
T
10

T
30

T
11

T
12–13

T
13

T
24

T
3–5

T
31–32

Peptide

63–94

324–352

95–120

121–147

123–147

255–269

14–22

353–363

R
esidues

AN
VPVPG

SVTTVTQ
IYSEED

SSSTAG
SSLD

D
R

Q
PTG

SYTD
N

FYG
SPSSVH

D
H

LPPSQ
SVPR

N
Q

FSSSFLN
AN

FAH
TASFYG

TSAQ
SR

D
R

FG
SLIN

D
Q

G
TAG

LSSH
G

G
SFAAQ

N
R

FG
SLIN

D
Q

G
TAG

LSSH
G

G
SFAAQ

N
R

SG
SFSSQ

LG
N

FFFSK

R
KN

ETSN
SSPR

SQ
H

SSIG
D

LKR

Sequence

3269.5

3157.5

2840.3

2762.3

2492.2

1639.8

1275.6

1227.6

C
alculated m

ass, D
a

3238.7/3318.4/3398.5

2921.4/3001.4/3080.8

2843.6/2923.4/3003.7

2572.3/2652.3/2732.1

1719.2/1799.4

1355.1

1387.1

M
easured m

ass, D
a *

3268.9

3156.9

2839.8

2762.8

2491.9

1639.4

1275.4

1227.4

M
easured m

ass, D
a †

Supporting inform
ation for B

onenfant et al. (2003) Proc. N
atl. Acad. Sci. U

SA, 10.1073/pnas.232735599.

T
able 1. C

alculated and m
easured m

asses of the peptides selected by the IM
A

C
 procedure

The peptide m
asses are given as m

onoisotopic values.
*The m

asses of phosphopeptides selected w
ith the IM

A
C

-beads before treatm
ent w

ith calf intestinal alkaline phosphatase w
ere

m
easured in the linear m

ode to avoid m
etastable decom

position of the phosphopeptides.
†Peptides after treatm

ent w
ith alkaline phosphatase w

ere m
easured in reflector m

ode. Peptide num
bering starts at the N

-
term

inal m
ethionine of N

PR
1.


