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Fig. S2. Verification of shRNA-mediated knockdown of HDACI, 2, 3, and 8 in the respective
stable LNCaP subclones (#1, #2) as well as siRNA-mediated knockdown of HDACS6 in the
transiently transfected LNCaP cells. These stable clones and transiently transfected cells were
used to analyze the effects of silencing individual HDAC isozymes on H3K4 and H3K9
methylation status, and the expression levels of Sp1 and H3K4DMs, as illustrated in Fig. 6.



