Rice

Barley 5H Barley 9
CaStIg“OﬂI et al Barley consensus 2
Barley-Consensus2-5H
0370 OsERF72 | 15960387
3443
62 i) pasaz o A28 A
dies T Evet o
3736-20 E3444- 2 E3036-6 EMGM6-5 RY536-6 E 35418136363 el 16438296
iz‘ﬂ';' EN43-7 E3544 1 E3744-4 E3432-2 EAtid-4 E4U46.7 * oz ’M
~AEC3L4
Y Eaie s & 16653463
63 103 164 E4331 G564 /
X mIW( HEY _a | /eec3ez
MUVLERY ~¥ | J-PsR128
BERF1 E42i8-1¢ = jodaS7
64 E4333-7 E4343-1 (G923
142441 {Mico99
= XolWGs64 Hmicz121
Ed4244.5 * I T
] - 18540207
SuAlB
« i
o 4111/ ec168 19107761
PEI39
4 Eai3a o i msen
4= XenlWG3o4 o = cuc7es
4 XksuDGE2A —BCD351e
1 XenlCDO675B ~—DGE2A
65 E4344-2 E3640-1 =1 a6
H 31 i 5 e
4= E37T43-3L3044-11 123646-8 E3638-8 mndé \._:__ G364
. Ed4243-4 i '\ 'ABG473
A XksuDGA3 ¥ [ RecT7
7] Siceod
Y “-DGA3
1Mb

Supplemental Figure 2B. Colinearity between barley chromosome 5H and rice chromosome 9.
Alignment of barley map from Castiglioni et al. (1998, left), barley consensus 2 map (centre,
http://wheat.pw.usda.gov/GG2/index.shtml) and rice chromosomal region (right): based on previous
synteny results (Rossini et al., 2006), selected barley marker sequences were mapped by similarity
searches on the current assembly of the rice genome sequence (http://www.gramene.org/ July 2008)
defining a syntenous interval. The position of BERF1, along with coordinates of the OsERF72 gene,
are indicated.



