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Supplemental Figure S1. Total ion chromatogram of control assay (extracts prepared
from E. coli harboring a plasmid into which coding region of AcC2 was inserted in
reverse), and mass spectrum of peak 4.



N N W
o o1 O
il

v beeve ol beragdogs

[EEY
o

o o

Total ion chromatogram ( x 10%)
&

[EEN
SN
[EEN
a1

16 17 18 19 20

Retention time (min)

]} 24 Peak 4
100 | (unidentified)

1 !

80 - ‘ 281
- |

60 | |

|

40
Zof 46 157 2121 267 |
0 - L!JJ] I T | T T l T T T T |' "I T T T l T l[ll‘ T T ‘ T I“I \L“ T | T T T

50 100 150 200 250 300

Relative abundance

m/z

105
100

78 Peak 5

] identified
60 (unidentified)

80

40 5‘2 136

20 4 92

Relative abundance

0 l’ll I
L e B e e e e

1
T LIS L L I B B BN S S S R B B B

50 100 150 200 250 300

m/z

Supplemental Figure S2 Total ion chromatogram of control assay (the boiled enzymes
of M42) and mass spectra of peaks 4 and 5.



