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Summary

1a 1b

.. TTTTTTTCTCACACTTACCTTTTCCCACACCCCCC. .
.TTTTTTTCTCACACTTACCTTTTCCCACACCCCCC. .
.TTTTTTTCTCACACTTACCTTTTCCCACACCCCCC. ..

.. TTTTGTTCTCACACTTACCTTTTCCCACACCCCCC. .
.TTTCTTTCTCACACTTACCTTTTCCCACACCCCCC. .
.CTCTTTTCTCACACTTTTATTTCCCAGCCGGAGTA. ..

. .CCTTTTTCTCACACTTATTCCCACCCCAACCCCCC. .
.CCTTTTTCTCACACTTATTCCCACCCCAACCCCCC. .
.TTTTTTTCTCACACCTCAATTTTCCCATAAATAAG. ..
. TATAATTCTCACACCTCGCATTTCCCATCATCGAT. .

2

.GTCAGCGTGTGAAATACC. .
.GTCAGCGTGTGAAATACC. .
GTCAGCGTGTGAAATATC. .
.GTCAGCGTGTGAAATGCC. .
.GTCAGCGTGTGAAATACC. .
GTCGGCGTGTGAAATATC. .
.GTCAGCGTGTGAAATATC. .
.GTCAGCGTGTGAAATATC. .
CTATTCGTGTGAATATCT. .
.AGCGGCGTGTGAATTTAT. .
ACCATCGTGTGAATTTGT. .
GCCGCCGTGTGAATTTTT. ..

Site 1a: GTGTGAGAA (9/9 conserved, 10 species, —Dmoj —Dvir)
Site 1b: TGTGGGAA [30/30 conserved (see below*), including Site 1a, 5 species: Dmel, Dsim, Dsec, Dyak, Dere]
Site 2: CGTGTGAA (8/8 conserved, all 12 species)
Site 3: TCGTGGGAA (9/9 conserved, all 12 species except Dvir: TCGTGAGAA,; this remains a high-affinity site)
Site 4: GCGTGTGAA (9/9 conserved, all 12 species)

*GGGGGGTGTGGGAAAAGGTAAGTGTGAGAA

3

.AAGAGTTCCCACGACCAC. .
.AAGAGTTCCCACGACCAC. .
.AAGAGTTCCCACGACCAC. ..
.AAAAGTTCCCACGACCAC. .
.AAGAGTTCCCACGACCAC. .
.GAAAGTTCCCACGACCAC. ..
.AAAAATTCCCACGACCAC. .
.AAAAATTCCCACGACCAC. .
.CAAAATTCCCACGATATA. .
.AAAAATTCCCACGACCAC. .
.GAAAATTCCCACGACCAC. .
GAAAATTCTCACGACCAC. .

4

. TTCGGCGTGTGAAATTTT
. TTCGGCGTGTGAAATTTT

TTCGGCGTGTGAAATTTT

. TGCGGCGTGTGAAATTTT
. TGCGGCGTGTGAAATTTT

AGCAGCGTGTGAACGAAA

.AGGAGCGTGTGAAAATGC
.AGGAGCGTGTGAAAATGC
.GGAAGCGTGTGAAATTTT
.CAAAGCGTGTGAACTTTC
.CAAAGCGTGTGAACTGCT
. TAAAGCGTGTGAACTCCC



