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Supplementary Figure S1. SIGMAA-weighted, 2Fo-Fc electron density
map around the super-B-sheet inter-molecular interaction.
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Supplementary Figure S2. The structure-based sequence alignment of the 1g1-lg4
regions of the L1 family cell adhesion molecules. The neurofascin residues at the

adhesion interface are shaded in red. The L1 pathological mutations are shaded in

cyan.
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Supplementary Figure S3. The comparison of the homophilic recognition modes of the horseshoe headpieces of the Ig
superfamily adhesion molecules. PDB ID: 1BIH for hemolin, 2V5M for Dscam, and 20M5 for axonin-1. The green
copies of the interacting molecules are in the same orientation as references.
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Supplementary Figure S4. Mapping the pathological mutations of L1 on the NFig1-4 structure.





