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Cell lines Meth/Unmeth RT-PCR
MDA-MB-435s
ZR-75-30
SUM229PE
SUM190PT
BT-483
MDA-MB-436
Hs578t
CAMA-1
MCF7
HCC1428
HCC1937
SUM159PT

ccccccccgs

+ o+ o+ o+ o+t

Table S1. Methylation of PCDH8 correlates with
loss of message. 4/5 (80%) of cell lines with
undetectable levels of message exhibit methylation of
the PCDH8 promoter. M=methylated,
U=unmethylated, -=no detection of message,
+=detection of message.
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Table S2. PCDH8 loss correlates with loss of
heterozygosity (LOH), promoter methylation,
loss of estrogen receptor (ER) expression,

loss of progesterone receptor (PR)

expression, and increased S-phase tumors.
LOH+ = presence of LOH, LOH- = absence of
LOH, Unmeth=unmethylated, Meth=methylated.



Amplification primers
PCDH8-F5

PCDHS8-R5

PCDH8-F6C

PCDH8-R6D

PCDH8-BKUP3F

PCDH8-BKUP3R

PCDH8-F4

PCDH8-R4

PCDHS8-X2F

PCDHS8-X2R

PCDH8-X3F

PCDHS8-X3R

Sequence
CCTTAGCCTTTCGGATCGCACT

CTCGCGTCTGCAGCTCCA

TTTCGCGTGGAGCTGCAGAC

TTGTCGTTCTCGTCGCCCAC

GTGCGCTGCGCCCTCTATG

CTGTTACCACGAAGCTGACA

CAGGAGCCGCGCGAAG

CTGCAGCAGGGAATAGGG

GGTAGGGTGGGTGCATTCAGGTAG

GCGGGAAAGAAGAGTCCTCACCAC

CTGACCCAGGCTGACATGCTGAAG

TTAGGGGCTTCTCGGAGTGACCTG

Sequencing primers
PS8SEQF1B
P8SEQR2
P8SEQF2
P8SEQFO

P8SEQRO

P8SEQF12
P8SEQF4

P8SEQF5

P8SEQF13
P8SEQF6
P8SEQF7

P8SEQRS

PCDH8-F4
P8SEQF14
PCDH8-R4

P8SEQR11

13-50F

P8SEQX2R

P8SEQX3F

P8R2C

Table S3. Catalogue of PCDH8 PCR amplification and sequencing primers.

Sequence
ATGAGTCCTGTGAGGCGT
AAGGCCAGCACGCACTGCG
CGCAGTGCGTGCTGGCCTT
AGCCTTTCGGATCGCACT

CTGTGCGGCTCGGCCAG

GACGCGAGCGGACGGCG
CGCGATCAGGCCGCCT

TGCCACTTCGCTGGTGCC

GCCCTCTATGGGCACGAG
CCGGTCTATGAGGTGTCG
CTGGACCAGAACGACCATGC

ACAGTTGCGGTGGTGGT

CAGGAGCCGCGCGAAG
GAAGCCTTCGCCATCGGCCG
CTGCAGCAGGGAATAGGG

CGGGAGCCGAGGCTCCGCC

GTAGACAACCTGTCGCACTT

CTCACCACTCTGCATGTGGT

GGAAGCCTGAATATGTATAA

CGGAGTGACCTGTATATGTG





