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AGTTTAAAGCGAATCGACATCTTGCAAAGTTGTACTACAGTTAAGTGTGAAGTAAAAATA
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GCCATCGCGTCTAGCGTTCTGGGTCTCTTGCTGGTCAAGATGTATGCCTAGTGTGACTAT

TAATAAATATGAGCTAGGAGCTATGATATTTTATATTTGATATTTTTTATTGTACCGTCA
———————————————————————————————— ATATTTGATATTTTTTATTGTACCGTCA

ATTTTAGTAATATCATAATTTCATTTGTAGATTATGTAGGCCATGTTTATTCGGTCGAGC
ATTTTAGTAATATCATAATTTCATTTGTAGATTATGTAGGCCATGTTTATTCGGTCGAGC

AGTTAACTAGGAGTGGGTATCACTAATCGATGGCGCTTGAATGGACGGTGGAGTGACGAA
AGTTAACTAGGAGTGGGTATCACTAATCGATGGCGCTTGAATGGACGGTGGAGTGACGAA

AGTTGTTGGGCGCTTCTCTAGGAGGAGCCCATTGGGTTGACGGCGTTTGTCTGCAGGTTC
AGTTGTTGGGCGCTTCTCTAGGAGGAGCCCATTGGGTTGACGGCGTTTGTCTGCAGGTTC

TTGAGCAGCATCTGCAGCCACTGCTTGGTGCACGTGTCATGTTGCACGAGCGACGTGAAG
TTGAGCAGCATCTGCAGCCACTGCTTGGTGCACGTGTCATGTTGCACGAGCGACGTGAAG

GTGCCGTCACGCAGCAGATCCGGCAGACACACTCTAAGTGCACTGCGAGCGCGCGCATTT
GTGCCGTCACGCAGCAGATCCGGCAGACACACTCTAAGTGCACTGCGAGCGCGCGCATTT

TCCGTAAGTAGTAGATAGCAGCGCACCACATGCTTCAGCACCCGGAGGCATGGAAACTTC
TCCGTAAGTAGTAGATAGCAGCGCACCACATGCTTCAGCACCCGGAGGCATGGAAACTTC

AACATATGGATGACCATTTTGCCCAGGGTGATGGCCACCTGCGAGAAGCGATCGTGGTTC
AACATATGGATGACCATTTTGCCCAGGGTGATGGCCACCTGCGAGAAGCGATCGTGGTTC

TCGCAAATGTACGTCAGACCCATCTCATCGAGCAGTATCTTCTCAAGGATTGAAGTGGCC
TCGCAAATGTACGTCAGACCCATCTCATCGAGCAGTATCTTCTCAAGGATTGAAGTGGCC

GCGATCTTGGTCAGCTTCGATCCCCTGACCATATTGGTCAGACAGTGAGGCACGACCTCG
GCGATCTTGGTCAGCTTCGATCCCCTGACCATATTGGTCAGACAGTGAGGCACGACCTCG

CTCCATATCAGGAAGATGAGGACCTCCGTATCACCGGTCTCGGCCAGAGCATTAATCACG
CTCCATATCAGGAAGATGAGGACCTCCGTATCACCGGTCTCGGCCAGAGCATTAATCACG
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CDS of CG13102 and CG9573

(1.e.

CCCAGCGTGGTCAGGCGCAGCTGCTCGAAGGGCCTGCTCTTGAACGTGGTCGACAAGAAG
CCCAGCGTGGTCAGGCGCAGCTGCTCGAAGGGCCTGCTCTTGAACGTGGTCGACAAGAAG

GGGTACAAGTACATCGGTATCTGGTCCCGCAGGAAGGCCGGGCGAGTCTCCGGATGCGAG
GGGTACAAGTACATCGGTATCTGGTCCCGCAGGAAGGCCGGGCGAGTCTCCGGATGCGAG

GCGACGCACTGTAGCAAAGTCAGGGCGTAGCACACGCGGTTCGACTGGTTGGCCTTCAAA
GCGACGCACTGTAGCAAAGTCAGGGCGTAGCACACGCGGTTCGACTGGTTGGCCTTCAAA

ACGGGCGTCGTTATTATGGGGTATATGTTGACGATCTCCTGCAGCAGGGTGCAGGTGGTA
ACGGGCGTCGTTATTATGGGGTATATGTTGACGATCTCCTGCAGCAGGGTGCAGGTGGTA

CCGACGCTTTTCCACAGCATGGGGGCCAGGTCCGCATAGGTGTTCTTGCTCAGCTCCAGC
CCGACGCTTTTCCACAGCATGGGGGCCAGGTCCGCATAGGTGTTCTTGCTCAGCTCCAGC

AGAGCGGTCTCCCGCGTGGCAGGATAGGCCAGCTCGATGATCAACTGGTACACCTTCTCC
AGAGCGGTCTCCCGCGTGGCAGGATAGGCCAGCTCGATGATCAACTGGTACACCTTCTCC

CGCTCGGCCTGCTGCTGGGGACTCATTACCGGACTTGGTTCCGCACTCATCGCAAAGCTG
CGCTCGGCCTGCTGCTGGGGACTCATTACCGGACTTGGTTCCGCACTCATCGCAAAGCTG

GTTTTTTTTCGCGTTAGCTTGCAAAGATCTAGTAGCTTGGAAAGATCTGGCTCCGGAATT
GTTTTTTTTCGCGTTAGCTTGCAAAGATCTAGTAGCTTGGAAAGATCTGGCTCCGGAATT

TCGACGGACGATTGAGAAACGTGGTTTCGAGTTGGCGTCTATTGTGGTTATCGATATAAG
TCGACGGACGATTGAGAAACGTGGTTTCGAGTTGGCGTCTATTGTGGTTATCGATATAAG

CTTCAAGCGAGAAAGGACCGAAAGCACGTGGCCGAACAATGTGGCCAGAGCCGAGGAACG
CTTCAAGCGAGARAGGAC — === = = == m = = o e o

CACGAATGCCATAAATTAATAAATAATTTCTTGTTCGAA 1959

Rcd-1r) are shown in bold

P element 1is inserted in stock 11773 between the CG nucleotides shown in blue.



