Figure S1

The effective potential Usg(r) between the centers of mass of looping polymers. Simulations have been conducted
using the DL model for different chain lengths N and different looping probabilities p. The average number of loops
per monomer resulting from the parameter p is indicated by the color bar. Data is scaled with the radius of gyration
of isolated polymer chains to allow comparison between different parameters sets. The effective potential increases
strongly with looping probability p, but is basically independent of the level of coarse-graining, i.e. the chain length,
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