
SUPPLEMENTARY MATERIAL 
Table S1.  Primer sequences, gene IDs, annealing temperatures, and seqeunce sizes of genes studied in D. willistoni and D. insularis.  The 
same primers were used for both species with the exception of toy for which a different forward primer was needed for insularis.  Primers 
were determined from complete genome sequences (Drosophila 12 Genomes Consortium 2007).  
 
 
 Gene 

(FlyBase 
ID number) 

Primer sequence (5’->3’) Annealing 
temperature 

Total 
number 
of 
bases 

 Adh 
(0000055 
 

AdhF: ATTGGTCTGGACACCAGTCG  
AdhR: AAATTTAAATGCCCGAATCC 

57°C 612 

     
ci (0004859) CiF: AAGGTTGCTACAAGGCGTATTC 

CiR: GGCTCCATTTTTAGTTCGGTAA 
58°C 836 

  58°C 836 
Ank 
(0011747) 

AnkF: TGCTCACAATTTGGGATATG 
AnkR: CAGATGAACGGGTGGTCTAA 

56°C 451 

  56°C 474 
ey (0005558) EyF: CTGAGGCTAGGATTCAGGTTTG 

EyR: ACAGCGGAGGGGTTAATAGAAC 
 1318 

    
Toy 
(0019650) 

ToyF: AAAACTGCGTACCCAACGTC 
ToyR: CCCGCTAAGTCCGATACATT 

53°C 854 

       insularis ToyF2: TCTCCAATCGACGTGCAA 60°C 862 
Sav (GK13578) GK13578F1: CGCCACCTGAGGTTTGTATT 

GK13578R2: TCGACGTCTGTAAGCGACTG  
52°C 1164 

 

  52°C 1063 
 



Table S2. Distribution of polymorphic sites in alignments of nuclear DNA allele sequences. The prefix of each haplotype name denotes the 
species and population(s) in which that sequence was found (Di, D. insularis from St. Lucia; DwS, D. willistoni from St. Lucia; DwE, D. 
willistoni from Ecuador; DwSE, same sequence found in both D. willistoni populations). Haplotype numbers are arbitrary. Note that some 
allele haplotypes were inferred using PHASE rather than directly observed as homozygotes or resolved by cloning. “Site number” is the 
relative to the first base in the sequence alignment. “Count” is the number of times a given haplotype was sampled from each species. 
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Table S2 continued. 
 
Alcohol dehydrogenase (Adh) 

 
 



Table S2 continued. 
 
salvador (sav) 

 
 

 
 



Table S2 continued. 
 
Ankyrin (Ank) 

 
 

 
 



Table S2 continued. 
 
cubitus interruptus (ci) 

 
 

 
 
 
 



Table S2 continued. 
 
twin of eyeless [&& is this correct? Not given in the main text &&] (toy) 

 
 

 



Table S2 continued. 
 
eyeless (ey) 

 
 
 
 



Table S3. Neutrality tests based on the ratio of non-synonymous to synonymous substitutions (dN/dS). 

 
 



Table S4. Tests for linkage disequilibrium (LD) using a two-tailed Fisher's exact test, calculated in DnaSP. Only those pairs of polymorphic 
nucleotides that that showed significant LD after Bonferroni correction are given. 
 
Alcohol dehydrogenase (Adh) 

 
 
 
 
 
 
 
 
 
 
 
 
 



Table S4 continued. 
 
salvador (sav) 

 
 
 



Table S4 continued. 
 
Ankyrin (Ank) 

 
 
cubitus interruptus (ci) 

 



Table S4 continued. 
 
twin of eyeless [&& is this correct? Not given in the main text &&] (toy) 

 



Table S4 continued. 
 
eyeless (ey) 

 



Table S5. Neutrality tests based on Fu’s FS and Tajima’s D 
 

 
 



Figure S1. In situ hybridization of a) eyeless, b) cubitus interruptus, and c) Ankyrin, on polytene chromosomes of D. insularis. 
Hybridization signals on sections 78B (ci and Ank) and 78D (ey) are arrowheaded. 
 

 
 
 
 
 
 
 



Figure S2. Frequency distribution of alleles (introns plus exons) at each locus, for each population and species. Counts are shown on the 
ordinate and haplotypes arbitrarily numbered along the abscissa. 
 
Alcohol dehydrogenase (Adh) 
 
D. willistoni, St. Lucia 

 
 
D. willistoni, Ecuador 

 



Figure S2 continued. 
 
salvador (sav) 
 
D. insularis, St. Lucia 

 
 
D. willistoni, St. Lucia 

 



Figure S2 continued. 
 
Ankyrin (Ank) 
 
D. willistoni, St. Lucia 

 
 
D. willistoni, Ecuador 

 



Figure S2 continued. 
 
cubitus interruptus (ci) 
 
D. willistoni, St. Lucia 

 
 
D. willistoni, Ecuador 

 



Figure S2 continued. 
 
twin of eyeless [&& is this correct? Not given in the main text &&] (toy) 
 
D. insularis, St. Lucia 

 
 
D. willistoni, St. Lucia 

 



Figure S2 continued. 
 
eyeless (ey) 
 
D. willistoni, St. Lucia 
 

 


