The nucleotide sequence and corresponding reverse complemented sequence
(RC) of the ten NoLSs chosen for experimental validation are shown in
black, flanked by adaptors (in red and cyan).

>DDX10_NP_004389

GGAAGATCTAAAAAACACAGCCATAGGCAGAACAAAAAGAAGCAGTTGAGGAAGCAACTGAAGAAACCCGA

ATGGCAGGTCGAGCGCGAG

>DDX10_NP_004389_RC
CTCGCGCTCGACCTGCCATTCGGGTTTCTTCAGTTGCTTCCTCAACTGCTTCTTTTTGTTCT

GCCTATGGCTGTGTTTTTTAGATCTTCC

>SF3B2_NP_006833

GGAAGATCTGGAAGATCTACAGTGTCCGTATCTAAAAAGGAGAAAAACCGGAAGCGTAGGAACCGAAAGAA

GAAGAAAAAGCCCCAGCGGGTGCGAGGGGTGTCCTCTGAG

>SF3B2_NP_006833_RC
CTCAGAGGACACCCCTCGCACCCGCTGGGGCTTTTTCTTCTTCTTTCGGTTCCTACGCTTCC

GGTTTTTCTCCTTTTTAGATACGGACACTGTAGATCTTCCAGATCTTCC

>RBM34_NP_055829

GGAAGATCTAAAGCTGTTCTCCTTAAAACGAAGAAGAAAGGACAGAAGAAAAGTGGACGCCCTAAGAAACA

GAGAAAACAGAAA

>RBM34_NP_055829 RC
TTTCTGTTTTCTCTGTTTCTTAGGGCGTCCACTTTTCTTCTGTCCTTTCTTCTTCGTTTTAA

GGAGAACAGCTTTAGATCTTCC

>CEBPZ_NP_005751

GGAAGATCTGCAAAAAGTATCATCAAGAAAAAGAAACATTTTAAAAAGAAGAGGATTAAAACCACTCAAAA

AACTAAAAAACAAAGGAAA

>CEBPZ_NP_005751_RC
TTTCCTTTGTTTTTTAGTTTTTTGAGTGGTTTTAATCCTCTTCTTTTTAAAATGTTTCTTTT

TCTTGATGATACTTTTTGCAGATCTTCC

>SPR72_NP_008878

GGAAGATCTCAACCAAAGGAACAAGGACAGGGAGATTTGAAAAAGAAGAAAAAGAAAAAGAAGGGAAAATT

GCCTAAGAATTATGACCCAAAA

>SPR72_NP_008878_RC
TTTTGGGTCATAATTCTTAGGCAATTTTCCCTTCTTTTTCTTTTTCTTCTTTTTCAAATCTC

CCTGTCCTTGTTCCTTTGGTTGAGATCTTCC

>SMARCA2_NP_620614

GGAAGATCTCAAGCCCAGGCAGCCAAAGAGAAGAAGAAGAGGAGGAGGAGGAAGAAGAAGGCTGAGGAGAA

TGCAGAGGGTGGG

>SMARCA2_NP_620614_RC
CCCACCCTCTGCATTCTCCTCAGCCTTCTTCTTCCTCCTCCTCCTCTTCTTCTTCTCTTTGG

CTGCCTGGGCTTGAGATCTTCC

>AP3D1_014617-4

GGAAGATCTCGGCGGCACCGGCAGAAGCTGGAGAAGGACAAGAGGAGGAAAAAGAGGAAGGAGAAGGAGGA

GCGGACCAAAGGCAAGAAGAAGTCCAAGAAG

>AP3D1_014617-4_RC
CTTCTTGGACTTCTTCTTGCCTTTGGTCCGCTCCTCCTTCTCCTTCCTCTTTTTCCTCCTCT

TGTCCTTCTCCAGCTTCTGCCGGTGCCGCCGAGATCTTCC

>RBBP6_Q7Z6E9-4

GGAAGATCTAGTCAGGACAGCAAGAAGAAGAAGAAAAAGAAGGAAAAGAAAAAACACAAGAAACATAAAAA

GCATAAGAAGCATAAGAAACAT

>RBBP6_Q7Z6E9-4_RC
ATGTTTCTTATGCTTCTTATGCTTTTTATGTTTCTTGTGTTTTTTCTTTTCCTTCTTTTTCT

TCTTCTTCTTGCTGTCCTGACTAGATCTTCC

>RNF213_QOHCF4-3

GGAAGATCTTCCTGGACCGTCCAAGAAAGCAAAAAGAAGAAAAGGAAGAAGAAAAAGAAGGGGAACAAGTC

CGCTTCCTCAGAG

>RNF213_Q9HCF4-3_RC
CTCTGAGGAAGCGGACTTGTTCCCCTTCTTTTTCTTCTTCCTTTTCTTCTTTTTGCTTTCTT




GGACGGTCCAGGAAGATCTTCC

>C1lorf35_NP_077295

GGAAGATCTCACAGGAAAAGCAAGAAGGAGAAGAAGAAAAAGAAAAAGAGGAAACACAAGAAAGAGAAGAA

GAAGAAAGACAAAGAGCACAGGCGGCCA

>C1lorf35_NP_077295 RC
TGGCCGCCTGTGCTCTTTGTCTTTCTTCTTCTTCTCTTTCTTGTGTTTCCTCTTTTTCTTTT

TCTTCTTCTCCTTCTTGCTTTTCCTGTGAGATCTTCC



