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TCF7 44 24.8 33 64.4 23.1

33 67.8 22.5

33 70.9 27.0

691 62.6 21.1

691 65.4 21.1

691 68.7 26.0

162 47 24.9

162 50 27.2

162 53 20.0

162 54 23.0

178 45 33.5

178 50 32.0

178 52 26.3

178 54 22.4

564 54 20.1

564 57.2 20.0

122 78 36.1

122 79.7 36.9

TMEM131 39.2 9.2 33 64.4 8.5

33 67.8 9.6

33 70.9 13.2

162 47 14.4

162 50 18.6

162 53 13.7

162 54 20.9

178 45 1.8

178 50 4.6

178 52 6.1

178 54 3.3

691 62.6 6.3

691 65.4 6.1

691 68.7 5.0

564 54 8.3

564 57.2 5.4

122 78 4.5

122 79.7 6.8


