n-cluster-111
Chromosome-1

Hairpin: 17604384-17604470
Mature: 17604443-17604464
Conservation score: 0
Presence of miR*:No

20 30 40
—— CCATT CT - - TG——  GAATG
GC TGCCTTGG TGGGG TGGCAG TCC TGG A
CcG ACGGGACC GCCCC ACCGTC AGG ACC G
TA AC-— TT G C  TCAA  GTAGA
80 70 60 S0

GCCCATTTGCCTTGGCTTGGGGTGGCAGTCCTGTGGGAATGAGAGATGCCAAACTGGACCTGCCAGCCCCGTTCCAG
GGCACAGCAT

n-cluster-778
Chromosome-11

Hairpin: 36031648-36031754
Mature: 36031731-36031753
Conservation score: 0.981
Presence of miR*:No

10 20 30 40 50

cC G CTCT -
GC AGG TAG CTGTATT TTGTT CATTTT
CG TCC ATT GACATGA AACAA GTAAAG
AT G AC— - AC T
100 90 80 70 60

- C
TTGCTTGC CC TTG N\
GACGGACG GG AAC T

T C

GCCCAGGGTAGCTCTCTGTATTGCTTGTTACA AGGATTGCTTGCCCCTTGCTCCAATGGTGCAGGCAGAAGAAAT
GCAAACAAAGTACAGCATTAGCCTTAGC

n-cluster-108
Chromosome-12

Hairpin: 5840694-5840832
Mature: 5840701-5840724
Conservation score: 0.012
Presence of miR*:No

10 20 30 40 ) 60 70

TGA  ATATA GA A- AT G T- AC G- C A
GGG GAGAGCAG AGATT ATGTCAT TG AGT GG TGCA GGC  CTTTA ACAAT A
CTC TTTTTGTC TTTAG TACAGTA ACGTCA TC ATGTAGTCG GAAGTATGTTATA

-— A— C TT Cai
120 110 100 30 80

TGAGGGATATAGAGAGCAGGAAGATTAATGTCATATTGGAGTTGGACTGCAGGGCTTCCTTTACACAATAAATATTG
TATGAAGTGCTGATGTAACCTTTACTGCAGCATGACATGGGATTTGGCTGTTTTTATGGCTC

s-cluster-100
Chromosome-12

Hairpin: 17826233-17826328
Mature: 17826242-17826264
Conservation score: 0.773
Presence of miR*:No

10 20
GTT———- A CAT  AA TGCACC T  AA
CAGGG AAAGGT  TGT GGTTAA CATA TTT T
GTCCC TTTCCG ~ ACA TCAGTT GTAT AAA A
CAAAACC CATGCC _— - TAAACA C CT
90 80 70 60 S0

GTTCAGGGAAAAGGTCATTGTAAGGTTAATGCACCCATA AATATCAAACTATGACAAATTTGACTACAGCCTTT
CCGTACCCCTGCCAAAAC

s-cluster-200

Chromosome 18

Hairpin: 33171701-33171770
Mature: 33171746-33171767
Conservation score: 0.006
Presence of miR*:Yes

10 20 30
- G - = - AAMAG TA
CATGT AGGT AGTG ATT GCT ATTTC AC N
GTACA TTCA TCAC TAA CGG TAAAG TG G
C - G T GA--- Gi
60 S0 40

CATGTAGGTGAGTGATTGCTATTTCAAAAGACTAGAGGTAGGAAATGAGGCTAATGCACTACTTCACATG

s-cluster-373

Chromosome-5

Hairpin: 82135974-82136043
Mature: 82135976-82135998
Conservation score: 0.315
Presence of miR*:No

10 20
TAACCTT

- G T- CG
TT TGCT CA CGTAAT AAGTGGTT G
AA ACGG GT GTATTG TTCACTAA G

T G T - TTTAAT- AT

60 50 40

TTGTGCTTCATCGTAATTAACCTTAAGTGGTTCGGGTAAATCACTTTAATTTGTTATGTGTTGGCAGAAT

t-cluster-427

Chromosome-9

Hairpin: 33952750-33952871
Mature: 33952814-33952836
Conservation score: 0.913
Presence of miR*:Yes

10 20 30 40 50
T T TCA-———— AAATTC GAATC
AAABAATTTT ATCTT GTCCAGGAAAC GGTAGTT CACATG N
TTTTTTAAGA TAGAA CAGGTCTTTTG CCATTAA GTGTAT A
TGTCATC T TTACTACA AGGTTC AGACT
120 110 100 30 80 70 60

AAAAAATTTTTATCTTTGTCCAGGAAACTCAGGTAGTTAAATTCCACATGGAATCATCAGATATGTGCTTGGAAATTAC
CACATCATTGTTTTCTGGACTAAGATCTACTGTAGAATTTTTT

t-cluster-510
Chromosome-X

Hairpin: 109325346-109325446
Mature: 109325349-109325372

Conservation score: 0.003
Presence of miR*:Yes

10 20 S0

30 40
— AGCCAAMAT  AA

TG - AT AAAT
TCAG GAAAGC ATGC CCAGGGT  GTGG TAG GGGCCA T
AGTT CTTTTG TACG GGTTCCA  CACC ATC CCCGGT €

T c - ACGA.  ——— A- CCAT

90 80 70

TCAGTGGAAAGCATGCATCCAGGGTGTGGAGCCAAAATTAGAAGGGCCAAAATTCTACCTGGCCCACTACCACAGCA
ACCTTGGGCATCGTTTTC GA

t-cluster-916
Chromosome-16

Hairpin: 33964216-33964307
Mature: 33964279-33964302
Conservation score: Yes
Presence of miR*:1

10 20 30 40

A TT GA CC Ga C—— T C
GGATGGT AGT GGC TCT TCAGC  CCGCCGGG CAG C
TCTATCA TCA CTG AGA AGTCG  GGTGGTCC GTC C

A T AG C A CAa C A
90 80 70 60 S0

AGGATGGTTTAGTGAGGCCCTCTGATCAGCCCCGCCGGGTCAGCCCACTGCCCTGGTGGAACGCTGAGAAGACAGTC
GAACTTGACTATCTA

The novel mIRNAs identified in AML1 and normal CD34 are shown here with their hairpin and mature

miRNA genomic location (NCBI37). Conservation of the miRNAs is denoted by their conservation score

with a score more than 0.7 representing high conservation among species. The hairpin structure is

shown with the mature miRNAs marked with a red line. The mature miRNA sequence is colored red

within the hairpin sequence of the miRNA.




