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Peptide: EIGELYLPK
Alpha-1-antichymotrypsin (531.3 1 633.4)
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Peptide: LLIYAYLPTGDYIGDSAK
alpha-2-macreglobulin (615.7 7 586.8)
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Peptide: ATEHLSTLSEK
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Peptide: FPEVDYLTI
Apolipoprotein B-100 (524 3 / 450.8)
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Apolipoprotein C-| lipoprotein (516.8 / 466.2)
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Peptide: ELDESLQYAER
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Peptide: EELLPAQDIK
Complement facter B (578.3 7/ 671.4)
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Peptide: QGFGNYATNTDGIC
Fibrinogen beta chain {654.8 / 706 .3)

1.0
—o—Urea
—a—EnHC!
E 0.8 =0=5D3
B ~»-DCC
2
5 06 -
=
"
=4
E 0.4
<
~
[
ol
- M;—-—//‘
0.0 & T T T T
0 5 10 15 20 25
Time {h}
Peptide: DTVQIHDITGK
Fibrinogen gamma chain (409.6 / 505.8)
7.0
=0=Urea
6.0 =&=(EnHC|
B ~0~8DS
3 50 —-DOC
=
£ e
= 4.0
o
7 /n/
T 30
m
o
<€ /:/
§ 2.0 // /
a
1.0
0.0 % r " " T
0 5 10 15 20 25
Time {h}
Peptide: TGAQELLR
Gelsclin, isoform 1 (444 3/ 530.3)
0.6
=0=Uraa
05 4-n —8-GnHC
g =0=5D5
E —-DOC
£ 04 g —
5 Pling—— —
=
2 03
= ——
4
a 0.2
&
[
€O
i@
0.1
0.0 # : . : :
0 5 10 15 20 25
Time {h}

Peak Area Ratio (light/heavy) Peak Area Ratio {light'heavy)

Peak Area Ratic (lightheavy)

Fibrincgen beta chain (654.8 / 706.3)

0.8

—o—MeOH
—=—-ACN

=0=TFE
-=—DOC

0.6

0.4 4

0.2 14

0.0 =

7.0

Time {h}

Fibrinogen gamma chain (409.6 / 505.8)

25

6.0

=o=IaCOH
== ACN

5.0

—o-TFE

4.0

=8=DOC

3.0

20

0.0 %

Time {h}

Gelsclin, isoferm 1 (444.3 / 530.3)

25

0.6

0.5

=G=laOH
—=-ACN

0.4

0.3

—-TFE
—=-DOG

0.2

0.1

0.0

5 10 15 20
Time {h}

25

Peak Area Ratio (light/heavy) Peak Area Ratio {lightheavy)

Peak Area Ratic (lightheavy)

Fibrincgen beta chain (654.8 / 706.3)

1.0
—o0—-TFE/MeCH
—=-DOC/MeOH
|
0.8 =0=DOC/TFE
\n =—-DOC
0.6
e
0.4 4
0.2
0.0 T T T
0 5 10 15 20 25
Time ()
Fibrinogen gamma chain (409.6 / 505.8)
7.0
=o=TFE/MeCH
6.0 ===DOC/MeOH
-0~DOCSTFE
5.0 ==DOC
4.0
2.0 /-;‘//"_—_3
1.0
0.0 8 T T T
0 5 10 15 20 25
Time {1}
Gelsclin, isoferm 1 (444.3 / 530.3)
0.6
=o=TFE/MeCH
0.5 -8-DOC/MeOH
=0=DOC/TFE
--DOC
0.4 4
0.3
0.2
0.1
0.0 - : .
0 10 15 20 25

Time (h}



Peptide: vG
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Peptide: AAISGENAGLYR
Inter-alpha-trypsin inhibiter HC (579.3 / 902.5)
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Peptide: YWGYASFLQK

Plasma retinol-binding protein precursor (599.8 / 693.4)

0.4

—o—Urea
—a—EnHC!
= =0=5D3
2 03
@ ——D0C
=
=
=
2
o
= 0.2
4
©
el
I i
% —
g 04
o
0.0 & T T T T
0 5 10 15 20 25
Time {h}
Peptide: LFLEPTR
Plasminogen {(438.3 /615.3)
0.4
=o=Urea
=== GnHCI
z 0 -0-SDS
203
] //'/ =-o=D0OC
=
= /—/’/
EJ
s 0
g 02
i
Lo
=
: //
x
5 04
o
0.0 T T T T
0 5 10 15 20 25
Time {h}
Peptide. ETAASLLOAGYK
Prethrombin (626.3 / 879.5)
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Peptide: YGEYSLYIGR
Serum amyloid P-component (5788 / 708 4)
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Peptide: THLPEVYFLSK
Vitamin D-binding protein (390.9 7/ 494 .3)
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Zing-alpha-2-glycoprotein (892.0 7/ 770.9)
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