A

TCGAGCTGGCCGCAATTCGGAGCATCGACGACAAATTCCGGCATATGC-TTCTTCCGACATGCGGCGACGGATTCCGGTGAGTTTCAAGTAGATTCCGACCAGTTC
CGTGACGATGCGTTTGTTACGTCGAGGTTTGACTAGTTTACTGATTAAACTGTATACTGTCTCCAAAACTATACATATAAGTTTTTTGCGGATGAATTTACAGTCCTCCGG
TTGCATCACGAGCGAGAGCGGTGCGTGTGTGTGCATGCCACTACTCTGTTTCTCGTGTGGTACATTGTTGCTGGTACTAGCATGCGCACGTATGCATGATTAATTCTTTGC
TGATTACCCTAGGTACGTTGTCAATGGACACTACCTAAGAGATGCATGCATATCATACCACAATAGCTACAAACCTAATCACTATACATAAGAATAAATCTGTGAAATTCC
GGCCTCCTCTGACCGAGATTACATGGTCAGGATTTCTCCTCGGTTGTTCCTTTTCATTTTCTTATACCGACTATGTTTCTTCCTCGTAAAAATATACTTCTTTCCTGCTAT
TTATTTTGGGCTATTACAAGTATTGAATATTTAAACCCTCATAATTTTGTTGAATTTAACTTTCACCTTTGCAAGCTAAGATGTTTCCGCAGCAACGCACATGGTATATCT
AGTACCAATAGAAAAAACAATCTCTCACACGCACGGACGTATACGTATCACACATAATTGCATGTAATTGCATGTTGTGTGCATTCGTAGGGATGAATGTACACATCATGA
TATAATTGCATGTTGTGTTAAAATAACCAGAATAGTGTCACAACAAAACAAAACACACCGTGCTCCTACTTATTACGTTTCACGGCTGGTTTGTCACGTAGTGCACAATAC
ATACTCCCAGTTGTGTACAGGTAAAAGAGAGAGAGAAAAAAACGAGAAAAACCTGGGCCACACGTATAGTACAAACATAGCCGACATGTCCACAGTCGGACACACACACGC
GCAG_CGGAGCGCCGGTTTAAATGCGTCAGAACGGCCGGACAGCCGGAGCAAAGCGTAGCGCAGCGGCAGTACTGTGTGCTTACCGCAAAACCAGCCTCCAGCCCA
CCCACCGGTTGCAGCGCTAGGCAGGCTACAGAGACGCCGTTCCTCGTTGTCACGCTCCCGCGCGTTTCTCATCGCGCCAAAATAAAACTCGTAACGTAAGCCGCTTTCCGG
CTCATCTCCTCGACACAGTTGCAGGTAAAAAAAAACCACGAAACATGGCGTGACGCCATCGACGCGCGCGCGCCACGGGACGGACGAACGGACGGACGCGCCACGCGAGGC
GCAA-GCATCGCGTCCGGCACACGCACGCACGCACGCACGCACCCAACCCAACCCAAGCCTGCTCGCGCTCGCTCGACCGGACCGGTAGATGGATGGACGGATCAC
ATGGTCGGTTGGCTCCAAAAAGCAGCTTTGGCCAGCCCTACTTCCATCCAGCCACATCTTCTGATCGCATTTACGTACGACTTTACACACATCACCAGCCAAACTTCCCAC
GTAGTAGTACACACGAGGTCTACAAGATACGCACGCTTGGTGCCCGGGAACCCTACGAGGTTCT_GTCAGGTATACATACACAGCCATCTACAGCATCCATCCATC
GTTGGGGCATACCTTGCCGTGTCACCACCAGCACCCACCCGCGTGAGCCATGCGGTACTAGCAGTAGCAGTGTAGTGGTAGTATCACTACTACTGCAAGAAATCGTACCAC
CGCAACGAACTCCCTCACGCTCTGGCAGCAGCAGTAGCACTAGTACGTGCACACGGCTCACTTTGCTCTACTTTAGGCGCGAAAGAGACGCGGTAATAATCAAAATTAACC
CGGGGTGAAAAGGGTGGTAGGAGCGCCCAGGCGCTTCGATTGTCGCCGTCGGGTAGCGCGTCAGCGGACACCGCTATTATAAGTAGGGAGCACCGCCCGCCAGCTAGTAGC
ATCGCCACCACCCTCCATCCCCCACTCCGCCCGCAAAGCTCGCCTCCTCCATCACTG'I-CGTGCTCGCCTCTCCCGGCAGGCACCGATCTAGCCCTCCCTCCCTTG
ATCCACAGCTCG

B

CTCCACCGCGGCTTTAGCCCTCTCCGCCGTTGTCGATGAGGGTEBEBBEECC TCATCTTCTCGTCCTCGCTGCGGCTGGATAGAGGATTGCGGGTTGAATAGTGTGARACGA
AGGGATTTTTTTTTGTAAAACCGAAACGGTACCACAGACAGGGGTGGAGACAGGCCCCACGCCCCCAGGGCCTGGGCCCGGGTCGTGAGGCCCACTTACTTGTTGATTATA
GCAATTATTAAGGATATGAGGTCCAAATCCAGACAACTTTTGAABBEEEECTGGGGCTTBEEBEEGGCCTGGCTCCGCCCCATCCATTTTCAGAAGGACTGCAGGTTGAAT
ACCTAAARATCTCAGGGGCCTTTGTGCAAAACGGTCTGCAAAATGAACATGAGCACARAATGAACCAGATTTGAAAAGATTTCACAATGTGACCCTTTTAGAAACACCACAA
GCAGTGACGTTGCTGCCCCACTATGTAACGCGAGTCTACCATGGCGTTGCTGCCCTACTGTGAAACGCCTGTCTACCGTGGCGTTTTTTCTTTCTTGCAACGCCAGTCTAT
TTGTGGCGTTGCGGACCCACTGTGAAACACCAAAAACTTTGGCGTTGCAGACTCACTGTGGAACGTCAATAGCACGACATTCAACCAGCCCATGGCATGCTGCATTCTAGT
AAGTGCTGAAACGCCATGAACCATGACGTTTCGCGCGTGGCCAGCAACGCTAGCTACGTAAGGTAGACTGGCGTTTGAATGTGGGTCTACAACGCCACGGTAGACTGGCGT
TTCTAAGTGCAGCGGCAACGCCACAGTCTGTGGCGTTTTAAAAAAAGTCAGATCATAAAATGTTTTTAATCAAAGTTCATTCCGTGCAATATTTTTTATCCCAGAAGTCAA
AATAGTGAARAAAATCCGACGGACAAAAGCACTTTTTATTATTAAGAACAGACTAACACAAATGCCCTTGCGTTGCAACGGGAAATAAGTATGATGTATCATGTTTTGGAAT
AAACAATGTAAATGATCCTTCCTTGAAATTTAAGGCGTATGTTAAAATAATATAGAGTACAAACTAAAAATAACCTCARAGT TTGGATTTTTGATGTATATGAATGAAGGC
ATGATAATCCATGTGCGTTGATAAAAGAATAAATTTTCAAATTTGCATTTACTACATGT TTTTAGAAGAATTCACTACTCCCTCTTGAAAATATAACCATGCTAGAACTCC
AATTTGTATGTACAAAATCAATCTCTCTTGAAACATATTAAAAGCTTAGAAAAGTAAARAGAAAGAAAAAGGAGCCCGATGGGATCAAACCTGGGTCTTCAGGTTAGAAGA
CCAAGGAACTCTCCATCCCGCTAGAGCTTCAGTGTTGACATATTATGCCATAGCCGGGTATAACCATTACGTGTCGGGCGGTTACTTAAAAAAAACCGAATCGTTTTTTTG
CTCACGGGTGGCATGGTGGGTAATTTTATGCAAACTTTAGGACATTTTTTATGACGTACTACAGAAGCAATAGGTGCTTTATTAGCGAGTATAGATATAGATAAAGACGTG
CGTTGTACGTTTACTGGTCAGCGARAAAAGGTAAGCGCACGAGGCGCATCGTCGCTGCGGCGTCGGGATCTTCCGTGGAGAGCGCGGCCACAACAAGTCTCACTCGTTCTC
TCTCAAARAAGAAAACAAGTCACACTCGCGCACGCCACATCCCAGCCAGCATCACAGGGTCATCCACAGACACACACACAGCATCCCGGAAAATGAGAGCGACCATTTTTC
GCGCAACATAAAAAAACAGCACCATTATCTCCCGTGACGCCACGCCCTGCGTCACGCTTCGTGCTCCCCTAGCTGTGTCCACCGCGGCCGCTTTCCTCTGGCCCGTTCTGT
CTCTTCACCCCGTCTCCCGAATAAAAACGGAAAATAACTGCEBEEBEEGACAGCAGCAATCCGAGACCCCCTCCCACCCCCCARACTTCCCCCCCGCCCGATCCCGCGGCGA
CCATTCGTCGACGAGGTACGGATAAGCGCCGCGCTTGTCTTTTTTTTCTTTTCTTTTCCGGATGGATTTTTTTGTGGGATTGATCCTTGCGTTCCCATCCGTCGGCGACAG
ATTGGTTGTTGCGCATGATGATTCCCATTCGTTGCGCCCGGTTTTCTAGGGTTTGCCTGGGATTCAGATTGCCGCGCCTTCCGCACCACAGTCGTCGGATCATCGGCGTCT
CTGTATTGATTGGTGGGGTTGGAAGT TCGGAACGAATGCCCCTCACATAGATTGATCTTGTTGTGCTCATGT TTTTTTTTTAAATCGTAGTATTGCTCGGTTGGCTTTTGT
AATGTACTCCCAGTGATGGCTTGCACACCGAGAAAATGATGGCGTTGGCTCCGTACAAATTGTCTTCATAATTGCTGAAATCTTGTAGCAGTAACATGCTAGGATGTTCTC
GTCACAGTGCACATTATTTGTTATGATCAGGTCAGAAGAARAGCGCCGTTTATAAAAACATAGAGT TGGGATAAGTCGCTTTGACAGTTCTGTCAGATGCACTGTATGGTC
ATAATTCTATGGTTGTTCTTTTTTCAGCTGACTAGCATTGCATTCTCAGATATTGACCGCATCAGAAATTTTGCAGGTTGCAGATATTCTTCTTCGATTGATGGTGCARAAG
ARAATAAGTGCGGCAAGTTGACTAGGGTGATGTTATTGAGTTTAGTAAGCACTAGAGATGATG

Supplemental Figure 6. Nucleotide sequences and analysis of BERF1 and BEIL1 upstream
genomic sequences

The presence of GCC-box, predicted to be a motif involved in the response to ethylene, was
investigated with the Signal Scan tool of the PLACE website.

A) Sequence of the BERF1 promoter (2.1 Kb) containing the GCC-box in both forward and reverse
orientations. B) Sequence of the BEIL1 promoter (2.7 Kb) containing the GCC-box in both forward
and reverse orientations. GCC-boxes are high-lighted and represented in bold.



