAGGTACAAGAACA............................................................................................................... 2 21
..........TCTTCCCAGGTACAAGAACA............................................................................................................... 1 20
..........TCTTCCCAGGTACAAGAACAC.............................................................................................................. 2 21
...........CTTCCCAGGTACAAGAACA............................................................................................................... 1 19
............TTCCCAGGTACAAGAACAC.............................................................................................................. 1 19
............TTCCCAGGTACAAGAACACAG............................................................................................................ 3 21
.............TCCCAGGTACAAGAACACAGC........................................................................................................... 15 21
.............TCCCAGGTACAAGAACACAGCT.......................................................................................................... 3 22
.............TCCCAGGTACAAGAACACAGCTC......................................................................................................... 1 23
.............TCCCAGGTACAAGAACACA............................................................................................................. 1 19
.............TCCCAGGTACAAGAACACAG............................................................................................................ 1 20
...............CCAGGTACAAGAACACAGCTCA........................................................................................................ 2 22
...............CCAGGTACAAGAACACAGCT.......................................................................................................... 2 20
...............CCAGGTACAAGAACACAGCTC......................................................................................................... 20 21
................CAGGTACAAGAACACAGCTC......................................................................................................... 2 20
................CAGGTACAAGAACACAGCTCAC....................................................................................................... 2 22
................CAGGTACAAGAACACAGCT.......................................................................................................... 1 19
................CAGGTACAAGAACACAGCTCA........................................................................................................ 22 21
.................AGGTACAAGAACACAGCTCAC....................................................................................................... 16 21
.................AGGTACAAGAACACAGCTCACC...................................................................................................... 3 22
.................AGGTACAAGAACACAGCTCA........................................................................................................ 27 20
.................AGGTACAAGAACACAGCTC......................................................................................................... 2 19
.................AGGTACAAGAACACAGCTCACCA..................................................................................................... 2 23
..................GGTACAAGAACACAGCTCACCA..................................................................................................... 1 22
....................................................TGGTGAGCTGTGTTCTTGTACCT.................................................................. 1 23
....................................................TGGTGAGCTGTGTTCTTGTAC.................................................................... 2 21
.....................................................GGTGAGCTGTGTTCTTGTACCTG................................................................. 1 23
......................................................GTGAGCTGTGTTCTTGTAC.................................................................... 1 19
.......................................................TGAGCTGTGTTCTTGTACCTGGGA.............................................................. 2 24
.......................................................TGAGCTGTGTTCTTGTACCTGG................................................................ 7 22
.......................................................TGAGCTGTGTTCTTGTACCTGGG............................................................... 2 23
.......................................................TGAGCTGTGTTCTTGTACCTG................................................................. 1 21
........................................................GAGCTGTGTTCTTGTACCTGG................................................................ 12 21
.........................................................AGCTGTGTTCTTGTACCTGG................................................................ 25 20
.........................................................AGCTGTGTTCTTGTACCTG................................................................. 1 19
.........................................................AGCTGTGTTCTTGTACCTGGGAAG............................................................ 1 24
.........................................................AGCTGTGTTCTTGTACCTGGGA.............................................................. 11 22
.........................................................AGCTGTGTTCTTGTACCTGGGAA............................................................. 4 23
.........................................................AGCTGTGTTCTTGTACCTGGG............................................................... 5 21
..........................................................GCTGTGTTCTTGTACCTGGGA.............................................................. 8 21
..........................................................GCTGTGTTCTTGTACCTGGGAA............................................................. 1 22
..........................................................GCTGTGTTCTTGTACCTGGGAAGA........................................................... 1 24
...........................................................CTGTGTTCTTGTACCTGGGAA............................................................. 1 21
...........................................................CTGTGTTCTTGTACCTGGGA.............................................................. 2 20
............................................................TGTGTTCTTGTACCTGGGAAG............................................................ 14 21
............................................................TGTGTTCTTGTACCTGGGA.............................................................. 1 19
.............................................................GTGTTCTTGTACCTGGGAAGA........................................................... 2 21
..............................................................TGTTCTTGTACCTGGGAAG............................................................ 1 19

>ppt-miR902b-5p_MIMAT0004963_Physcomitrella_patens_miR902b-5p
AGTGTTGCAGGCAGTTATGAGGAGATGGAGAGCGTGCAGACTTGTTTCCTTCCTCTAGCCTATGATGCAGATTCTTCATCTGTTTGTTATCGTTCTCATGGTGTACATAACAGACGAAGGTCTGCATCATAGCCAAGAGGA
************************************************************TATGATGCAGATTCTTCATCT************************************************************ ppt-miR902b-5p 21
..................................................TCCTCTAGCCTATGATGCAGA...................................................................... 1 21
.......................................................TAGCCTATGATGCAGATTCTTC................................................................ 12 22
........................................................AGCCTATGATGCAGATTCTTCATCT............................................................ 1 25
........................................................AGCCTATGATGCAGATTCTTCA............................................................... 1 22
...........................................................CTATGATGCAGATTCTTCATCTG........................................................... 1 23
...........................................................CTATGATGCAGATTCTTCAT.............................................................. 1 20
...........................................................CTATGATGCAGATTCTTCATCT............................................................ 1 22
............................................................TATGATGCAGATTCTTCAT.............................................................. 33 19
............................................................TATGATGCAGATTCTTCATCTGTT......................................................... 1 24
............................................................TATGATGCAGATTCTTCATCTG........................................................... 66 22
............................................................TATGATGCAGATTCTTCATCT............................................................ 413 21
............................................................TATGATGCAGATTCTTCATC............................................................. 66 20



.............................................................ATGATGCAGATTCTTCATCT............................................................ 8 20

.............................................................ATGATGCAGATTCTTCATC............................................................. 1 19

..............................................................TGATGCAGATTCTTCATCTG........................................................... 1 20

..................................................................................TTTGTTATCGTTCTCATGGTGTACAT................................. 1 26

...............................................................................................................AGACGAAGGTCTGCATCATAG......... 3 21

...............................................................................................................AGACGAAGGTCTGCATCATA.......... 1 20

................................................................................................................GACGAAGGTCTGCATCATAGC........ 4 21

................................................................................................................GACGAAGGTCTGCATCATAG......... 1 20

.................................................................................................................ACGAAGGTCTGCATCATAGC........ 98 20

.................................................................................................................ACGAAGGTCTGCATCATAG......... 5 19

..................................................................................................................CGAAGGTCTGCATCATAGC........ 4 19

>ppt-miR536b_MIMAT0004378_Physcomitrella_patens_miR536b
GCATCATTTGGTAGTCGTCAAACTTATTCTCCCCGAGTTGTAGCGGAATGATACCAGAAATTCGTGCCAAGCTGTGTGCAACCAAGGGGTTTGTTACTTAAGATCCACATGGGAGGAGCGTCCCTACCAGCACACCATGGCT
************************************************************TTCGTGCCAAGCTGTGTGCAAC************************************************************ ppt-miR536b 22
..........................................................AATTCGTGCCAAGCTGTGTGCAACC........................................................... 4 25
..........................................................AATTCGTGCCAAGCTGTGTGCAAC............................................................ 6 24
...........................................................ATTCGTGCCAAGCTGTGTGCAAC............................................................ 5 23
............................................................TTCGTGCCAAGCTGTGTGCAA............................................................. 1993 21
............................................................TTCGTGCCAAGCTGTGTGC............................................................... 4 19
............................................................TTCGTGCCAAGCTGTGTGCA.............................................................. 72 20
............................................................TTCGTGCCAAGCTGTGTGCAACCA.......................................................... 10 24
............................................................TTCGTGCCAAGCTGTGTGCAACC........................................................... 301 23
............................................................TTCGTGCCAAGCTGTGTGCAAC............................................................ 17988 22
.............................................................TCGTGCCAAGCTGTGTGCAACC........................................................... 8297 22
.............................................................TCGTGCCAAGCTGTGTGCA.............................................................. 37 19
.............................................................TCGTGCCAAGCTGTGTGCAAC............................................................ 10950 21
.............................................................TCGTGCCAAGCTGTGTGCAACCA.......................................................... 8 23
.............................................................TCGTGCCAAGCTGTGTGCAA............................................................. 1051 20
..............................................................CGTGCCAAGCTGTGTGCAAC............................................................ 247 20
..............................................................CGTGCCAAGCTGTGTGCAA............................................................. 24 19
..............................................................CGTGCCAAGCTGTGTGCAACC........................................................... 303 21
...............................................................GTGCCAAGCTGTGTGCAAC............................................................ 303 19
...............................................................GTGCCAAGCTGTGTGCAACC........................................................... 272 20
................................................................TGCCAAGCTGTGTGCAACC........................................................... 73 19
................................................................TGCCAAGCTGTGTGCAACCAAG........................................................ 2 22
....................................................................AAGCTGTGTGCAACCAAGGGG..................................................... 1 21

>ppt-miR904a_MIMAT0004379_Physcomitrella_patens_miR904a
CTTGGAGCGATGTTGGAGTTCCTTCGGTGTGGTGTTGCAATATTTGTGATGCTAATATGGTCTTGTCAATGTTTAGGGGCAAAGGCCTGATTATGCAGATGCTTGGTGTAAGCTTATGCTTGTACAACTTTTGCTATTGGC
************************************************************TCTTGTCAATGTTTAGGGGCA************************************************************ ppt-miR904a 21
.........................................................TGGTCTTGTCAATGTTTAGGG............................................................... 1 21
.........................................................TGGTCTTGTCAATGTTTAGG................................................................ 1 20
............................................................TCTTGTCAATGTTTAGGGGCAA........................................................... 442 22
............................................................TCTTGTCAATGTTTAGGGGCAAAG......................................................... 9 24
............................................................TCTTGTCAATGTTTAGGGG.............................................................. 7 19
............................................................TCTTGTCAATGTTTAGGGGCAAA.......................................................... 9 23
............................................................TCTTGTCAATGTTTAGGGGC............................................................. 10 20
............................................................TCTTGTCAATGTTTAGGGGCA............................................................ 6743 21
.............................................................CTTGTCAATGTTTAGGGGCAA........................................................... 121 21
.............................................................CTTGTCAATGTTTAGGGGC............................................................. 6 19
.............................................................CTTGTCAATGTTTAGGGGCAAAG......................................................... 4 23
.............................................................CTTGTCAATGTTTAGGGGCA............................................................ 2602 20
.............................................................CTTGTCAATGTTTAGGGGCAAA.......................................................... 1 22
..............................................................TTGTCAATGTTTAGGGGCA............................................................ 75 19
..............................................................TTGTCAATGTTTAGGGGCAA........................................................... 28 20
...............................................................TGTCAATGTTTAGGGGCAA........................................................... 2 19

>ppt-miR904b_MIMAT0004380_Physcomitrella_patens_miR904b
TACTCGTCATCTTTGGAGCGATGTGTGTCATGATGGCGGTATTTTGTGATGCTAATACGGTCTTGTCAATGTTTAGGGGCAAAGGTGCAACTATGCAACATCCCTGGTGCGAGCTCTTGATCGCGTAAGTGTTGCTAGTGC
************************************************************TCTTGTCAATGTTTAGGGGCA************************************************************ ppt-miR904b 21
............................................................TCTTGTCAATGTTTAGGGGCAA........................................................... 442 22
............................................................TCTTGTCAATGTTTAGGGGCAAAG......................................................... 9 24
............................................................TCTTGTCAATGTTTAGGGG.............................................................. 7 19
............................................................TCTTGTCAATGTTTAGGGGCAAA.......................................................... 9 23
............................................................TCTTGTCAATGTTTAGGGGC............................................................. 10 20
............................................................TCTTGTCAATGTTTAGGGGCA............................................................ 6743 21
.............................................................CTTGTCAATGTTTAGGGGCAA........................................................... 121 21
.............................................................CTTGTCAATGTTTAGGGGC............................................................. 6 19
.............................................................CTTGTCAATGTTTAGGGGCAAAG......................................................... 4 23
.............................................................CTTGTCAATGTTTAGGGGCA............................................................ 2602 20
.............................................................CTTGTCAATGTTTAGGGGCAAA.......................................................... 1 22
..............................................................TTGTCAATGTTTAGGGGCA............................................................ 75 19
..............................................................TTGTCAATGTTTAGGGGCAA........................................................... 28 20
...............................................................TGTCAATGTTTAGGGGCAA........................................................... 2 19
...................................................................................GGTGCAACTATGCAACATCCCTGG.................................. 1 24

>ppt-miR898b_MIMAT0004381_Physcomitrella_patens_miR898b
ATTTCTAATCTACTGCAGAACTTAGTTACAGATTCATCTGCTTTGTTCATTTCCGGCATCTTGCTGTGCACTACTTAGTACGCGCGTAGTTGCAGGCATTCCGGGTGCAGCAACTGACGCGGAAGACTTTTCCCAGAGTGT
************************************************************TTGCTGTGCACTACTTAGTAC************************************************************ ppt-miR898b 21
...................................................TCCGGCATCTTGCTGTGCACT..................................................................... 1 21
........................................................CATCTTGCTGTGCACTACTTA................................................................ 1 21
.........................................................ATCTTGCTGTGCACTACTTAGTAC............................................................ 1 24
.........................................................ATCTTGCTGTGCACTACTTAGTACG........................................................... 1 25
.........................................................ATCTTGCTGTGCACTACTTA................................................................ 1 20
.........................................................ATCTTGCTGTGCACTACTTAG............................................................... 90 21
.........................................................ATCTTGCTGTGCACTACTTAGT.............................................................. 11 22
..........................................................TCTTGCTGTGCACTACTTAGT.............................................................. 70 21
..........................................................TCTTGCTGTGCACTACTTAGTAC............................................................ 2 23
..........................................................TCTTGCTGTGCACTACTTAG............................................................... 33 20
..........................................................TCTTGCTGTGCACTACTTA................................................................ 1 19
...........................................................CTTGCTGTGCACTACTTAGTA............................................................. 1 21
...........................................................CTTGCTGTGCACTACTTAGTACG........................................................... 2 23
...........................................................CTTGCTGTGCACTACTTAGTAC............................................................ 8 22
...........................................................CTTGCTGTGCACTACTTAGT.............................................................. 2 20
............................................................TTGCTGTGCACTACTTAGTA............................................................. 367 20
............................................................TTGCTGTGCACTACTTAGTAC............................................................ 5033 21
............................................................TTGCTGTGCACTACTTAGTACGC.......................................................... 10 23
............................................................TTGCTGTGCACTACTTAGT.............................................................. 7 19



............................................................TTGCTGTGCACTACTTAGTACG........................................................... 554 22

.............................................................TGCTGTGCACTACTTAGTA............................................................. 17 19

.............................................................TGCTGTGCACTACTTAGTACGCG......................................................... 5 23

.............................................................TGCTGTGCACTACTTAGTACGC.......................................................... 1 22

.............................................................TGCTGTGCACTACTTAGTAC............................................................ 222 20

.............................................................TGCTGTGCACTACTTAGTACG........................................................... 637 21

..............................................................GCTGTGCACTACTTAGTAC............................................................ 21 19

..............................................................GCTGTGCACTACTTAGTACGCG......................................................... 1 22

..............................................................GCTGTGCACTACTTAGTACG........................................................... 5 20

................................................................TGTGCACTACTTAGTACGCG......................................................... 1 20

...............................................................................ACGCGCGTAGTTGCAGGCATT......................................... 1 21

>ppt-miR898a_MIMAT0004382_Physcomitrella_patens_miR898a
ATTTTCATTTCGCAGCGAAGCTTAGCTACACACCAAACTCTCTTGTTTGTTTCCGGCGTATTGCTGTGCACTACTTAGTACACGCGTATCGGTTTGCACTCCAGATGTAGCAATTGAAAACGAAGATATTCCTGGAAAGTT
************************************************************TTGCTGTGCACTACTTAGTAC************************************************************ ppt-miR898a 21
...................................................TCCGGCGTATTGCTGTGCACT..................................................................... 1 21
.....................................................CGGCGTATTGCTGTGCACTAC................................................................... 1 21
.........................................................GTATTGCTGTGCACTACTTAG............................................................... 4 21
..........................................................TATTGCTGTGCACTACTTAGTA............................................................. 1 22
...........................................................ATTGCTGTGCACTACTTAGTAC............................................................ 1 22
............................................................TTGCTGTGCACTACTTAGTACAC.......................................................... 6 23
............................................................TTGCTGTGCACTACTTAGTA............................................................. 367 20
............................................................TTGCTGTGCACTACTTAGTAC............................................................ 5033 21
............................................................TTGCTGTGCACTACTTAGTACA........................................................... 1768 22
............................................................TTGCTGTGCACTACTTAGT.............................................................. 7 19
............................................................TTGCTGTGCACTACTTAGTACACGC........................................................ 1 25
.............................................................TGCTGTGCACTACTTAGTA............................................................. 17 19
.............................................................TGCTGTGCACTACTTAGTACA........................................................... 76 21
.............................................................TGCTGTGCACTACTTAGTAC............................................................ 222 20
.............................................................TGCTGTGCACTACTTAGTACAC.......................................................... 2 22
..............................................................GCTGTGCACTACTTAGTAC............................................................ 21 19
..............................................................GCTGTGCACTACTTAGTACA........................................................... 6 20
.....................................................................ACTACTTAGTACACGCGTATCG.................................................. 1 22
.....................................................................ACTACTTAGTACACGCGTATCGGTTT.............................................. 1 26

>ppt-miR408b_MIMAT0005050_Physcomitrella_patens_miR408b
CCAGCGTGAGGCAATGCATGACAACAGCATGCCCAGGAGGTCCTGAGGGTGTTGTCCTCATGCACTGCCTCTTCCCTGGCTTCCCTACATAGCTCGCCATTCTTGTGCTCTGCCACTTTTCTGGATTTCGTTTGTCTTGCT
************************************************************TGCACTGCCTCTTCCCTGGCT************************************************************ ppt-miR408b 21
CCAGCGTGAGGCAATGCATGA........................................................................................................................ 12 21
CCAGCGTGAGGCAATGCATGAC....................................................................................................................... 1 22
CCAGCGTGAGGCAATGCATG......................................................................................................................... 1 20
.CAGCGTGAGGCAATGCATGACA...................................................................................................................... 1 22
.CAGCGTGAGGCAATGCATGA........................................................................................................................ 50 20
.CAGCGTGAGGCAATGCATGAC....................................................................................................................... 2 21
..AGCGTGAGGCAATGCATGA........................................................................................................................ 2 19
....CGTGAGGCAATGCATGACA...................................................................................................................... 1 19
...........................................................ATGCACTGCCTCTTCCCTGGCT............................................................ 1 22
...........................................................ATGCACTGCCTCTTCCCTGGC............................................................. 2 21
............................................................TGCACTGCCTCTTCCCTGGCTTCC......................................................... 1 24
............................................................TGCACTGCCTCTTCCCTGGCT............................................................ 11 21
............................................................TGCACTGCCTCTTCCCTGGCTTC.......................................................... 1 23
............................................................TGCACTGCCTCTTCCCTGGCTT........................................................... 4 22

>ppt-miR477d_MIMAT0005051_Physcomitrella_patens_miR477d
GCCGTCGATTAATCATCCTGGCTCGTGGAAGTTGATTTCGATTAAACAGATTGCTTGTTCCTCTCCCTCAAAGGCTTCCAACAACAGGTACTTGGTCTTGTTTTCACCAGCAAAGCTAAGGCCCGTCCCAGATGTTAGAA
************************************************************CTCTCCCTCAAAGGCTTCCA************************************************************ ppt-miR477d 20
...........................................................CCTCTCCCTCAAAGGCTTCCA............................................................ 2 21
............................................................CTCTCCCTCAAAGGCTTCC............................................................. 6 19
............................................................CTCTCCCTCAAAGGCTTCCA............................................................ 50 20
............................................................CTCTCCCTCAAAGGCTTCCAAC.......................................................... 9 22
............................................................CTCTCCCTCAAAGGCTTCCAA........................................................... 215 21
.............................................................TCTCCCTCAAAGGCTTCCAAC.......................................................... 5 21
.............................................................TCTCCCTCAAAGGCTTCCAA........................................................... 106 20
.............................................................TCTCCCTCAAAGGCTTCCA............................................................ 22 19
...............................................................TCCCTCAAAGGCTTCCAAC.......................................................... 5 19
...............................................................TCCCTCAAAGGCTTCCAACAACA...................................................... 9 23
...............................................................TCCCTCAAAGGCTTCCAACA......................................................... 26 20
...............................................................TCCCTCAAAGGCTTCCAACAAC....................................................... 14 22
...............................................................TCCCTCAAAGGCTTCCAACAA........................................................ 183 21
................................................................CCCTCAAAGGCTTCCAACAA........................................................ 1 20
................................................................CCCTCAAAGGCTTCCAACAACA...................................................... 3 22
................................................................CCCTCAAAGGCTTCCAACA......................................................... 2 19
................................................................CCCTCAAAGGCTTCCAACAAC....................................................... 1 21

>ppt-miR477e_MIMAT0005052_Physcomitrella_patens_miR477e
GTTTGGCGTTGGAAGTATCCCGGTGCTGATGAGAAGATTCCGAAAGGCGGTTGCTTATCTCTCTCCCTCAAAGGCTTCCAACATCAGGTGTAGAAGCCTTGCTAGAAGCCTTTGTGGGAGAGGGGGAAACAAACGCCTTG
************************************************************CTCTCCCTCAAAGGCTTCCA************************************************************ ppt-miR477e 20
............................................................CTCTCCCTCAAAGGCTTCC............................................................. 6 19
............................................................CTCTCCCTCAAAGGCTTCCA............................................................ 50 20
............................................................CTCTCCCTCAAAGGCTTCCAAC.......................................................... 9 22
............................................................CTCTCCCTCAAAGGCTTCCAA........................................................... 215 21
.............................................................TCTCCCTCAAAGGCTTCCAAC.......................................................... 5 21
.............................................................TCTCCCTCAAAGGCTTCCAA........................................................... 106 20
.............................................................TCTCCCTCAAAGGCTTCCA............................................................ 22 19
...............................................................TCCCTCAAAGGCTTCCAAC.......................................................... 5 19
...............................................................TCCCTCAAAGGCTTCCAACA......................................................... 26 20
...............................................................TCCCTCAAAGGCTTCCAACATCA...................................................... 1 23
...............................................................TCCCTCAAAGGCTTCCAACAT........................................................ 2 21
................................................................CCCTCAAAGGCTTCCAACA......................................................... 2 19
.................................................................................CATCAGGTGTAGAAGCCTTGCT..................................... 4 22
...................................................................................TCAGGTGTAGAAGCCTTGCT..................................... 1 20
......................................................................................................TAGAAGCCTTTGTGGGAGAG.................. 1 20
.......................................................................................................AGAAGCCTTTGTGGGAGAGGG................ 851 21
.......................................................................................................AGAAGCCTTTGTGGGAGAG.................. 9 19
.......................................................................................................AGAAGCCTTTGTGGGAGAGG................. 5 20
........................................................................................................GAAGCCTTTGTGGGAGAGGG................ 13 20
.........................................................................................................AAGCCTTTGTGGGAGAGGG................ 11 19
..............................................................................................................TTTGTGGGAGAGGGGGAAACA......... 1 21
..............................................................................................................TTTGTGGGAGAGGGGGAAAC.......... 1 20



>ppt-miR533c_MIMAT0005061_Physcomitrella_patens_miR533c
GATTTGGTGACTTGAACTGGTGCTTCAAGGAAAGCCTAAAGTCCAAGTTCCACTCTTGCTCTCACAGTCTGCACAGCTCTCTGTATCTCTTCCCCTAGTATATGTCTACAGCTGGTTGACGCAAACGAGGTTTAACAGCTA
************************************************************CTCACAGTCTGCACAGCTCTC************************************************************ ppt-miR533c 21
........................................................TGCTCTCACAGTCTGCACAGCTCTC............................................................ 8 25
.........................................................GCTCTCACAGTCTGCACAGCTCTC............................................................ 2 24
............................................................CTCACAGTCTGCACAGCTC.............................................................. 1 19
............................................................CTCACAGTCTGCACAGCTCTCT........................................................... 2 22
............................................................CTCACAGTCTGCACAGCTCT............................................................. 4 20
............................................................CTCACAGTCTGCACAGCTCTC............................................................ 327 21
.............................................................TCACAGTCTGCACAGCTCTCT........................................................... 1 21
.............................................................TCACAGTCTGCACAGCTCTC............................................................ 68 20
..............................................................CACAGTCTGCACAGCTCTC............................................................ 1 19
...............................................................ACAGTCTGCACAGCTCTCT........................................................... 2 19

>ppt-miR536d_MIMAT0005064_Physcomitrella_patens_miR536d
TCTACTTCTGGGTTGATGTTGAACCCACTCCACCCACTTGTAGCGGAAAGATGTTAGAATTTCGTGCCAAGCTGTGTGCAACCAAGGGGTTTGTTACTTCAAATCCACATCGGAGGAGCGTCCCTACCAGTACACCATGAAT
************************************************************TTCGTGCCAAGCTGTGTGCAAC************************************************************ ppt-miR536d 22
..........................................................ATTTCGTGCCAAGCTGTGTGCAA............................................................. 1 23
...........................................................TTTCGTGCCAAGCTGTGTGCAAC............................................................ 7 23
...........................................................TTTCGTGCCAAGCTGTGTGCAA............................................................. 4 22
............................................................TTCGTGCCAAGCTGTGTGCAA............................................................. 1993 21
............................................................TTCGTGCCAAGCTGTGTGC............................................................... 4 19
............................................................TTCGTGCCAAGCTGTGTGCA.............................................................. 72 20
............................................................TTCGTGCCAAGCTGTGTGCAACCA.......................................................... 10 24
............................................................TTCGTGCCAAGCTGTGTGCAACC........................................................... 301 23
............................................................TTCGTGCCAAGCTGTGTGCAAC............................................................ 17988 22
.............................................................TCGTGCCAAGCTGTGTGCAACC........................................................... 8297 22
.............................................................TCGTGCCAAGCTGTGTGCA.............................................................. 37 19
.............................................................TCGTGCCAAGCTGTGTGCAAC............................................................ 10950 21
.............................................................TCGTGCCAAGCTGTGTGCAACCA.......................................................... 8 23
.............................................................TCGTGCCAAGCTGTGTGCAA............................................................. 1051 20
..............................................................CGTGCCAAGCTGTGTGCAAC............................................................ 247 20
..............................................................CGTGCCAAGCTGTGTGCAA............................................................. 24 19
..............................................................CGTGCCAAGCTGTGTGCAACC........................................................... 303 21
...............................................................GTGCCAAGCTGTGTGCAAC............................................................ 303 19
...............................................................GTGCCAAGCTGTGTGCAACC........................................................... 272 20
................................................................TGCCAAGCTGTGTGCAACC........................................................... 73 19
................................................................TGCCAAGCTGTGTGCAACCAAG........................................................ 2 22
....................................................................AAGCTGTGTGCAACCAAGGGG..................................................... 1 21

>ppt-miR536e_MIMAT0005065_Physcomitrella_patens_miR536e
GTCAATCTTCAGTTGTCCATGCACGATTTCTCCCTAAAATTATTGAGGGGATATCAGAGTTTCGTGCCAAGCTGTGTGCAACCAAGGGATTTCTCACTTCATGGTTCGTCTTCGACTAGTATTCGCCAGGACAAGCATGGGC
************************************************************TTCGTGCCAAGCTGTGTGCAAC************************************************************ ppt-miR536e 22
...........................................................TTTCGTGCCAAGCTGTGTGCAAC............................................................ 7 23
...........................................................TTTCGTGCCAAGCTGTGTGCAA............................................................. 4 22
............................................................TTCGTGCCAAGCTGTGTGCAA............................................................. 1993 21
............................................................TTCGTGCCAAGCTGTGTGC............................................................... 4 19
............................................................TTCGTGCCAAGCTGTGTGCA.............................................................. 72 20
............................................................TTCGTGCCAAGCTGTGTGCAACCA.......................................................... 10 24
............................................................TTCGTGCCAAGCTGTGTGCAACC........................................................... 301 23
............................................................TTCGTGCCAAGCTGTGTGCAAC............................................................ 17988 22
.............................................................TCGTGCCAAGCTGTGTGCAACC........................................................... 8297 22
.............................................................TCGTGCCAAGCTGTGTGCA.............................................................. 37 19
.............................................................TCGTGCCAAGCTGTGTGCAAC............................................................ 10950 21
.............................................................TCGTGCCAAGCTGTGTGCAACCA.......................................................... 8 23
.............................................................TCGTGCCAAGCTGTGTGCAA............................................................. 1051 20
..............................................................CGTGCCAAGCTGTGTGCAAC............................................................ 247 20
..............................................................CGTGCCAAGCTGTGTGCAA............................................................. 24 19
..............................................................CGTGCCAAGCTGTGTGCAACC........................................................... 303 21
...............................................................GTGCCAAGCTGTGTGCAAC............................................................ 303 19
...............................................................GTGCCAAGCTGTGTGCAACC........................................................... 272 20
................................................................TGCCAAGCTGTGTGCAACC........................................................... 73 19
................................................................TGCCAAGCTGTGTGCAACCAAG........................................................ 2 22
....................................................................AAGCTGTGTGCAACCAAGGGA..................................................... 1 21

>ppt-miR536f_MIMAT0005066_Physcomitrella_patens_miR536f
AGATATCGGTCGGTAGAGTTGAGGTTTGTTCACATGACCTTAGCTCTGTTTTCCGAGCGCTTCGTGCCAAGCTGTGTGCATCTAAGGGAATCTCACTTCTGAACAGAAAGGTTGCCCAAGAGTCGGAGCAAGACACTGCA
************************************************************TTCGTGCCAAGCTGTGTGCA************************************************************ ppt-miR536f 20
............................................................TTCGTGCCAAGCTGTGTGCAT........................................................... 7 21
............................................................TTCGTGCCAAGCTGTGTGC............................................................. 4 19
............................................................TTCGTGCCAAGCTGTGTGCA............................................................ 72 20
............................................................TTCGTGCCAAGCTGTGTGCATCT......................................................... 1 23
............................................................TTCGTGCCAAGCTGTGTGCATC.......................................................... 12 22
.............................................................TCGTGCCAAGCTGTGTGCAT........................................................... 10 20
.............................................................TCGTGCCAAGCTGTGTGCA............................................................ 37 19
.............................................................TCGTGCCAAGCTGTGTGCATC.......................................................... 6 21
..............................................................CGTGCCAAGCTGTGTGCAT........................................................... 1 19

>ppt-miR537c_MIMAT0005067_Physcomitrella_patens_miR537c
TGATTGGAGCACCTCTCCAGATGTTCCAGATGTAATGAAACCGGTGCAAGCTTCAAGCTCTTGAGGTGTTTCTACAGGCTACATATGATAGATGGCTACCTGGATATACCAGTCTGGCTCGTTGCATTTCGATGTTTTCAA
************************************************************TTGAGGTGTTTCTACAGGCTA************************************************************ ppt-miR537c 21
......................................AACCGGTGCAAGCTTCAAGCT.................................................................................. 2 21
..................................................CTTCAAGCTCTTGAGGTGTTT...................................................................... 1 21
...................................................TTCAAGCTCTTGAGGTGTTTCT.................................................................... 51 22
...................................................TTCAAGCTCTTGAGGTGTTTCTAC.................................................................. 1 24
...................................................TTCAAGCTCTTGAGGTGTTTC..................................................................... 170 21
...................................................TTCAAGCTCTTGAGGTGTTT...................................................................... 3 20
....................................................TCAAGCTCTTGAGGTGTTT...................................................................... 1 19
....................................................TCAAGCTCTTGAGGTGTTTCT.................................................................... 250 21
....................................................TCAAGCTCTTGAGGTGTTTCTA................................................................... 1 22
....................................................TCAAGCTCTTGAGGTGTTTCTAC.................................................................. 1 23
....................................................TCAAGCTCTTGAGGTGTTTC..................................................................... 3 20
......................................................AAGCTCTTGAGGTGTTTCT.................................................................... 7 19
...........................................................CTTGAGGTGTTTCTACAGGCTAC........................................................... 1 23
............................................................TTGAGGTGTTTCTACAGGC.............................................................. 2 19
............................................................TTGAGGTGTTTCTACAGGCT............................................................. 5 20
............................................................TTGAGGTGTTTCTACAGGCTA............................................................ 26 21



>ppt-miR537d_MIMAT0005068_Physcomitrella_patens_miR537d
TTTATGGAAAGTGCACGAAAATGTGTATGCTGTGATCGCACGATTGGTGACATCAGTAACTTGAGGTGTTTCTACAGGCTACTTATGCTTGATGATTATCTTAGGAGAGTAGGTAAATGATCATCTGCTACTGCAATAGGT
************************************************************TTGAGGTGTTTCTACAGGCTA************************************************************ ppt-miR537d 21
...................................................ATCAGTAACTTGAGGTGTT....................................................................... 1 19
...................................................ATCAGTAACTTGAGGTGTTTC..................................................................... 1 21
....................................................TCAGTAACTTGAGGTGTTTCT.................................................................... 1 21
...........................................................CTTGAGGTGTTTCTACAGGCTAC........................................................... 1 23
............................................................TTGAGGTGTTTCTACAGGC.............................................................. 2 19
............................................................TTGAGGTGTTTCTACAGGCT............................................................. 5 20
............................................................TTGAGGTGTTTCTACAGGCTA............................................................ 26 21
.............................................................TGAGGTGTTTCTACAGGCTACT.......................................................... 1 22

>ppt-miR902c-5p_MIMAT0005069_Physcomitrella_patens_miR902c-5p
TGGTTTTGCAAATCGCTGTTGATGACTCTATTGGCGTATGCTCATTTCCTCCTTCTAGCGTATGATGCAGATTCTTCATCTGTTGAACTGAATTTTTCTTAGTGATGCAGACGAAGGTCTGCATCATAGTCAAGGGGGAGG
************************************************************TATGATGCAGATTCTTCATCT************************************************************ ppt-miR902c-5p 21
............................................................TATGATGCAGATTCTTCAT.............................................................. 33 19
............................................................TATGATGCAGATTCTTCATCTGTT......................................................... 1 24
............................................................TATGATGCAGATTCTTCATCTG........................................................... 66 22
............................................................TATGATGCAGATTCTTCATCT............................................................ 413 21
............................................................TATGATGCAGATTCTTCATC............................................................. 66 20
.............................................................ATGATGCAGATTCTTCATCT............................................................ 8 20
.............................................................ATGATGCAGATTCTTCATC............................................................. 1 19
..............................................................TGATGCAGATTCTTCATCTG........................................................... 1 20
............................................................................................................AGACGAAGGTCTGCATCATAG............ 3 21
............................................................................................................AGACGAAGGTCTGCATCATA............. 1 20
.............................................................................................................GACGAAGGTCTGCATCATAG............ 1 20
..............................................................................................................ACGAAGGTCTGCATCATAGT........... 100 20
..............................................................................................................ACGAAGGTCTGCATCATAGTC.......... 2 21
..............................................................................................................ACGAAGGTCTGCATCATAG............ 5 19
..............................................................................................................ACGAAGGTCTGCATCATAGTCA......... 1 22
...............................................................................................................CGAAGGTCTGCATCATAGT........... 4 19

>ppt-miR902e-5p_MIMAT0005073_Physcomitrella_patens_miR902e-5p
GTTGCAACAGTTTGTTGGTGACGTTTGGACAGCGTGCCGTCTCATTTCCTTCCGCTAGTCTATGATGCAGATTCTTCATCTGTTTCGTGTGATGCTTGTGCACGAGTCAGACGAAGGTCTGCATCATAGTCAAGAGGAAGC
************************************************************TATGATGCAGATTCTTCATCT************************************************************ ppt-miR902e-5p 21
..................................................TCCGCTAGTCTATGATGCAGA...................................................................... 1 21
.......................................................TAGTCTATGATGCAGATTCTTC................................................................ 8 22
........................................................AGTCTATGATGCAGATTCTTCA............................................................... 1 22
...........................................................CTATGATGCAGATTCTTCATCTG........................................................... 1 23
...........................................................CTATGATGCAGATTCTTCAT.............................................................. 1 20
...........................................................CTATGATGCAGATTCTTCATCT............................................................ 1 22
............................................................TATGATGCAGATTCTTCAT.............................................................. 33 19
............................................................TATGATGCAGATTCTTCATCTGTT......................................................... 1 24
............................................................TATGATGCAGATTCTTCATCTG........................................................... 66 22
............................................................TATGATGCAGATTCTTCATCT............................................................ 413 21
............................................................TATGATGCAGATTCTTCATC............................................................. 66 20
.............................................................ATGATGCAGATTCTTCATCT............................................................ 8 20
.............................................................ATGATGCAGATTCTTCATC............................................................. 1 19
..............................................................TGATGCAGATTCTTCATCTG........................................................... 1 20
............................................................................................................AGACGAAGGTCTGCATCATAG............ 3 21
............................................................................................................AGACGAAGGTCTGCATCATA............. 1 20
.............................................................................................................GACGAAGGTCTGCATCATAG............ 1 20
..............................................................................................................ACGAAGGTCTGCATCATAGT........... 100 20
..............................................................................................................ACGAAGGTCTGCATCATAGTC.......... 2 21
..............................................................................................................ACGAAGGTCTGCATCATAG............ 5 19
..............................................................................................................ACGAAGGTCTGCATCATAGTCA......... 1 22
...............................................................................................................CGAAGGTCTGCATCATAGT........... 4 19

>ppt-miR902g-5p_MIMAT0005077_Physcomitrella_patens_miR902g-5p
TGTTGGTGTTTCAGACGCGCTCTAGGTGGTAGCAGGTTTGTTCATTTTCTTCCGCTAGTCTATGATGCAGATTCTTCATCTGTTTAGCTGAATCTGCGTCAGTGTTTCAGTGTTACAGACGAAGGTCTGCATCATAGTCAA
************************************************************TATGATGCAGATTCTTCATCT************************************************************ ppt-miR902g-5p 21
..................................................TCCGCTAGTCTATGATGCAGA...................................................................... 1 21
.......................................................TAGTCTATGATGCAGATTCTTC................................................................ 8 22
........................................................AGTCTATGATGCAGATTCTTCA............................................................... 1 22
...........................................................CTATGATGCAGATTCTTCATCTG........................................................... 1 23
...........................................................CTATGATGCAGATTCTTCAT.............................................................. 1 20
...........................................................CTATGATGCAGATTCTTCATCT............................................................ 1 22
............................................................TATGATGCAGATTCTTCAT.............................................................. 33 19
............................................................TATGATGCAGATTCTTCATCTGTT......................................................... 1 24
............................................................TATGATGCAGATTCTTCATCTG........................................................... 66 22
............................................................TATGATGCAGATTCTTCATCT............................................................ 413 21
............................................................TATGATGCAGATTCTTCATC............................................................. 66 20
.............................................................ATGATGCAGATTCTTCATCT............................................................ 8 20
.............................................................ATGATGCAGATTCTTCATC............................................................. 1 19
..............................................................TGATGCAGATTCTTCATCTG........................................................... 1 20
....................................................................................................................AGACGAAGGTCTGCATCATAG.... 3 21
....................................................................................................................AGACGAAGGTCTGCATCATA..... 1 20
.....................................................................................................................GACGAAGGTCTGCATCATAG.... 1 20
......................................................................................................................ACGAAGGTCTGCATCATAGT... 100 20
......................................................................................................................ACGAAGGTCTGCATCATAGTC.. 2 21
......................................................................................................................ACGAAGGTCTGCATCATAG.... 5 19
......................................................................................................................ACGAAGGTCTGCATCATAGTCA. 1 22
.......................................................................................................................CGAAGGTCTGCATCATAGT... 4 19

>ppt-miR902g-3p_MIMAT0005078_Physcomitrella_patens_miR902g-3p
TCTATGATGCAGATTCTTCATCTGTTTAGCTGAATCTGCGTCAGTGTTTCAGTGTTACAGACGAAGGTCTGCATCATAGTCAAGAGGAATGAAAATACATTATAGATTATAGCAGCTCAATTACCAACTTTGTCTAGGAA
************************************************************ACGAAGGTCTGCATCATAGT************************************************************ ppt-miR902g-3p 20
.CTATGATGCAGATTCTTCATCTG.................................................................................................................... 1 23
.CTATGATGCAGATTCTTCAT....................................................................................................................... 1 20
.CTATGATGCAGATTCTTCATCT..................................................................................................................... 1 22
..TATGATGCAGATTCTTCAT....................................................................................................................... 33 19
..TATGATGCAGATTCTTCATCTGTT.................................................................................................................. 1 24
..TATGATGCAGATTCTTCATCTG.................................................................................................................... 66 22
..TATGATGCAGATTCTTCATCT..................................................................................................................... 413 21
..TATGATGCAGATTCTTCATC...................................................................................................................... 66 20
...ATGATGCAGATTCTTCATCT..................................................................................................................... 8 20
...ATGATGCAGATTCTTCATC...................................................................................................................... 1 19



....TGATGCAGATTCTTCATCTG.................................................................................................................... 1 20

..........................................................AGACGAAGGTCTGCATCATAG............................................................. 3 21

..........................................................AGACGAAGGTCTGCATCATA.............................................................. 1 20

...........................................................GACGAAGGTCTGCATCATAG............................................................. 1 20

............................................................ACGAAGGTCTGCATCATAGT............................................................ 100 20

............................................................ACGAAGGTCTGCATCATAGTC........................................................... 2 21

............................................................ACGAAGGTCTGCATCATAG............................................................. 5 19

............................................................ACGAAGGTCTGCATCATAGTCA.......................................................... 1 22

.............................................................CGAAGGTCTGCATCATAGT............................................................ 4 19

>ppt-miR902h-5p_MIMAT0005079_Physcomitrella_patens_miR902h-5p
TTCACTTAGAGTACCAGTGGAGCATGTCCTGCACAACCCACAAAATCGTGTTGATCTAGATTATGATGTAGATTCTTCATCTGGAATTGAATTTCGATTTAAGAAGAAGGGTCTACATCATAAACTGGATGATTACGATT
************************************************************TTATGATGTAGATTCTTCAT************************************************************ ppt-miR902h-5p 20
......................................................TCTAGATTATGATGTAGATT.................................................................. 1 20
........................................................TAGATTATGATGTAGATTCTT............................................................... 2 21
........................................................TAGATTATGATGTAGATTCT................................................................ 1 20
............................................................TTATGATGTAGATTCTTCATCTG......................................................... 1 23
............................................................TTATGATGTAGATTCTTCAT............................................................ 81 20
............................................................TTATGATGTAGATTCTTCATC........................................................... 162 21
............................................................TTATGATGTAGATTCTTCATCTGG........................................................ 1 24
.............................................................TATGATGTAGATTCTTCATCT.......................................................... 1 21
.............................................................TATGATGTAGATTCTTCAT............................................................ 45 19
.............................................................TATGATGTAGATTCTTCATC........................................................... 63 20
..............................................................ATGATGTAGATTCTTCATC........................................................... 5 19
..............................................................ATGATGTAGATTCTTCATCTGGAA...................................................... 1 24
...............................................................TGATGTAGATTCTTCATCTGG........................................................ 1 21
...............................................................TGATGTAGATTCTTCATCT.......................................................... 1 19
...............................................................TGATGTAGATTCTTCATCTGGAAT..................................................... 1 24
.....................................................................................................AGAAGAAGGGTCTACATCATAAAC............... 1 24
........................................................................................................AGAAGGGTCTACATCATAAACT.............. 2 22
........................................................................................................AGAAGGGTCTACATCATAAAC............... 11 21
........................................................................................................AGAAGGGTCTACATCATAAA................ 4 20

>ppt-miR902h-3p_MIMAT0005080_Physcomitrella_patens_miR902h-3p
ATCGTGTTGATCTAGATTATGATGTAGATTCTTCATCTGGAATTGAATTTCGATTTAAGAAGAAGGGTCTACATCATAAACTGGATGATTACGATTGTTGGATAACAGCAGCACCTACGCTTTCTAAATTTTGCAGTAGGT
************************************************************AGAAGGGTCTACATCATAAAC************************************************************ ppt-miR902h-3p 21
..........TCTAGATTATGATGTAGATT............................................................................................................... 1 20
............TAGATTATGATGTAGATTCTT............................................................................................................ 2 21
............TAGATTATGATGTAGATTCT............................................................................................................. 1 20
................TTATGATGTAGATTCTTCATCTG...................................................................................................... 1 23
................TTATGATGTAGATTCTTCAT......................................................................................................... 81 20
................TTATGATGTAGATTCTTCATC........................................................................................................ 162 21
................TTATGATGTAGATTCTTCATCTGG..................................................................................................... 1 24
.................TATGATGTAGATTCTTCATCT....................................................................................................... 1 21
.................TATGATGTAGATTCTTCAT......................................................................................................... 45 19
.................TATGATGTAGATTCTTCATC........................................................................................................ 63 20
..................ATGATGTAGATTCTTCATC........................................................................................................ 5 19
..................ATGATGTAGATTCTTCATCTGGAA................................................................................................... 1 24
...................TGATGTAGATTCTTCATCTGG..................................................................................................... 1 21
...................TGATGTAGATTCTTCATCT....................................................................................................... 1 19
...................TGATGTAGATTCTTCATCTGGAAT.................................................................................................. 1 24
.........................................................AGAAGAAGGGTCTACATCATAAAC............................................................ 1 24
............................................................AGAAGGGTCTACATCATAAACT........................................................... 2 22
............................................................AGAAGGGTCTACATCATAAAC............................................................ 11 21
............................................................AGAAGGGTCTACATCATAAA............................................................. 4 20

>ppt-miR1023a-5p_MIMAT0005102_Physcomitrella_patens_miR1023a-5p
GGAGGAGGTGGCCTTGGGGGTTGACGAGGGAGCGATTGGACCACCTTGCAGTTTCATGGCACACTCTCTCCATTTCTCTACCGTTCATGCAGCGGTTGATCGATTGGGTTGCTGGTTGATTGATCGATCGATGGTCAGGAG
************************************************************ACACTCTCTCCATTTCTCTAC************************************************************ ppt-miR1023a-5p 21
...........................................................CACACTCTCTCCATTTCTCTACC........................................................... 1 23
............................................................ACACTCTCTCCATTTCTCTA............................................................. 69 20
............................................................ACACTCTCTCCATTTCTCTACC........................................................... 59 22
............................................................ACACTCTCTCCATTTCTCTAC............................................................ 1595 21
............................................................ACACTCTCTCCATTTCTCT.............................................................. 24 19
.............................................................CACTCTCTCCATTTCTCTAC............................................................ 7 20
..............................................................ACTCTCTCCATTTCTCTAC............................................................ 3 19
..............................................................ACTCTCTCCATTTCTCTACCGTT........................................................ 1 23

>ppt-miR1023a-3p_MIMAT0005103_Physcomitrella_patens_miR1023a-3p
ATGCAGCGGTTGATCGATTGGGTTGCTGGTTGATTGATCGATCGATGGTCAGGAGTTGGAAGAGAATTGGAGAGAGTGCATTGTGAATTGCGGGGTTGACGAGGCGGAGGGGTTCTGGAGTTAGTCGCAGTTTTCACCCAC
************************************************************AGAGAATTGGAGAGAGTGCAT************************************************************ ppt-miR1023a-3p 21
.........................................................GGAAGAGAATTGGAGAGAGTGCAT............................................................ 1 24
..........................................................GAAGAGAATTGGAGAGAGTGCAT............................................................ 4 23
..........................................................GAAGAGAATTGGAGAGAGTGCA............................................................. 1 22
...........................................................AAGAGAATTGGAGAGAGTGCAT............................................................ 27 22
...........................................................AAGAGAATTGGAGAGAGTGCATT........................................................... 3 23
...........................................................AAGAGAATTGGAGAGAGTGCA............................................................. 25 21
............................................................AGAGAATTGGAGAGAGTGC.............................................................. 10 19
............................................................AGAGAATTGGAGAGAGTGCA............................................................. 807 20
............................................................AGAGAATTGGAGAGAGTGCAT............................................................ 3022 21
............................................................AGAGAATTGGAGAGAGTGCATT........................................................... 121 22
.............................................................GAGAATTGGAGAGAGTGCA............................................................. 17 19
.............................................................GAGAATTGGAGAGAGTGCATT........................................................... 1 21
.............................................................GAGAATTGGAGAGAGTGCAT............................................................ 44 20
..............................................................AGAATTGGAGAGAGTGCATT........................................................... 2 20
..............................................................AGAATTGGAGAGAGTGCAT............................................................ 23 19

>ppt-miR1025_MIMAT0005111_Physcomitrella_patens_miR1025
TCTACCCACTCCGCCTTCCCTGTCTGTTGTCGAGTGGGGGTCTCGCCTGCTCCTTCCTTCTGCCACAACAAAGCTAATAACTCGACTCATCCTGACACCACGTCTCTGGCTTCGTGTTTCGCGCGTTGCGTTTGGTCCTGC
************************************************************TGCCACAACAAAGCTAATAAC************************************************************ ppt-miR1025 21
....................................................CTTCCTTCTGCCACAACAAA..................................................................... 1 20
.....................................................TTCCTTCTGCCACAACAAAGC................................................................... 13 21
.....................................................TTCCTTCTGCCACAACAAAG.................................................................... 240 20
.....................................................TTCCTTCTGCCACAACAAA..................................................................... 18 19
......................................................TCCTTCTGCCACAACAAAG.................................................................... 3 19
........................................................CTTCTGCCACAACAAAGCTAATAA............................................................. 1 24
........................................................CTTCTGCCACAACAAAGCTAA................................................................ 1 21
........................................................CTTCTGCCACAACAAAGCTAATA.............................................................. 1 23



.........................................................TTCTGCCACAACAAAGCTAATAA............................................................. 2 23

.........................................................TTCTGCCACAACAAAGCTAA................................................................ 1 20

..........................................................TCTGCCACAACAAAGCTAATAAC............................................................ 2 23

...........................................................CTGCCACAACAAAGCTAATAAC............................................................ 6 22

............................................................TGCCACAACAAAGCTAATA.............................................................. 42 19

............................................................TGCCACAACAAAGCTAATAA............................................................. 31 20

............................................................TGCCACAACAAAGCTAATAAC............................................................ 928 21

............................................................TGCCACAACAAAGCTAATAACT........................................................... 8 22

.............................................................GCCACAACAAAGCTAATAAC............................................................ 9 20

..............................................................CCACAACAAAGCTAATAAC............................................................ 6 19

...............................................................CACAACAAAGCTAATAACT........................................................... 1 19

.................................................................CAACAAAGCTAATAACTCGAC....................................................... 8 21

..................................................................AACAAAGCTAATAACTCGAC....................................................... 1 20

..................................................................AACAAAGCTAATAACTCGACT...................................................... 3 21

>ppt-miR1026b_MIMAT0005113_Physcomitrella_patens_miR1026b
CAATGATATGTGCATTCTCATATTTCGAACTCAGGAACATAATTGAGACTCTCTGAACTCTGAGAAAGACTTGAGAGGACACTCCTGCAACAACTGTGGCAATTCCATGCAGTTATAGCAGCATCTGCAGCGGCGGTTCTC
************************************************************TGAGAAAGACTTGAGAGGACA************************************************************ ppt-miR1026b 21
.........................................................CTCTGAGAAAGACTTGAGAGGAC............................................................. 1 23
............................................................TGAGAAAGACTTGAGAGGA.............................................................. 4 19
............................................................TGAGAAAGACTTGAGAGGAC............................................................. 12 20
............................................................TGAGAAAGACTTGAGAGGACA............................................................ 161 21
............................................................TGAGAAAGACTTGAGAGGACAC........................................................... 2 22
.............................................................GAGAAAGACTTGAGAGGACA............................................................ 1 20

>ppt-miR1027a_MIMAT0005114_Physcomitrella_patens_miR1027a
CGCTAGTGGAAATTTGGGAGAGCAGAAGTGCAAGAGCAGATACTTAAGTCGAAGAGCATCTTTCTATCTTCTCTTCCAATCTATTGATCTGCCCTTCCAATACTATCAGATCAATAGATTGGAAGAGCAGATCGAAAAATG
************************************************************TTTCTATCTTCTCTTCCAATC************************************************************ ppt-miR1027a 21
...........................................................CTTTCTATCTTCTCTTCCAAT............................................................. 1 21
............................................................TTTCTATCTTCTCTTCCAATC............................................................ 70 21
............................................................TTTCTATCTTCTCTTCCAAT............................................................. 3 20
.............................................................TTCTATCTTCTCTTCCAAT............................................................. 2 19
.............................................................TTCTATCTTCTCTTCCAATCT........................................................... 10 21
.............................................................TTCTATCTTCTCTTCCAATC............................................................ 1 20
.............................................................TTCTATCTTCTCTTCCAATCTAT......................................................... 1 23
.............................................................TTCTATCTTCTCTTCCAATCTA.......................................................... 1 22
..............................................................TCTATCTTCTCTTCCAATCTAT......................................................... 2 22
..............................................................TCTATCTTCTCTTCCAATCTA.......................................................... 28 21
..............................................................TCTATCTTCTCTTCCAATCT........................................................... 2 20
................................................................TATCTTCTCTTCCAATCTAT......................................................... 1 20
....................................................................TTCTCTTCCAATCTATTGATC.................................................... 2 21
....................................................................TTCTCTTCCAATCTATTGAT..................................................... 1 20
.....................................................................TCTCTTCCAATCTATTGAT..................................................... 1 19
.....................................................................TCTCTTCCAATCTATTGATCT................................................... 2 21
.....................................................................TCTCTTCCAATCTATTGATCTGCC................................................ 2 24
.......................................................................TCTTCCAATCTATTGATCTGC................................................. 2 21
.........................................................................................................TCAGATCAATAGATTGGAAGA............... 1 21
...........................................................................................................AGATCAATAGATTGGAAGAGC............. 1 21
.................................................................................................................ATAGATTGGAAGAGCAGATCGAAA.... 1 24
...................................................................................................................AGATTGGAAGAGCAGATCGAAAAA.. 1 24
...................................................................................................................AGATTGGAAGAGCAGATCGAAA.... 1 22
...................................................................................................................AGATTGGAAGAGCAGATCGAA..... 1 21
....................................................................................................................GATTGGAAGAGCAGATCGAAA.... 1 21
.....................................................................................................................ATTGGAAGAGCAGATCGAAAA... 2 21
......................................................................................................................TTGGAAGAGCAGATCGAAAA... 14 20
......................................................................................................................TTGGAAGAGCAGATCGAAA.... 5 19
......................................................................................................................TTGGAAGAGCAGATCGAAAAA.. 190 21
......................................................................................................................TTGGAAGAGCAGATCGAAAAAT. 2 22
.......................................................................................................................TGGAAGAGCAGATCGAAAAAT. 2 21

>ppt-miR1027b_MIMAT0005115_Physcomitrella_patens_miR1027b
CGCTAGTGGAAATTTGGGAGAGCAGAAGTGCAAGAGCAGATACTTAAGTCGAAGAGCATCTTTCTATCTTCTCTTCCAATCTATTGATCTGCCCTTCCAATACTATCAGATCAATAGATTGGAAGAGCAGATCGAAAAATG
************************************************************TTTCTATCTTCTCTTCCAATC************************************************************ ppt-miR1027b 21
...........................................................CTTTCTATCTTCTCTTCCAAT............................................................. 1 21
............................................................TTTCTATCTTCTCTTCCAATC............................................................ 70 21
............................................................TTTCTATCTTCTCTTCCAAT............................................................. 3 20
.............................................................TTCTATCTTCTCTTCCAAT............................................................. 2 19
.............................................................TTCTATCTTCTCTTCCAATCT........................................................... 10 21
.............................................................TTCTATCTTCTCTTCCAATC............................................................ 1 20
.............................................................TTCTATCTTCTCTTCCAATCTAT......................................................... 1 23
.............................................................TTCTATCTTCTCTTCCAATCTA.......................................................... 1 22
..............................................................TCTATCTTCTCTTCCAATCTAT......................................................... 2 22
..............................................................TCTATCTTCTCTTCCAATCTA.......................................................... 28 21
..............................................................TCTATCTTCTCTTCCAATCT........................................................... 2 20
................................................................TATCTTCTCTTCCAATCTAT......................................................... 1 20
....................................................................TTCTCTTCCAATCTATTGATC.................................................... 2 21
....................................................................TTCTCTTCCAATCTATTGAT..................................................... 1 20
.....................................................................TCTCTTCCAATCTATTGAT..................................................... 1 19
.....................................................................TCTCTTCCAATCTATTGATCT................................................... 2 21
.....................................................................TCTCTTCCAATCTATTGATCTGCC................................................ 2 24
.......................................................................TCTTCCAATCTATTGATCTGC................................................. 2 21
.........................................................................................................TCAGATCAATAGATTGGAAGA............... 1 21
...........................................................................................................AGATCAATAGATTGGAAGAGC............. 1 21
.................................................................................................................ATAGATTGGAAGAGCAGATCGAAA.... 1 24
...................................................................................................................AGATTGGAAGAGCAGATCGAAAAA.. 1 24
...................................................................................................................AGATTGGAAGAGCAGATCGAAA.... 1 22
...................................................................................................................AGATTGGAAGAGCAGATCGAA..... 1 21
....................................................................................................................GATTGGAAGAGCAGATCGAAA.... 1 21
.....................................................................................................................ATTGGAAGAGCAGATCGAAAA... 2 21
......................................................................................................................TTGGAAGAGCAGATCGAAAA... 14 20
......................................................................................................................TTGGAAGAGCAGATCGAAA.... 5 19
......................................................................................................................TTGGAAGAGCAGATCGAAAAA.. 190 21
......................................................................................................................TTGGAAGAGCAGATCGAAAAAT. 2 22
.......................................................................................................................TGGAAGAGCAGATCGAAAAAT. 2 21

>ppt-miR1030a_MIMAT0005123_Physcomitrella_patens_miR1030a
AATAGTATGTCCTGAAATAGATGACAGCAAGGTACGCAATTAAAGCTGCACCGTCACATTTCTGCATCTGCACCTGCACCAAAACGCGACTTTGAGGTTGTGATGGAATTCTGCAGTCACACCCAGCCATTTGCAAGAGTG
************************************************************TCTGCATCTGCACCTGCACCA************************************************************ ppt-miR1030a 21
............................................................TCTGCATCTGCACCTGCACCA............................................................ 31 21



............................................................TCTGCATCTGCACCTGCACCAAA.......................................................... 1 23

............................................................TCTGCATCTGCACCTGCACC............................................................. 1 20

............................................................TCTGCATCTGCACCTGCAC.............................................................. 1 19

............................................................TCTGCATCTGCACCTGCACCAA........................................................... 1 22

.............................................................CTGCATCTGCACCTGCACCA............................................................ 1 20

..............................................................TGCATCTGCACCTGCACCA............................................................ 1 19

>ppt-miR1030f_MIMAT0005128_Physcomitrella_patens_miR1030f
CAGTGATTTACACTTGTTTCATTGGACACTACCTCTACATAACTACTCCAATGCCACGTATCTGCATCTGCACCTGCACCAAAGTTTTGTAATTCTACGGCTCGTGGTAGTCTGTTGTTGTGAAGGTGGGATGTAGCTGAG
************************************************************TCTGCATCTGCACCTGCACCA************************************************************ ppt-miR1030f 21
............................................................TCTGCATCTGCACCTGCACCA............................................................ 31 21
............................................................TCTGCATCTGCACCTGCACCAAA.......................................................... 1 23
............................................................TCTGCATCTGCACCTGCACC............................................................. 1 20
............................................................TCTGCATCTGCACCTGCAC.............................................................. 1 19
............................................................TCTGCATCTGCACCTGCACCAA........................................................... 1 22
.............................................................CTGCATCTGCACCTGCACCA............................................................ 1 20
..............................................................TGCATCTGCACCTGCACCA............................................................ 1 19

>ppt-miR1030g_MIMAT0005129_Physcomitrella_patens_miR1030g
CGTGAATTTACACTTGTCCCATTTGCCGCTACCCCTGCATTACTGCTTCAATGCCACGTATCTGCATCTGCACCTGCACCAAAGTTTCGAAATGCTAAGCTCTAATGTGAATGATGACACTTTTTTTGTACCCAAAGTGGG
************************************************************TCTGCATCTGCACCTGCACCA************************************************************ ppt-miR1030g 21
............................................................TCTGCATCTGCACCTGCACCA............................................................ 31 21
............................................................TCTGCATCTGCACCTGCACCAAA.......................................................... 1 23
............................................................TCTGCATCTGCACCTGCACC............................................................. 1 20
............................................................TCTGCATCTGCACCTGCAC.............................................................. 1 19
............................................................TCTGCATCTGCACCTGCACCAA........................................................... 1 22
.............................................................CTGCATCTGCACCTGCACCA............................................................ 1 20
..............................................................TGCATCTGCACCTGCACCA............................................................ 1 19

>ppt-miR1031a_MIMAT0005133_Physcomitrella_patens_miR1031a
TGATCCAGCTACACTGAAGACACCTGATAGAACTGCGAAATTTCTGGATCATAAATTTGCTCAATGCTCTCTGGAGCTTCTGTGTTACCACGTTGGAGAGAGTGTTGATTTGGACTCCCTGATAGGGCTTAGGCATCTTTC
************************************************************TCAATGCTCTCTGGAGCTTCT************************************************************ ppt-miR1031a 21
............................................................TCAATGCTCTCTGGAGCTTCT............................................................ 438 21
............................................................TCAATGCTCTCTGGAGCTTCTGTG......................................................... 1 24
............................................................TCAATGCTCTCTGGAGCTT.............................................................. 4 19
............................................................TCAATGCTCTCTGGAGCTTCTG........................................................... 2 22
............................................................TCAATGCTCTCTGGAGCTTC............................................................. 5 20
.............................................................CAATGCTCTCTGGAGCTTCT............................................................ 4 20
..............................................................AATGCTCTCTGGAGCTTCT............................................................ 8 19
...............................................................ATGCTCTCTGGAGCTTCTGT.......................................................... 1 20

>ppt-miR1031b_MIMAT0005134_Physcomitrella_patens_miR1031b
CAATGAACGGGCCATATTGATTCCTGATCGGACGGCGGAAGTTCTGGATCACAAATTTGCTCAATGCTCTCTGGAGCTTCTGTGCCGTTGCTTTGGGGAGTGTGGGTTTGTCCCCCTGGACAGGTCTGCAGAACCTGACGG
************************************************************TCAATGCTCTCTGGAGCTTCT************************************************************ ppt-miR1031b 21
............................................................TCAATGCTCTCTGGAGCTTCT............................................................ 438 21
............................................................TCAATGCTCTCTGGAGCTTCTGTG......................................................... 1 24
............................................................TCAATGCTCTCTGGAGCTT.............................................................. 4 19
............................................................TCAATGCTCTCTGGAGCTTCTG........................................................... 2 22
............................................................TCAATGCTCTCTGGAGCTTC............................................................. 5 20
.............................................................CAATGCTCTCTGGAGCTTCT............................................................ 4 20
..............................................................AATGCTCTCTGGAGCTTCT............................................................ 8 19
...............................................................ATGCTCTCTGGAGCTTCTGT.......................................................... 1 20

>ppt-miR1033a_MIMAT0005136_Physcomitrella_patens_miR1033a
TACAATCCGGCGGTGGCATTGGGAATGTCCATCACAACCTGCCAACATTCCAGGTTATGTTGACGGGTCGTGATGGGCACTCTCAGCGTCTCATGTCACAAAAACGCAGACATCTCACTCCGTCACCAACACAGTTCTGAA
************************************************************TGACGGGTCGTGATGGGCACT************************************************************ ppt-miR1033a 21
.............TGGCATTGGGAATGTCCATC............................................................................................................ 1 20
........................ATGTCCATCACAACCTGCCAAC............................................................................................... 4 22
........................ATGTCCATCACAACCTGCCA................................................................................................. 2 20
........................ATGTCCATCACAACCTGCCAA................................................................................................ 2 21
..........................................................GTTGACGGGTCGTGATGGGCACT............................................................ 1 23
...........................................................TTGACGGGTCGTGATGGGCACT............................................................ 1 22
............................................................TGACGGGTCGTGATGGGCACT............................................................ 148 21
............................................................TGACGGGTCGTGATGGGCACTCT.......................................................... 4 23
............................................................TGACGGGTCGTGATGGGCACTC........................................................... 62 22
.............................................................GACGGGTCGTGATGGGCACT............................................................ 36 20
.............................................................GACGGGTCGTGATGGGCACTC........................................................... 35 21
.............................................................GACGGGTCGTGATGGGCACTCT.......................................................... 1 22
..............................................................ACGGGTCGTGATGGGCACTC........................................................... 8 20
..............................................................ACGGGTCGTGATGGGCACT............................................................ 1 19
........................................................................ATGGGCACTCTCAGCGTCTCA................................................ 1 21

>ppt-miR1033b_MIMAT0005137_Physcomitrella_patens_miR1033b
GATGGAGATGATGGGATGTTGGGCATGCTCAACACGATCTGTCAACATTCTAGAGTATATTGACGGGTCGTGATGGGCACTCTCAATGTCCACTTCATGGTTTTGTGACGTGACCCAGCTTGTGAAATTGATGACGATGGA
************************************************************TGACGGGTCGTGATGGGCACT************************************************************ ppt-miR1033b 21
...........TGGGATGTTGGGCATGCTCAAC............................................................................................................ 1 22
........................ATGCTCAACACGATCTGTCAACA.............................................................................................. 9 23
........................ATGCTCAACACGATCTGTCA................................................................................................. 1 20
........................ATGCTCAACACGATCTGTCAAC............................................................................................... 9 22
........................ATGCTCAACACGATCTGTCAA................................................................................................ 3 21
.........................TGCTCAACACGATCTGTCAAC............................................................................................... 21 21
.........................TGCTCAACACGATCTGTCA................................................................................................. 1 19
.........................TGCTCAACACGATCTGTCAA................................................................................................ 7 20
.........................TGCTCAACACGATCTGTCAACAT............................................................................................. 4 23
.........................TGCTCAACACGATCTGTCAACA.............................................................................................. 2 22
.........................TGCTCAACACGATCTGTCAACATT............................................................................................ 1 24
..........................GCTCAACACGATCTGTCAAC............................................................................................... 1 20
..........................GCTCAACACGATCTGTCAACATT............................................................................................ 1 23
..........................................................ATTGACGGGTCGTGATGGGCACT............................................................ 4 23
...........................................................TTGACGGGTCGTGATGGGCACT............................................................ 1 22
............................................................TGACGGGTCGTGATGGGCACT............................................................ 148 21
............................................................TGACGGGTCGTGATGGGCACTCT.......................................................... 4 23
............................................................TGACGGGTCGTGATGGGCACTC........................................................... 62 22
.............................................................GACGGGTCGTGATGGGCACT............................................................ 36 20
.............................................................GACGGGTCGTGATGGGCACTC........................................................... 35 21
.............................................................GACGGGTCGTGATGGGCACTCT.......................................................... 1 22
..............................................................ACGGGTCGTGATGGGCACTC........................................................... 8 20



..............................................................ACGGGTCGTGATGGGCACT............................................................ 1 19

>ppt-miR1033c_MIMAT0005138_Physcomitrella_patens_miR1033c
GATGGAATTGATGGGATGTTGGGCATGCCCAACACGATCTGTCAACATTCTATGTTATATTGACGGGTCGTGATGGGCACTCTCAATGTCCACTTCATGATAATATAACTCTTTTTATGTGACATTCGACGACGACGATGA
************************************************************TGACGGGTCGTGATGGGCACT************************************************************ ppt-miR1033c 21
.........................TGCCCAACACGATCTGTCAAC............................................................................................... 2 21
..........................................................ATTGACGGGTCGTGATGGGCACT............................................................ 4 23
...........................................................TTGACGGGTCGTGATGGGCACT............................................................ 1 22
............................................................TGACGGGTCGTGATGGGCACT............................................................ 148 21
............................................................TGACGGGTCGTGATGGGCACTCT.......................................................... 4 23
............................................................TGACGGGTCGTGATGGGCACTC........................................................... 62 22
.............................................................GACGGGTCGTGATGGGCACT............................................................ 36 20
.............................................................GACGGGTCGTGATGGGCACTC........................................................... 35 21
.............................................................GACGGGTCGTGATGGGCACTCT.......................................................... 1 22
..............................................................ACGGGTCGTGATGGGCACTC........................................................... 8 20
..............................................................ACGGGTCGTGATGGGCACT............................................................ 1 19

>ppt-miR1033d_MIMAT0005139_Physcomitrella_patens_miR1033d
ACAAGGCTGGCAGTCGCATTGGGAATGTCCATGACGATCTGTCAACATTTCAGGTTATGTTGACGGGTCGTGATGGGCACTCTCACTGTCTCATGCTGATGATGATTCGTGGGTGCTGTTACGTTGTGGTCTACTCCGAGA
************************************************************TGACGGGTCGTGATGGGCACT************************************************************ ppt-miR1033d 21
........................ATGTCCATGACGATCTGTCAAC............................................................................................... 11 22
........................ATGTCCATGACGATCTGTCAA................................................................................................ 25 21
..........................................................GTTGACGGGTCGTGATGGGCACT............................................................ 1 23
...........................................................TTGACGGGTCGTGATGGGCACT............................................................ 1 22
............................................................TGACGGGTCGTGATGGGCACT............................................................ 148 21
............................................................TGACGGGTCGTGATGGGCACTCT.......................................................... 4 23
............................................................TGACGGGTCGTGATGGGCACTC........................................................... 62 22
.............................................................GACGGGTCGTGATGGGCACT............................................................ 36 20
.............................................................GACGGGTCGTGATGGGCACTC........................................................... 35 21
.............................................................GACGGGTCGTGATGGGCACTCT.......................................................... 1 22
..............................................................ACGGGTCGTGATGGGCACTC........................................................... 8 20
..............................................................ACGGGTCGTGATGGGCACT............................................................ 1 19

>ppt-miR1033e_MIMAT0005140_Physcomitrella_patens_miR1033e
TAACATTCGGCAGGGGTGTTGGGAATGTCCAGCACAACCTGTCAACATTCCAGGTTATGTTGACGGGTCGTGATGGGCACTCTCAGCGTCCCATGCCCAAACTGCACATCACGCTTCATGGAAACAACACACTCCGAGGAA
************************************************************TGACGGGTCGTGATGGGCACT************************************************************ ppt-miR1033e 21
..........................................................GTTGACGGGTCGTGATGGGCACT............................................................ 1 23
...........................................................TTGACGGGTCGTGATGGGCACT............................................................ 1 22
............................................................TGACGGGTCGTGATGGGCACT............................................................ 148 21
............................................................TGACGGGTCGTGATGGGCACTCT.......................................................... 4 23
............................................................TGACGGGTCGTGATGGGCACTC........................................................... 62 22
.............................................................GACGGGTCGTGATGGGCACT............................................................ 36 20
.............................................................GACGGGTCGTGATGGGCACTC........................................................... 35 21
.............................................................GACGGGTCGTGATGGGCACTCT.......................................................... 1 22
..............................................................ACGGGTCGTGATGGGCACTC........................................................... 8 20
..............................................................ACGGGTCGTGATGGGCACT............................................................ 1 19

>ppt-miR1039-5p_MIMAT0005148_Physcomitrella_patens_miR1039-5p
AGTAACTCGTCCCGTGCGCAGCTGCTTCAGCAGGAGCTTATTGTGTCAGCCACATTAGGGTCTTTGGGTCTTTCTCTCCTGAAAATGTTAAGAGCTTGAGCGCTTAATTTTTCAGGGGAGACGGGCTCAAGGATCTTGAAG
************************************************************TCTTTGGGTCTTTCTCTCCTG************************************************************ ppt-miR1039-5p 21
......................................................TTAGGGTCTTTGGGTCTTTCT.................................................................. 1 21
.......................................................TAGGGTCTTTGGGTCTTTCTC................................................................. 3 21
.......................................................TAGGGTCTTTGGGTCTTTCT.................................................................. 1 20
............................................................TCTTTGGGTCTTTCTCTCCTGAA.......................................................... 2 23
............................................................TCTTTGGGTCTTTCTCTCCTGAAA......................................................... 3 24
............................................................TCTTTGGGTCTTTCTCTCCT............................................................. 1 20
............................................................TCTTTGGGTCTTTCTCTCCTG............................................................ 19 21
............................................................TCTTTGGGTCTTTCTCTCCTGA........................................................... 6 22
.............................................................CTTTGGGTCTTTCTCTCCTG............................................................ 1 20
.................................................................................................................AGGGGAGACGGGCTCAAGGATC...... 1 22
..................................................................................................................GGGGAGACGGGCTCAAGGATC...... 30 21
..................................................................................................................GGGGAGACGGGCTCAAGGATCT..... 1 22
..................................................................................................................GGGGAGACGGGCTCAAGGAT....... 2 20
...................................................................................................................GGGAGACGGGCTCAAGGATC...... 1 20
......................................................................................................................AGACGGGCTCAAGGATCTTGA.. 1 21

>ppt-miR1039-3p_MIMAT0005149_Physcomitrella_patens_miR1039-3p
TTAGGGTCTTTGGGTCTTTCTCTCCTGAAAATGTTAAGAGCTTGAGCGCTTAATTTTTCAGGGGAGACGGGCTCAAGGATCTTGAAGTGGTTGCCTGGGGATGATAATACAGCGCTACATTTACAATATTCAACTTCACTC
************************************************************GGGGAGACGGGCTCAAGGATC************************************************************ ppt-miR1039-3p 21
TTAGGGTCTTTGGGTCTTTCT........................................................................................................................ 1 21
.TAGGGTCTTTGGGTCTTTCTC....................................................................................................................... 3 21
.TAGGGTCTTTGGGTCTTTCT........................................................................................................................ 1 20
......TCTTTGGGTCTTTCTCTCCTGAA................................................................................................................ 2 23
......TCTTTGGGTCTTTCTCTCCTGAAA............................................................................................................... 3 24
......TCTTTGGGTCTTTCTCTCCT................................................................................................................... 1 20
......TCTTTGGGTCTTTCTCTCCTG.................................................................................................................. 19 21
......TCTTTGGGTCTTTCTCTCCTGA................................................................................................................. 6 22
.......CTTTGGGTCTTTCTCTCCTG.................................................................................................................. 1 20
...........................................................AGGGGAGACGGGCTCAAGGATC............................................................ 1 22
............................................................GGGGAGACGGGCTCAAGGATC............................................................ 30 21
............................................................GGGGAGACGGGCTCAAGGATCT........................................................... 1 22
............................................................GGGGAGACGGGCTCAAGGAT............................................................. 2 20
.............................................................GGGAGACGGGCTCAAGGATC............................................................ 1 20
................................................................AGACGGGCTCAAGGATCTTGA........................................................ 1 21

>ppt-miR1043-5p_MIMAT0005154_Physcomitrella_patens_miR1043-5p
AGTGACCGTAGTGGATGTGCTTCAACGTGAGAAGAGATTTAACTAGGAAACGGTTGGAGGCCTTCAACTTCATGCGTGCAAACCCTGAATGATTTGGATGGATTTTTGCGCGTGAATTTGAAGGCTCCCATTCGTTGCTA
************************************************************CCTTCAACTTCATGCGTGCA************************************************************ ppt-miR1043-5p 20
..................................................CGGTTGGAGGCCTTCAACTTC..................................................................... 2 21
..................................................CGGTTGGAGGCCTTCAACTTCA.................................................................... 1 22
..................................................CGGTTGGAGGCCTTCAACTTCATG.................................................................. 1 24
........................................................GAGGCCTTCAACTTCATGCG................................................................ 2 20
........................................................GAGGCCTTCAACTTCATGC................................................................. 1 19
........................................................GAGGCCTTCAACTTCATGCGT............................................................... 1 21
.........................................................AGGCCTTCAACTTCATGCGTGCA............................................................ 1 23
............................................................CCTTCAACTTCATGCGTGCAAA.......................................................... 1 22
............................................................CCTTCAACTTCATGCGTGCAA........................................................... 15 21



............................................................CCTTCAACTTCATGCGTGCA............................................................ 36 20

.............................................................CTTCAACTTCATGCGTGCAAAC......................................................... 1 22

.............................................................CTTCAACTTCATGCGTGCAAA.......................................................... 20 21

.............................................................CTTCAACTTCATGCGTGCA............................................................ 45 19

.............................................................CTTCAACTTCATGCGTGCAA........................................................... 14 20

.................................................................................ACCCTGAATGATTTGGATGGATT.................................... 5 23

.................................................................................ACCCTGAATGATTTGGATGGATTT................................... 24 24

.................................................................................ACCCTGAATGATTTGGATGGAT..................................... 3 22

..................................................................................CCCTGAATGATTTGGATGGAT..................................... 4 21

..................................................................................CCCTGAATGATTTGGATGGATT.................................... 43 22

..................................................................................CCCTGAATGATTTGGATGGATTT................................... 1 23

......................................................................................................TTTTTGCGCGTGAATTTGAAGGCT.............. 1 24

........................................................................................................TTTGCGCGTGAATTTGAAGGCTC............. 1 23

........................................................................................................TTTGCGCGTGAATTTGAAGGC............... 863 21

........................................................................................................TTTGCGCGTGAATTTGAAGG................ 52 20

........................................................................................................TTTGCGCGTGAATTTGAAGGCT.............. 8 22

........................................................................................................TTTGCGCGTGAATTTGAAG................. 61 19

.........................................................................................................TTGCGCGTGAATTTGAAGGCT.............. 1093 21

.........................................................................................................TTGCGCGTGAATTTGAAGGC............... 28 20

.........................................................................................................TTGCGCGTGAATTTGAAGGCTCCC........... 2 24

.........................................................................................................TTGCGCGTGAATTTGAAGG................ 24 19

.........................................................................................................TTGCGCGTGAATTTGAAGGCTCC............ 4 23

.........................................................................................................TTGCGCGTGAATTTGAAGGCTC............. 12 22

..........................................................................................................TGCGCGTGAATTTGAAGGCT.............. 14 20

..........................................................................................................TGCGCGTGAATTTGAAGGC............... 1 19

..........................................................................................................TGCGCGTGAATTTGAAGGCTCC............ 2 22

...........................................................................................................GCGCGTGAATTTGAAGGCT.............. 3 19

............................................................................................................CGCGTGAATTTGAAGGCTCC............ 1 20

.............................................................................................................GCGTGAATTTGAAGGCTCCCA.......... 1 21

.............................................................................................................GCGTGAATTTGAAGGCTCCC........... 1 20

..............................................................................................................CGTGAATTTGAAGGCTCCCA.......... 1 20

..............................................................................................................CGTGAATTTGAAGGCTCCCAT......... 2 21

..............................................................................................................CGTGAATTTGAAGGCTCCC........... 1 19

..................................................................................................................AATTTGAAGGCTCCCATTCGTT.... 1 22

>ppt-miR1043-3p_MIMAT0005155_Physcomitrella_patens_miR1043-3p
GGAAACGGTTGGAGGCCTTCAACTTCATGCGTGCAAACCCTGAATGATTTGGATGGATTTTTGCGCGTGAATTTGAAGGCTCCCATTCGTTGCTAGCATGAAGAATAAGAGACCCAGCAACACTCAAAGGATACCCAAGTT
************************************************************TTGCGCGTGAATTTGAAGGCT************************************************************ ppt-miR1043-3p 21
.....CGGTTGGAGGCCTTCAACTTC................................................................................................................... 2 21
.....CGGTTGGAGGCCTTCAACTTCA.................................................................................................................. 1 22
.....CGGTTGGAGGCCTTCAACTTCATG................................................................................................................ 1 24
...........GAGGCCTTCAACTTCATGCG.............................................................................................................. 2 20
...........GAGGCCTTCAACTTCATGC............................................................................................................... 1 19
...........GAGGCCTTCAACTTCATGCGT............................................................................................................. 1 21
............AGGCCTTCAACTTCATGCGTGCA.......................................................................................................... 1 23
...............CCTTCAACTTCATGCGTGCAAA........................................................................................................ 1 22
...............CCTTCAACTTCATGCGTGCAA......................................................................................................... 15 21
...............CCTTCAACTTCATGCGTGCA.......................................................................................................... 36 20
................CTTCAACTTCATGCGTGCAAAC....................................................................................................... 1 22
................CTTCAACTTCATGCGTGCAAA........................................................................................................ 20 21
................CTTCAACTTCATGCGTGCA.......................................................................................................... 45 19
................CTTCAACTTCATGCGTGCAA......................................................................................................... 14 20
....................................ACCCTGAATGATTTGGATGGATT.................................................................................. 5 23
....................................ACCCTGAATGATTTGGATGGATTT................................................................................. 24 24
....................................ACCCTGAATGATTTGGATGGAT................................................................................... 3 22
.....................................CCCTGAATGATTTGGATGGAT................................................................................... 4 21
.....................................CCCTGAATGATTTGGATGGATT.................................................................................. 43 22
.....................................CCCTGAATGATTTGGATGGATTT................................................................................. 1 23
.........................................................TTTTTGCGCGTGAATTTGAAGGCT............................................................ 1 24
...........................................................TTTGCGCGTGAATTTGAAGGCTC........................................................... 1 23
...........................................................TTTGCGCGTGAATTTGAAGGC............................................................. 863 21
...........................................................TTTGCGCGTGAATTTGAAGG.............................................................. 52 20
...........................................................TTTGCGCGTGAATTTGAAGGCT............................................................ 8 22
...........................................................TTTGCGCGTGAATTTGAAG............................................................... 61 19
............................................................TTGCGCGTGAATTTGAAGGCT............................................................ 1093 21
............................................................TTGCGCGTGAATTTGAAGGC............................................................. 28 20
............................................................TTGCGCGTGAATTTGAAGGCTCCC......................................................... 2 24
............................................................TTGCGCGTGAATTTGAAGG.............................................................. 24 19
............................................................TTGCGCGTGAATTTGAAGGCTCC.......................................................... 4 23
............................................................TTGCGCGTGAATTTGAAGGCTC........................................................... 12 22
.............................................................TGCGCGTGAATTTGAAGGCT............................................................ 14 20
.............................................................TGCGCGTGAATTTGAAGGC............................................................. 1 19
.............................................................TGCGCGTGAATTTGAAGGCTCC.......................................................... 2 22
..............................................................GCGCGTGAATTTGAAGGCT............................................................ 3 19
...............................................................CGCGTGAATTTGAAGGCTCC.......................................................... 1 20
................................................................GCGTGAATTTGAAGGCTCCCA........................................................ 1 21
................................................................GCGTGAATTTGAAGGCTCCC......................................................... 1 20
.................................................................CGTGAATTTGAAGGCTCCCA........................................................ 1 20
.................................................................CGTGAATTTGAAGGCTCCCAT....................................................... 2 21
.................................................................CGTGAATTTGAAGGCTCCC......................................................... 1 19
.....................................................................AATTTGAAGGCTCCCATTCGTT.................................................. 1 22

>ppt-miR1046-3p_MIMAT0005160_Physcomitrella_patens_miR1046-3p
TGGATTTCATATTTTTCACGTCAAGAATCTCACAGGTACAATTAAGTCATGAGATTCTTGTGGTGAAAAATATGAAAAATCCACGTCTGAATTTTGAAAGCGCTTGCCCTCTTTGACAACGTGCACAGTGCTTCATGTTGC
************************************************************TGGTGAAAAATATGAAAAATC************************************************************ ppt-miR1046-3p 21
TGGATTTCATATTTTTCACG......................................................................................................................... 4 20
TGGATTTCATATTTTTCAC.......................................................................................................................... 1 19
...........................................................GTGGTGAAAAATATGAAAAAT............................................................. 1 21
............................................................TGGTGAAAAATATGAAAAATCC........................................................... 1 22
............................................................TGGTGAAAAATATGAAAAATCCA.......................................................... 1 23
...............................................................TGAAAAATATGAAAAATCCACG........................................................ 2 22
...............................................................TGAAAAATATGAAAAATCCACGT....................................................... 1 23

>ppt-miR1048-3p_MIMAT0005164_Physcomitrella_patens_miR1048-3p
AGTGTAGACGACTTATGTGCTGCAACTGGCATGCTGGAAGTTATTATCCAACACATATGTTGTCTACACTCATGTTCTAGACTTGTAGACAAATAGCAGCTGTTACTGAGTTACAATTTGTAGACTTGTAGACAAATAACA
************************************************************TGTCTACACTCATGTTCTAGA************************************************************ ppt-miR1048-3p 21
......................................................ATATGTTGTCTACACTCATGTTC................................................................ 1 23
............................................................TGTCTACACTCATGTTCTAGA............................................................ 23 21



>ppt-miR1055_MIMAT0005173_Physcomitrella_patens_miR1055
ACACCCCTGAATCACTATACCATACTATTATTGATATCAAGGTGTAACAAATATTGTGATTTAGGGGTGTTTTCCAGTGACTTGCTGTAGATGCTCTTACATCTGTTGTCTAGAGAGTGGGGGTGGGCGGGGGGTTAGTGTT
************************************************************TTAGGGGTGTTTTCCAGTGACT************************************************************ ppt-miR1055 22
............................................................TTAGGGGTGTTTTCCAGTGA.............................................................. 1 20
............................................................TTAGGGGTGTTTTCCAGTGACT............................................................ 8 22
.............................................................TAGGGGTGTTTTCCAGTGACT............................................................ 1 21
...............................................................GGGGTGTTTTCCAGTGACT............................................................ 1 19
....................................................................GTTTTCCAGTGACTTGCTGTAGA................................................... 1 23

>ppt-miR1063c_MIMAT0005184_Physcomitrella_patens_miR1063c
GGCTTCTCCCTTGCTAGAACAGAATTTTGTTACCAAGAATTTTGCCGTGTTGCCCACTTTCATCTTGGAGTACTGCATCTTCACAACCGTCGCTTTTTCAAATCTGAATTCCAGTCACTGAAGCTCGGGCTAGATTTAAGG
************************************************************CATCTTGGAGTACTGCATCTT************************************************************ ppt-miR1063c 21
............................................................CATCTTGGAGTACTGCATCT............................................................. 2 20
............................................................CATCTTGGAGTACTGCATCTT............................................................ 15 21
............................................................CATCTTGGAGTACTGCATCTTCACA........................................................ 1 25
............................................................CATCTTGGAGTACTGCATCTTC........................................................... 3 22
.............................................................ATCTTGGAGTACTGCATCTTCA.......................................................... 1 22
.............................................................ATCTTGGAGTACTGCATCTTCACA........................................................ 1 24

>ppt-miR1063e_MIMAT0005186_Physcomitrella_patens_miR1063e
CTCCGGAATGAAACTGGTCCGCCACAGAAGACACCGCATGCTCGCCTTGCTGGTCACCCTCATCTTGGAGTACTGCATCTTCACATCTGTAGCCCTTCATCTAAGTCTCAGGCAGCACTAGTGCTGTAGTTTCAGCCGAAT
************************************************************CATCTTGGAGTACTGCATCTT************************************************************ ppt-miR1063e 21
............................................................CATCTTGGAGTACTGCATCT............................................................. 2 20
............................................................CATCTTGGAGTACTGCATCTT............................................................ 15 21
............................................................CATCTTGGAGTACTGCATCTTCACA........................................................ 1 25
............................................................CATCTTGGAGTACTGCATCTTC........................................................... 3 22
.............................................................ATCTTGGAGTACTGCATCTTCA.......................................................... 1 22
.............................................................ATCTTGGAGTACTGCATCTTCACA........................................................ 1 24

>ppt-miR1063f_MIMAT0005187_Physcomitrella_patens_miR1063f
GCAGGTGTCACTTTGGGTGTCGAAAGCGTTGGGAGGTTTTAAAGCTCTGTCGCTCACTTACATCTTGGAGTACTGCATCTTCACATTCGTCAGATTTTTCTATCTGTTGTCATATCCCCGGAATTTTGAATCAGGTACATA
************************************************************CATCTTGGAGTACTGCATCTT************************************************************ ppt-miR1063f 21
.........................................................TTACATCTTGGAGTACTGCATC.............................................................. 1 22
............................................................CATCTTGGAGTACTGCATCT............................................................. 2 20
............................................................CATCTTGGAGTACTGCATCTT............................................................ 15 21
............................................................CATCTTGGAGTACTGCATCTTCACA........................................................ 1 25
............................................................CATCTTGGAGTACTGCATCTTC........................................................... 3 22
.............................................................ATCTTGGAGTACTGCATCTTCA.......................................................... 1 22
.............................................................ATCTTGGAGTACTGCATCTTCACA........................................................ 1 24

>ppt-miR1063g_MIMAT0005188_Physcomitrella_patens_miR1063g
TCATCGCGATCAAGGTTACAGCACCATCCAAGACTGCGAGTTCGCTTTGTTGCTCACCCTCATCTTGGAGTACTGCATCTTCACATCTCTGGGTTTCACAATCTGCCTCAGGTTGTTAAAGTGCCGGAGTAAAATTGTGTT
************************************************************CATCTTGGAGTACTGCATCTT************************************************************ ppt-miR1063g 21
............................................................CATCTTGGAGTACTGCATCT............................................................. 2 20
............................................................CATCTTGGAGTACTGCATCTT............................................................ 15 21
............................................................CATCTTGGAGTACTGCATCTTCACA........................................................ 1 25
............................................................CATCTTGGAGTACTGCATCTTC........................................................... 3 22
.............................................................ATCTTGGAGTACTGCATCTTCA.......................................................... 1 22
.............................................................ATCTTGGAGTACTGCATCTTCACA........................................................ 1 24

>ppt-miR1066_MIMAT0005193_Physcomitrella_patens_miR1066
GTCCGAGCATGCGGTTACCACTCGTACCCCGCTCAGTAACATGTGCGAACTTATTATCGCACATGTTGCAGAGCGGGGTACAAGTGGTGGCCGCGTACTCTGCTACGATTGCAGTTTACACGCGTGACGGTTTGTTTGAGT
************************************************************ACATGTTGCAGAGCGGGGTAC************************************************************ ppt-miR1066 21
............GGTTACCACTCGTACCCCGCT............................................................................................................ 1 21
.........................ACCCCGCTCAGTAACATGTGCGAA............................................................................................ 1 24
..........................................................GCACATGTTGCAGAGCGGGGTAC............................................................ 1 23
............................................................ACATGTTGCAGAGCGGGGTAC............................................................ 3 21
...............................................................TGTTGCAGAGCGGGGTACAA.......................................................... 1 20
.........................................................................CGGGGTACAAGTGGTGGCCG................................................ 1 20
.........................................................................CGGGGTACAAGTGGTGGCCGC............................................... 3 21

>ppt-miR1070_MIMAT0005198_Physcomitrella_patens_miR1070
GGTCAACAGAGGAGGTCAAGCGCATCAACTCTTGGACCATTTTCTCTGTGCTTCGTTGTATCGGTTTCTAGTAAAACTTGCTGAAAAATTCTCAACAAGTTTTACGAGCAACCGATACAACGAAGCAACCGACTGTATTGT
************************************************************TCGGTTTCTAGTAAAACTTGC************************************************************ ppt-miR1070 21
............................................................TCGGTTTCTAGTAAAACTTGCTG.......................................................... 1 23
...........................................................................................................GCAACCGATACAACGAAGCAA............. 1 21

>ppt-miR1072_MIMAT0005201_Physcomitrella_patens_miR1072
AAAAATATCTTTTAAAATTTAAATCCCAATAAAAATATGACAATACAATTATTTTGATATTGCATTGTGTTATTTGAAGCTTGAAAATAGGCCATCTTTAAAATTAGAACTAATTTTCTTTGAAATAAGATTATCCCGTATGGC
************************************************************TGCATTGTGTTATTTGAAGCTTGA************************************************************ ppt-miR1072 24
............................................................TGCATTGTGTTATTTGAAGCTTGA............................................................ 1 24
.............................................................GCATTGTGTTATTTGAAGCTTGA............................................................ 1 23
....................................................................................AAATAGGCCATCTTTAAAATTAGAAC.................................. 1 26

>ppt-miR1073-5p_MIMAT0005202_Physcomitrella_patens_miR1073-5p
GGATGTAGGTTGAAACTGAGCAGCATAGCAGACTGATTTTAACGTGGAAGAATGAACACATGAATGATATTAACGTCCACGATGTAAATCTAATGCAGAATTGTTGCTGGGATTAACTTCAGTTTCAGACACAAAGTTAAT
************************************************************TGAATGATATTAACGTCCACG************************************************************ ppt-miR1073-5p 21
..........................................................CATGAATGATATTAACGTCCA.............................................................. 1 21
............................................................TGAATGATATTAACGTCCACGA........................................................... 267 22
............................................................TGAATGATATTAACGTCCACGAT.......................................................... 2 23
............................................................TGAATGATATTAACGTCCAC............................................................. 24 20
............................................................TGAATGATATTAACGTCCACG............................................................ 836 21
............................................................TGAATGATATTAACGTCCA.............................................................. 9 19
.............................................................GAATGATATTAACGTCCACG............................................................ 9 20
.............................................................GAATGATATTAACGTCCACGA........................................................... 7 21
..............................................................AATGATATTAACGTCCACG............................................................ 6 19
...............................................................ATGATATTAACGTCCACGA........................................................... 2 19

>ppt-miR1074_MIMAT0005204_Physcomitrella_patens_miR1074
ATTTATCGTAGCTGGCCGGCAATGGTTCCTTGAGTTGCAGGTTTTGCTGGATTTGTGGTCAGGGTTGTTAGTTGTGTTGATGGGTTAATTTCATAACTAACAACATCAACCCATCAACACAACGAACAACCCTGACCACAA
************************************************************AGGGTTGTTAGTTGTGTTGAT************************************************************ ppt-miR1074 21
....................................................TTGTGGTCAGGGTTGTTAGTT.................................................................... 5 21
.......................................................TGGTCAGGGTTGTTAGTTGTG................................................................. 2 21



........................................................GGTCAGGGTTGTTAGTTGTGT................................................................ 1 21

..........................................................TCAGGGTTGTTAGTTGTGTTG.............................................................. 1 21

...........................................................CAGGGTTGTTAGTTGTGTTGA............................................................. 6 21

............................................................AGGGTTGTTAGTTGTGTTGATG........................................................... 2 22

............................................................AGGGTTGTTAGTTGTGTTGATGG.......................................................... 1 23

............................................................AGGGTTGTTAGTTGTGTTGA............................................................. 36 20

............................................................AGGGTTGTTAGTTGTGTTGAT............................................................ 49 21

................................................................TTGTTAGTTGTGTTGATGGGT........................................................ 1 21

................................................................................................................ATCAACACAACGAACAACCCTGA...... 1 23

.................................................................................................................TCAACACAACGAACAACCCTGA...... 1 22

..................................................................................................................CAACACAACGAACAACCCTGA...... 7 21

..................................................................................................................CAACACAACGAACAACCCT........ 1 19

...................................................................................................................AACACAACGAACAACCCTGA...... 5 20

...................................................................................................................AACACAACGAACAACCCTGAC..... 13 21

......................................................................................................................ACAACGAACAACCCTGACCAC.. 1 21

>ppt-miR1078_MIMAT0005210_Physcomitrella_patens_miR1078
GTGTTGAAAAATTTGCTTCTTCAAACTCTTACAACAACAAAACAAAATACCTTGATGCTTTTTGGATGATTCAATTGTGATAAAAACTAGTTTATCACAATTGAATTATCTAAATATCTTCAATGTGTTTTTATTACAACT
************************************************************TTTGGATGATTCAATTGTGAT************************************************************ ppt-miR1078 21
............................................................TTTGGATGATTCAATTGTGA............................................................. 21 20
............................................................TTTGGATGATTCAATTGTGATAAA......................................................... 5 24
............................................................TTTGGATGATTCAATTGTGAT............................................................ 141 21
.............................................................TTGGATGATTCAATTGTGATAAA......................................................... 1 23
..............................................................TGGATGATTCAATTGTGATAAA......................................................... 1 22
..............................................................TGGATGATTCAATTGTGATAA.......................................................... 1 21
............................................................................................TATCACAATTGAATTATCTAAATA......................... 1 24

>ppt-miR2084_MIMAT0010018_Physcomitrella_patens_miR2084
CTATACACCAACTTGAGAAATTAAGTAGCAGTTACAAGTATCTTGAAATTCGTGGAAGCGCCTGCATTGTTGGATTGTGGACTACAACGGAGGAGTAGCCCACAATCCATCGAAGCAGGCGCTTCAACGACTTTCAGATTT
************************************************************CCTGCATTGTTGGATTGTGGA************************************************************ ppt-miR2084 21
.........................................................GCGCCTGCATTGTTGGATTGT............................................................... 1 21
...........................................................GCCTGCATTGTTGGATTGTGGACT.......................................................... 1 24
...........................................................GCCTGCATTGTTGGATTGT............................................................... 1 19
............................................................CCTGCATTGTTGGATTGTGGACT.......................................................... 5 23
............................................................CCTGCATTGTTGGATTGTGGAC........................................................... 3 22
............................................................CCTGCATTGTTGGATTGTGGA............................................................ 13 21
.............................................................CTGCATTGTTGGATTGTGGACT.......................................................... 1 22
..............................................................TGCATTGTTGGATTGTGGACT.......................................................... 1 21
.......................................................................................................AATCCATCGAAGCAGGCGCTT................. 1 21

>ppt-miR2082_MIMAT0010021_Physcomitrella_patens_miR2082
GCTTGGAGTAGTGAGGAAGCAGGGCTTTGGCTGACTCGTCCACATCTTGCCGCTCCAGATTGTGTGTTCCGCTTCTTCTTTCGTCATGCATGTCCTCCACAGATCAAGCATGATAGAAGAAGAAGCGGCTTACGCAATCTG
************************************************************TGTGTGTTCCGCTTCTTCTTT************************************************************ ppt-miR2082 21
............................................................TGTGTGTTCCGCTTCTTCTTT............................................................ 33 21
.............................................................GTGTGTTCCGCTTCTTCTTTC........................................................... 1 21
..................................................................................................................AGAAGAAGAAGCGGCTTACGCAA.... 1 23
.....................................................................................................................AGAAGAAGCGGCTTACGCAAT... 38 21
.....................................................................................................................AGAAGAAGCGGCTTACGCA..... 2 19
.....................................................................................................................AGAAGAAGCGGCTTACGCAA.... 2 20
.....................................................................................................................AGAAGAAGCGGCTTACGCAATCT. 1 23



Table S1.Total small RNA reads from the new MIR sites
miRNAs 18--22nt  23-26 nt % of 23-26nt reads

miR2883 65 5 7.14%

miR2328 40 1 2.44%

miR2831 15 9 37.50%

miR2812 21 43 67.19%

miR2010 17 2 10.53%

miR2011 1 6 85.71%

miR2012 173 40 18.78%

miR2012_star 21 9 30.00%

miR2014 36 60 62.50%

miR2018 40 0 0.00%

miR2022 32 0 0.00%



AGO1 AGO2 AGO4 AGO5 AGO7

cand2883 1

cand2831-3p 5

cand2812 2 7

cand2010 1

cand2012 4

cand2012_star 2

cand2014 50

Total % 100%  14%

Known miRNAs

ath-miR156a 36

ath-miR156b 36

ath-miR156c 36

ath-miR157c 240 240

ath-miR158a 9

ath-miR161.2 219 276 90

ath-miR161.1 219 276 90

ath-miR163 717 286 1249 376 400

ath-miR164a 1 1

ath-miR164b 10 10

ath-miR165a 4 4

ath-miR166a 36 9 25

ath-miR166b 25 1 25

ath-miR166c 1 1

ath-miR166d 25 25

ath-miR166e 3 1 1

ath-miR166f 1 1

ath-miR166g 1 1

ath-miR167a 6 4

ath-miR167b 313 303

ath-miR168a 498 514 90 208

ath-miR168b 44 64 8 20

ath-miR169a 1 3

ath-miR172a 1 2 1

ath-miR172b 1 4 1

ath-miR173 25 21

ath-miR167d 34 17

ath-miR169h 3

New miRNA candidates

Table S2. The 23-26 reads from new MIRs and known MIRs that found in AGO-immunoprecipitated small RNA libraries



ath-miR169i 4 6

ath-miR169j 2 4

ath-miR169k 3

ath-miR169l 2 4

ath-miR169m 3 1

ath-miR169n 2 4

ath-miR171b 1

ath-miR171c 1

ath-miR390a 12

ath-miR390b 12

ath-miR391 60 932

ath-miR396a 8 4

ath-miR172e 2

ath-miR447a 3

ath-miR447b 3

ath-miR775 937 937 1408 466

ath-miR829.1 8 8

ath-miR840 1

ath-miR843 1

ath-miR848 19

ath-miR850 1

ath-miR852 9

ath-miR863-3p 2 21

Total % 55% 2% 78% 18% 43%

Table S2. The 23-26 reads from new MIRs and known MIRs that found in AGO-immunoprecipitated small RNA libraries



Table S3: Small RNA reads from canonical MIRs in our small RNA dataset
miRNAs 20-22nt  23-26 nt % of 23-26nt reads

ath-miR156a 34828 15 0.04%

ath-miR156b 34827 15 0.04%

ath-miR156c 34828 15 0.04%

ath-miR156d 67667 6 0.01%

ath-miR157a 153334 24 0.02%

ath-miR157b 153333 16 0.01%

ath-miR157c 154514 250 0.16%

ath-miR157d 13969 7 0.05%

ath-miR158a 101478 11 0.01%

ath-miR160a 6562 5 0.08%

ath-miR160c 5078 13 0.26%

ath-miR161.2 122023 196 0.16%

ath-miR161.1 122023 196 0.16%

ath-miR163 1204 294 19.63%

ath-miR164a 15292 1 0.01%

ath-miR164b 15318 10 0.07%

ath-miR165a 5180 4 0.08%

ath-miR166a 67237 39 0.06%

ath-miR166b 63656 27 0.04%

ath-miR166c 63659 1 0.00%

ath-miR166d 63660 25 0.04%

ath-miR166e 63731 8 0.01%

ath-miR166f 63729 1 0.00%

ath-miR166g 63734 1 0.00%

ath-miR167a 412062 4 0.00%

ath-miR167b 412308 305 0.07%

ath-miR168a 107511 147 0.14%

ath-miR168b 107455 27 0.03%

ath-miR169a 14156 10 0.07%

ath-miR172a 44326 2 0.00%

ath-miR172b 44319 3 0.01%

ath-miR173 5764 28 0.48%

ath-miR167d 8086 19 0.23%

ath-miR169c 986 3 0.30%

ath-miR169d 1948 1 0.05%

ath-miR169e 1732 1 0.06%

ath-miR169f 1412 8 0.56%

ath-miR169g 1297 2 0.15%

ath-miR169h 5222 3 0.06%

ath-miR169i 6312 11 0.17%

ath-miR169j 6300 7 0.11%



ath-miR169k 5227 3 0.06%

ath-miR169l 6289 7 0.11%

ath-miR169m 5385 6 0.11%

ath-miR169n 6306 8 0.13%

ath-miR171b 978 1 0.10%

ath-miR171c 1026 1 0.10%

ath-miR172d 949 5 0.52%

ath-miR390a 6090 13 0.21%

ath-miR390b 5978 14 0.23%

ath-miR391 38455 544 1.39%

ath-miR393a 467 2 0.43%

ath-miR393b 465 4 0.85%

ath-miR396a 4981 7 0.14%

ath-miR396b 418 1 0.24%

ath-miR400 3347 13 0.39%

ath-miR402 52 3 5.45%

ath-miR403 1569 12 0.76%

ath-miR406 1 4 80.00%

ath-miR407 1 3 75.00%

ath-miR408 368 4 1.08%

ath-miR172e 184 1 0.54%

ath-miR447a 158 5 3.07%

ath-miR447b 156 5 3.11%

ath-miR472 392 1 0.25%

ath-miR775 2439 478 16.39%

ath-miR777 105 5 4.55%

ath-miR829.1 0 15 100.00%

ath-miR840 26 1 3.70%

ath-miR843 1153 1 0.09%

ath-miR848 77 24 23.76%

ath-miR850 404 19 4.49%

ath-miR852 165 5 2.94%

ath-miR860 62 7 10.14%

ath-miR861-3p 8 4 33.33%

ath-miR863-5p 106 9 7.83%

ath-miR863-3p 1781 113 5.97%

ath-miR865-5p 21 4 16.00%

ath-miR866-5p 38 1 2.56%

ath-miR1888 70 1 1.41%

ath-miR2112-5p 100 1 0.99%



Table S4. The reads of small RNAs from known MIRs in Rice dataset GSM361264
miRNAs 20-22nt  23-26 nt % of 23-26nt reads

osa-miR156d 518916 4 0.00%

osa-miR156f 517428 3 0.00%

osa-miR156g 165909 3 0.00%

osa-miR162a 571 1 0.17%

osa-miR166a 34834 1 0.00%

osa-miR166b 34799 1 0.00%

osa-miR166c 47980 2 0.00%

osa-miR166d 34834 1 0.00%

osa-miR167b 259464 1 0.00%

osa-miR169a 258 211 44.99%

osa-miR395i 8 1 11.11%

osa-miR397a 2685 4 0.15%

osa-miR397b 3274 1 0.03%

osa-miR159a.2 3834 1 0.03%

osa-miR164e 245 1 0.41%

osa-miR166k 2659 1 0.04%

osa-miR166l 2672 2 0.07%

osa-miR167d 724905 1622 0.22%

osa-miR167e 12332 3 0.02%

osa-miR167f 724883 790 0.11%

osa-miR167g 724944 24592 3.28%

osa-miR167h 724881 779 0.11%

osa-miR167i 12344 4 0.03%

osa-miR168a 668973 146 0.02%

osa-miR169h 38 4 9.52%

osa-miR169i 38 4 9.52%

osa-miR169j 38 4 9.52%

osa-miR169k 38 3 7.32%

osa-miR169l 38 3 7.32%

osa-miR169m 38 2 5.00%

osa-miR171d 210 1 0.47%

osa-miR171e 210 1 0.47%

osa-miR393b 260 4 1.52%

osa-miR167j 724900 1626 0.22%

osa-miR166m 1068 4 0.37%

osa-miR435 109 6 5.22%

osa-miR437 2 7 77.78%

osa-miR439a 7 65 90.28%

osa-miR439b 1 8 88.89%

osa-miR439c 7 62 89.86%

osa-miR439d 6 63 91.30%



osa-miR439e 7 65 90.28%

osa-miR439f 7 65 90.28%

osa-miR439g 7 65 90.28%

osa-miR439h 7 65 90.28%

osa-miR440 25 11 30.56%

osa-miR441a 3 3 50.00%

osa-miR441b 1 2 66.67%

osa-miR441c 4 3 42.86%

osa-miR442 13 74 85.06%

osa-miR445a 5 13 72.22%

osa-miR528 122921 38 0.03%

osa-miR530-5p 1347 9 0.66%

osa-miR530-3p 1184 209 15.00%

osa-miR535 28991 1 0.00%

osa-miR395p 9 2 18.18%

osa-miR395w 0 1 100.00%

osa-miR806a 120 435 78.38%

osa-miR806b 94 40 29.85%

osa-miR806c 94 414 81.50%

osa-miR806d 120 446 78.80%

osa-miR806e 89 276 75.62%

osa-miR806f 82 253 75.52%

osa-miR806g 119 433 78.44%

osa-miR806h 94 415 81.53%

osa-miR807c 1 1 50.00%

osa-miR808 128 1 0.78%

osa-miR809a 9 9 50.00%

osa-miR809b 9 9 50.00%

osa-miR809c 8 8 50.00%

osa-miR809d 10 18 64.29%

osa-miR809e 1 1 50.00%

osa-miR809f 1 1 50.00%

osa-miR809g 8 7 46.67%

osa-miR809h 1 1 50.00%

osa-miR811a 14 24 63.16%

osa-miR811b 14 24 63.16%

osa-miR812a 38 76 66.67%

osa-miR812b 31 42 57.53%

osa-miR812c 19 84 81.55%

osa-miR812d 28 36 56.25%

osa-miR812e 76 108 58.70%

osa-miR813 1 3 75.00%

osa-miR814a 0 1 100.00%



osa-miR814b 0 2 100.00%

osa-miR815a 36 196 84.48%

osa-miR815b 95 483 83.56%

osa-miR815c 165 1262 88.44%

osa-miR816 1 1 50.00%

osa-miR818a 0 15 100.00%

osa-miR818b 33 71 68.27%

osa-miR818c 1 16 94.12%

osa-miR818d 75 145 65.91%

osa-miR818e 8 40 83.33%

osa-miR819a 69 168 70.89%

osa-miR819b 19 112 85.50%

osa-miR819c 69 168 70.89%

osa-miR819d 69 168 70.89%

osa-miR819e 69 168 70.89%

osa-miR819f 69 167 70.76%

osa-miR819g 70 167 70.46%

osa-miR819h 69 167 70.76%

osa-miR819i 21 47 69.12%

osa-miR819j 30 60 66.67%

osa-miR819k 55 96 63.58%

osa-miR820a 50 3647 98.65%

osa-miR820b 50 3647 98.65%

osa-miR820c 50 3647 98.65%

osa-miR1425 1094 24 2.15%

osa-miR1427 72 14 16.28%

osa-miR1429-5p 0 1 100.00%

osa-miR810b.1 111 7 5.93%

osa-miR1436 9 1 10.00%

osa-miR1437 2 3 60.00%

osa-miR1441 13 17 56.67%

osa-miR1442 1 2 66.67%

osa-miR1846d-5p 13 1 7.14%

osa-miR1847.1 5 1 16.67%

osa-miR1849 23 10 30.30%

osa-miR1846a-5p 3 1 25.00%

osa-miR1846b-5p 3 1 25.00%

osa-miR1860-3p 1 2 66.67%

osa-miR1884a 22 4 15.38%

osa-miR1861d 0 1 100.00%

osa-miR1861h 0 1 100.00%

osa-miR1861i 0 1 100.00%

osa-miR1861j 0 1 100.00%



osa-miR1861l 0 1 100.00%

osa-miR1862a 68 13 16.05%

osa-miR1862b 65 11 14.47%

osa-miR1862c 76 11 12.64%

osa-miR1863 39 496 92.71%

osa-miR1864 7 18 72.00%

osa-miR1865-5p 2 37 94.87%

osa-miR1867 14 129 90.21%

osa-miR1868 15 274 94.81%

osa-miR812f 2 34 94.44%

osa-miR1869 5 1 16.67%

osa-miR1870 117 2421 95.39%

osa-miR1871 0 11 100.00%

osa-miR1872 1 10 90.91%

osa-miR1873 6 24 80.00%

osa-miR1874-3p 0 2 100.00%

osa-miR1875 56 34 37.78%

osa-miR1862d 70 858 92.46%

osa-miR1876 1 80 98.77%

osa-miR1884b 3 18 85.71%

osa-miR1862e 71 729 91.13%

osa-miR1878 1 23 95.83%

osa-miR1879 32 26 44.83%

osa-miR1880 2 7 77.78%

osa-miR1881 2 16 88.89%

osa-miR812g 11 121 91.67%

osa-miR812h 16 153 90.53%

osa-miR812i 13 147 91.88%

osa-miR812j 11 153 93.29%

osa-miR1318 59600 252 0.42%

osa-miR1319 1 1 50.00%

osa-miR1320 718 8 1.10%

osa-miR1846e 280 40 12.50%

osa-miR2098-3p 0 1 100.00%

osa-miR2121a 16 47 74.60%

osa-miR2121b 16 43 72.88%

osa-miR2123a 82 253 75.52%

osa-miR2123b 54 184 77.31%

osa-miR2123c 118 302 71.90%

osa-miR2124a 1 2 66.67%

osa-miR2124b 1 4 80.00%

osa-miR2124c 1 2 66.67%

osa-miR2124d 1 2 66.67%



osa-miR2124e 1 2 66.67%

osa-miR2124f 1 5 83.33%

osa-miR2124g 1 2 66.67%

osa-miR2124i 1 2 66.67%

osa-miR2125 0 4 100.00%

osa-miR2124h 1 2 66.67%



Table S5. The reads of small RNAs from known MIRs in Moss Dataset GSM313212

miRNAs 20-22nt  23-26 nt % of 23-26nt reads

ppt-miR390b 285 1 0.35%

ppt-miR319a 927 2 0.22%

ppt-miR319b 537 1 0.19%

ppt-miR319c 1679 4 0.24%

ppt-miR319d 1740 1 0.06%

ppt-miR533a 405 2 0.49%

ppt-miR534a 3125 94 2.92%

ppt-miR536a 41177 317 0.76%

ppt-miR537a 36 1 2.70%

ppt-miR537b 510 3 0.58%

ppt-miR538a 1054 17 1.59%

ppt-miR538b 1006 13 1.28%

ppt-miR538c 1005 13 1.28%

ppt-miR1215 950 3 0.31%

ppt-miR1217-5p 48 5 9.43%

ppt-miR1217-3p 964 6 0.62%

ppt-miR1218 989 2 0.20%

ppt-miR535d 1383 1 0.07%

ppt-miR1221-3p 122 4 3.17%

ppt-miR1222a 625 1 0.16%

ppt-miR477c 395 7 1.74%

ppt-miR477f 339 9 2.59%

ppt-miR477g-5p 339 9 2.59%

ppt-miR477g-3p 829 77 8.50%

ppt-miR894 157 1 0.63%

ppt-miR896 398 220 35.60%

ppt-miR897 4 8 66.67%

ppt-miR900-5p 136 3 2.16%

ppt-miR900-3p 91 12 11.65%

ppt-miR902b-5p 570 3 0.52%

ppt-miR536b 41176 334 0.80%

ppt-miR904a 9949 22 0.22%

ppt-miR904b 9947 22 0.22%

ppt-miR898b 7039 21 0.30%

ppt-miR898a 7482 7 0.09%

ppt-miR408b 18 2 10.00%

ppt-miR477d 615 9 1.44%

ppt-miR477e 413 1 0.24%

ppt-miR533c 402 10 2.43%



ppt-miR536d 41180 327 0.79%

ppt-miR536e 41180 326 0.79%

ppt-miR536f 107 1 0.93%

ppt-miR537c 510 3 0.58%

ppt-miR537d 32 1 3.03%

ppt-miR902c-5p 554 1 0.18%

ppt-miR902e-5p 565 2 0.35%

ppt-miR902g-5p 565 2 0.35%

ppt-miR902h-5p 312 4 1.27%

ppt-miR902h-3p 17 1 5.56%

ppt-miR1023a-5p 1730 2 0.12%

ppt-miR1023a-3p 4050 8 0.20%

ppt-miR1025 1250 6 0.48%

ppt-miR1026b 176 1 0.56%

ppt-miR1027a 126 3 2.33%

ppt-miR1027b 126 3 2.33%

ppt-miR1030a 34 1 2.86%

ppt-miR1030f 34 1 2.86%

ppt-miR1030g 34 1 2.86%

ppt-miR1031a 450 1 0.22%

ppt-miR1031b 450 1 0.22%

ppt-miR1033a 291 5 1.69%

ppt-miR1033b 291 8 2.68%

ppt-miR1033c 291 8 2.68%

ppt-miR1033d 291 5 1.69%

ppt-miR1033e 291 5 1.69%

ppt-miR1038-5p 120 1 0.83%

ppt-miR1039-5p 32 5 13.51%

ppt-miR1043-5p 93 2 2.11%

ppt-miR1043-3p 2079 8 0.38%

ppt-miR1046-3p 4 2 33.33%

ppt-miR1048-3p 23 1 4.17%

ppt-miR1055 10 1 9.09%

ppt-miR1063c 21 2 8.70%

ppt-miR1063e 21 2 8.70%

ppt-miR1063f 22 2 8.33%

ppt-miR1063g 21 2 8.70%

ppt-miR1066 8 1 11.11%

ppt-miR1070 0 1 100.00%

ppt-miR1072 0 2 100.00%

ppt-miR1073-5p 1144 2 0.17%

ppt-miR1074 103 1 0.96%

ppt-miR1078 164 6 3.53%



ppt-miR2084 19 6 24.00%




